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RESUMO 
 
O tomate cultivado, Solanum lycopersicum, é uma das olerícolas de maior 
importância na alimentação humana mundial e, ao lado do tomate selvagem, 
Solanum pennelli, são espécies bastante utilizadas no desenvolvimento de 
melhores cultivares comerciais. O estudo do genoma de plantas tornou-se uma 
ferramenta poderosa para auxiliar na elucidação dos processos biológicos ao 
nível celular. Uma das classes mais importantes de pequenos RNAs são os 
microRNAs (miRNAs), atuando na regulação de mRNA nas células, inibindo a sua 
tradução e/ou promovendo a sua degradação. Os métodos computacionais tem 
sido aplicados extensivamente para identificar novos miRNAs em diferentes 
organismos. Existem várias proteínas envolvidas na geração de miRNAs em 
plantas, destacando as proteínas ARGONAUTA e proteínas DICER, as quais 
possuem papeis centrais na maquinaria de processamento dos miRNAs. Este 
estudo teve como objetivo a busca, identificação, caracterização e validação dos 
genes envolvidos nas vias de processamento de miRNAs, bem como as 
moléculas de miRNAs, seus precursores e genes alvos em S. lycopersicum e S. 
pennellii, a partir de análises in silico e sequenciamento de nova geração. A 
metodologia de pesquisa utilizada foi baseada em análises computacionais e 
validação por sequenciamento (small RNA-seq - NGS). Foi possível identificar 65 
proteínas em S. lycopersicum e 109 em S. pennellii envolvidas no processamento 
pequenos RNAs. Destas proteínas, 23 (S. lycopersicum) e 33 (S. pennellii) 
participam da via de processamento de miRNAs. Além disso, foram identificados 
342 diferentes miRNAs maduros, 226 pré-miRNAs em 87 famílias, incluindo 192 
miRNAs maduros não identificados anteriormente, pertencentes à 38 novas 
famílias em S. lycopersicum. Em S. pennellii foram encontrados 338 miRNAs 
maduros, 234 pré-miRNAs contidos em 85 famílias. O nosso estudo identificou, 
pela primeira vez, miRNAs em S. pennellii, sendo todos inéditos. A partir do 
sequenciamento, conseguimos validar 69 e 65 miRNAs maduros distribuídos em 
29 e 28 famílias em S. lycopersicum e S. pennellii, respectivamente. Ainda, foram 
identificados 1310 diferentes genes alvos dos miRNAs em S. lycopersicum e 2772 
em S. pennellii, sugerindo importantes papéis no desenvolvimento da planta, 
  
   
adaptação ao stress, regulação da resposta hormonal, defesa contra patógenos e 
outros processos importantes para a biologia, reprodução e comercialização 
dessas espécies de tomate. Dessa forma, os nossos resultados ampliam o estudo 
dos miRNAs em plantas, proporcionando novos desafios para compreender 
processos essenciais na regulação baseada em miRNAs em tomate. 
 
Palavras-chave: Solanum lycopersicum; Solanum pennellii, microRNAs, 
ARGONAUTA; DICER; análise in silico. 
 
  
   
ABSTRACT 
 
The cultivated tomato, Solanum lycopersicum, is one of the most important 
vegetable crops in global food and, next to the wild tomato Solanum pennelli, are 
species widely used in developing better cultivars. The study of the genome of 
plants has become a powerful tool to assist in the elucidation of the biological 
processes at the cellular level. One of the most important classes of small RNAs 
are microRNAs (miRNAs), acting on mRNA regulation in cells, inhibiting their 
translation and/or promoting its degradation. Computational methods have been 
applied extensively to identify novel miRNAs in different organisms. There are 
several proteins involved in the generation of miRNAs in plants, highlighting 
ARGONATAS proteins and DICERS proteins which have key roles in the 
processing machinery of miRNAs. This study aimed to search, identification, 
characterization and validation of genes involved in miRNA processing pathways 
as well as miRNAs molecules, their precursors and target genes in S. 
lycopersicum and S. pennellii from in silico analysis and next generation 
sequencing. The research methodology was based on computational analysis and 
sequencing for validation (small RNA-seq - NGS). We identified 65 proteins in S. 
lycopersicum and 109 in S. pennellii involved in small RNAs processing. Of these 
proteins, 23 (S. lycopersicum) and 33 (S. pennellii) miRNAs participate in the 
processing means. In addition, we identified 342 different mature miRNAs, 226 
pre-miRNAs in 87 families, including 192 mature miRNAs not previously identified, 
belonging to 38 new families in S. lycopersicum. In S. pennellii we found 338 
mature miRNAs, 234 pre-miRNAs contained in 85 families. All miRNAs found in S. 
pennellii were unpublished, being first identified in our study. From the 
sequencing, we validate 69 and 65 mature miRNAs distributed in 29 families and 
28 in S. lycopersicum and S. pennellii respectively. Furthermore, we identified 
1310 different miRNA target genes in S. lycopersicum  and 2772 in S. pennellii, 
suggesting important roles in plant development, adaptation to stress, regulation of 
hormonal response, defense against pathogens and other critical processes of 
biology, reproduction, and marketing of these species of tomato. Thus, our results 
  
   
expand the study of miRNAs in plants by providing new opportunities to 
understand essential in regulating processes based on miRNAs in tomato. 
 
Keywords: Solanum lycopersicum; Solanum pennellii, microRNAs, 
ARGONAUTE, DICER, in silico analysis. 
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1 INTRODUÇÃO 
1.1 O tomate 
 
A família Solanaceae é uma das maiores famílias do reino vegetal. Ela é 
composta por cerca de 100 gêneros e mais de 3000 espécies que crescem em 
todos os habitats, desde florestas tropicais até desertos, concentrando uma maior 
diversidade na região Neotropical. Estão incluídas nesta família várias plantas de 
importância agronômica e médica como a batata, beringela, pimentão, pimenta e 
tabaco, assim como o tomate (BAI; LINDHOUT, 2007; GERSZBERG; 
HNATUSZKO-KONKA, 2015; KNAPP, 2002; PERALTA et al., 2005; SATO; 
TABATA, 2016). 
O tomate é uma das olerícolas mais importantes na alimentação humana 
mundial, além de atuar de forma significativa na economia, por meio da geração 
de empregos e renda, pelo seu grande volume de mão de obra e recursos em 
torno de sua cadeia produtiva e industrial (KNAPP, 2002; SATO; TABATA, 2016). 
A produção mundial do fruto chegou a 164 milhões de toneladas em 2013 (FAO, 
2016). Atualmente a China tem a maior produção de tomate do mundo. O Brasil 
se encontra entre os 10 maiores produtores mundiais, sendo que em 2015 obteve 
uma produção de 3,69 milhões de toneladas do fruto, apresentando um aumento 
significativo da produção, cerca 81%, nos últimos 20 anos (FAO, 2016; IBGE, 
2016). 
A origem do tomate ocorreu na região ocidental das Américas Central e do 
Sul, envolvendo as regiões andinas do Equador, Bolívia, Peru, Colômbia e Chile 
(BAUCHET; CAUSSE, 2012; CARVALHO, 2014).  A principal forma de consumo 
do fruto é in natura, caracterizando o tomate de mesa, o qual se destaca pelo seu 
alto valor nutritivo, apresentando 93% a 95% de água, baixo valor calórico, além 
de conter proteínas, carboidratos, cálcio, magnésio, ferro, zinco, fibras, vitamina 
C, potássio, licopeno e outros compostos essenciais na alimentação (BAUCHET; 
CAUSSE, 2012; KIM et al., 2011; TACO, 2011). O tomate possui também um 
grande mercado para o consumo do fruto processado de forma industrial, 
sobretudo na produção de molhos, extratos e sucos (MONTEIRO et al., 2008). 
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1.1.1 Solanum lycopersicum e Solanum pennellii 
 
O gênero Solanum é um dos maiores gêneros dentre as angiospermas, 
contendo aproximadamente 1500 espécies (BAUCHET; CAUSSE, 2012). 
Solanum lycopersicum, o tomate cultivado, possui maior destaque por ser uma 
das frutas mais consumidas e estudadas (KIM et al., 2011; PEREZ-FONS et al., 
2014). Além de sua importância como alimento, o tomate possui muitas 
características interessantes, como um fruto carnudo, folhas compostas, tricomas 
multicelular e glandular, associação com fungos micorrizicos, dentre outras 
características agronômicas importantes que outras plantas modelo não possuem, 
como Arabidopsis thaliana, fazendo com que o tomate se torne uma planta 
modelo para espécies que apresentam essas características (BEDINGER et al., 
2011; CAMPOS et al., 2010; GIOVANNONI, 2004; KIMURA; SINHA, 2008; 
KOBAYASHI et al., 2014). 
Devido às características específicas, as variedades de tomate são 
constantemente melhoradas de acordo com a região, a forma de cultivo e a 
finalidade do fruto após a colheita (CARVALHO, 2014). Estes fatores são 
essenciais para que pesquisadores e produtores possam melhorar a qualidade e 
produtividade de cultivares de tomateiro (GERSZBERG; HNATUSZKO-KONKA, 
2015). Embora o tomateiro tenha se adaptado a diferentes ambientes, grande 
parte das variedades necessita de um clima ameno, com temperaturas em torno 
de 21° a 24°C, e de uma área ensolarada, que não ultrapasse os 35ºC para se 
obter uma produção de melhor qualidade (CAMARGO, 2006; CARVALHO, 2014; 
NAIKA et al., 2006). No entanto, esta cultura é suscetível ao ataque de insetos e 
mais de 200 doenças acarretadas por diversos tipos de patógenos, entre vírus, 
bactérias, fungos e nematóides (LUKYANENKO, 1991).  
Para auxiliar no controle dessas doenças, a maioria dos produtores opta 
pela utilização de agentes químicos, sendo muitas vezes de alto custo e até 
ineficazes, além de seus prejuízos ambientais e no consumo alimentar 
(ERCOLANO et al., 2012). Uma alternativa para obter variedades melhoradas de 
tomateiro, com características desejadas pelos produtores e consumidores, tais 
como o aumento do potencial produtivo, precocidade, homeostase genética, 
uniformidade, qualidade do fruto e resistência a patógenos, insetos e estresses 
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abióticos, além de minimizar a utilização de produtos químicos, é o cruzamento to 
tomate cultivado com espécies selvagens (ALSEEKH et al., 2013; BOLGER et al., 
2014; KAMENETZKY et al., 2010; KIMURA; SINHA, 2008; M. A. STEVENS; RICK 
C. M., 1986). Existem várias espécies conhecidas de tomate selvagem, 
consistindo em recursos genéticos subexplorados e de grande importância para o 
melhoramento, pesquisa e desenvolvimento da cultura (AFLITOS et al., 2014; 
BOLGER et al., 2014; KAMENETZKY et al., 2010; KIMURA; SINHA, 2008; 
MCDANIEL et al., 2016; MITTOVA; VOLOKITA; GUY, 2015; NOSENKO et al., 
2016; PERALTA; KNAPP; SPOONER, 2005; SPOONER; PERALTA; KNAPP, 
2005). 
 Solanum pennellii é uma espécie de tomate selvagem, endêmica das 
regiões andinas da América do Sul, onde evoluiu para prosperar em ambientes 
áridos. Essa espécie é relativamente distante da espécie domesticada de S. 
lycopersicum, estimada em 2,7 milhões de anos, e tem sido largamente utilizado 
para a construção e mapeamento de populações e linhagens devido à sua 
tolerância ao estresse e morfologia incomum (BOLGER et al., 2014; 
FERNANDEZ-POZO et al., 2015; KAMENETZKY et al., 2010; RICK; TANKSLEY, 
1981). Essa espécie de tomate selvagem possui características bem específicas, 
como o sistema de acasalamento, a diversidade fitoquímica e a resistência a 
diferentes ambientes. Mesmo com essas especificidades, é sexualmente 
compatível com S. lycopersicum, oferecendo um conjunto de genes úteis para 
lidar com os desafios de reprodução existentes e gerando híbridos altamente 
produtivos possuindo as características almejadas. Atualmente, os produtores 
optam pelo plantio dessas cultivares híbridas, devido ao grande potencial dessas 
plantas que chegam ao mercado, ampliando a possibilidade de serem cultivadas 
com maior segurança (ALSEEKH et al., 2013; BAUCHET; CAUSSE, 2012).  
Nesse sentido, um maior conhecimento sobre as bases moleculares do 
tomate é necessário, para obter eficiência e sucesso na seleção de marcadores 
associados a características de interesse (GERSZBERG; HNATUSZKO-KONKA, 
2015). O progresso atual no sequenciamento do genoma do tomate vem gerando 
informações úteis para auxiliar no estudo das diversidades genéticas do tomate 
(AFLITOS et al., 2014; KIMURA; SINHA, 2008). Desta forma, S. lycopersicum foi 
escolhido como um alvo para o sequenciamento do genoma que foi concluído em 
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2012, a partir de uma colaboração internacional (SATO et al., 2012). Além disso, 
a disponibilidade do genoma de referência forneceu uma estrutura para a análise 
genômica de plantas da família Solanaceae, gerando uma fonte de informações 
importantes para o melhoramento molecular e tornando possível a investigação 
de polimorfismos de DNA e diferenças fenotípicas observadas em cultivares da 
espécie S. lycopersicum (HIRAKAWA et al., 2013; KOBAYASHI et al., 2014; 
SATO; TABATA, 2016). Além de S. lycopersicum, o genoma de S. pennelli 
também foi seqüenciado, fornecendo um recurso valioso para entender diversas 
características de destaque, como as mudanças em resposta ao déficit hídrico, 
resistência biótica e abiótica, maturação dos frutos e metabolismo (BOLGER et 
al., 2014; FERNANDEZ-POZO et al., 2015). 
 
1.2 microRNAs 
 
Embora muito se saiba sobre a biologia do tomate, relativamente pouco 
ainda é conhecido sobre a regulação da expressão de genes envolvidos no 
desenvolvimento da planta. Estudos recentes têm mostrado a importância da 
regulação gênica, envolvendo várias classes de pequenos RNAs, suas vias de 
processamento e sua atuação a nível celular em diferentes organismos (AXTELL, 
2013; FOURACRE; POETHIG, 2016; KANG et al., 2014; MOAZED, 2009; 
VIDIGAL; VENTURA, 2015; WEN et al., 2014). Essas classes de pequenos RNAs 
incluem os pequenos RNAs de interferência (siRNAs), pequenos RNAs de 
interferência com repetições associadas (rasiRNAs), pequenos RNAs de 
interferência que atuam em “trans” (tasiRNAs), pequenos RNAs de interferência 
anti senso naturais (natsiRNAs)., RNAs que interagem com a proteína PIWI 
(piRNAs) e microRNAs (miRNAs), que diferem em processamento, tamanho e 
função celular (AXTELL, 2013; BARTEL, 2004; FOURACRE; POETHIG, 2016; 
KIM, 2008; WEN et al., 2014).  
Os principais representantes das classes de pequenos RNAs são os 
miRNAs, se destacando pelas suas diversas funções na regulação da expressão 
de RNAs mensageiros (mRNAs) a nível celular. Essa regulação pode ocorrer a 
partir da inibição do processo de tradução, por degradação do mRNA ou por 
silenciamento do gene, seja por complementaridade do alvo, ou sinalizando 
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modificações no DNA em regiões específicas do genoma, influenciando o 
processo de expressão gênica em diferentes organismos (AGRAWAL et al., 2003; 
BARTEL, 2004; BENTWICH, 2005; DOENCH; PETERSEN; SHARP, 2003; 
GOMES et al., 2009; RAO et al., 2009). Os miRNAs são pequenos RNAs 
endógenos com aproximadamente 21 nucleotídeos de comprimento quando 
maduro (BARTEL, 2004; CARTHEW; SONTHEIMER, 2009; WAHID et al., 2010a). 
Os genes precursores destes miRNAs são encontrados em plantas,  
principalmente em regiões intergênicas no genoma (BARTEL, 2004; CHEN, 2008; 
DE SOUSA CARDOSO et al., 2015; LANG et al., 2011a; ZHOU et al., 2011). 
Em sua via de processamento, atuam diferentes proteínas capazes de 
gerar um miRNA específico, para que ocorra uma fina e característica regulação 
ao nível de genoma e/ou transcriptoma (AXTELL, 2013; DHIR; PROUDFOOT, 
2013; KIM; HAN; SIOMI, 2009). Em plantas, o processamento do miRNA ocorre 
primeiramente no núcleo a partir da transcrição realizada pela RNA polimerase II 
(Pol II), resultando em um longo miRNA primário (pri-miRNA). Até pouco tempo, 
era considerado que os pri-miRNAs não possuiam a capacidade de codificar 
nenhuma proteína. No entanto, Lauressergues e colaboradores (2015), 
recentemente apresentaram que alguns pri-miRNAs codificam peptídeos que 
aumentam a produção de seus miRNAs (LAURESSERGUES et al., 2015; 
WATERHOUSE; HELLENS, 2015).  
No processo de geração dos miRNAs maduros, as enzimas 
RIBONUCLEASE III (RNase III), DICER-LIKE 1 (DCL1), associadas a outras 
enzimas, SERRATE (SE) e HYPONASTIC LEAVES 1 (HYL1), clivam o pri-
miRNA, gerando o precursor de miRNA (pré-miRNA) (AXTELL; WESTHOLM; LAI, 
2011; BUDAK; AKPINAR, 2015; JONES-RHOADES; BARTEL; BARTEL, 2006; 
KAPOOR et al., 2008; WAHID et al., 2010a; WATERHOUSE; HELLENS, 2015). O 
pré-miRNA possui uma estrutura secundária característica, formando um grampo 
(hairpin) a partir de uma complementaridade imperfeita, contendo de 200-300 
nucleotídeos de comprimento (KIDNER; MARTIENSSEN, 2005; WINTER et al., 
2009). Mais uma vez as enzimas DCL1 e HYL1 atuam, clivando o pré-miRNA na 
extremidade que possui o hairpin, formando um miRNA/miRNA fita dupla, sendo, 
em seguida, metilado por uma metiltransferase HUA ENHANCER (HEN1), 
estabilizando a molécula e impedindo a sua uridilação e degradação posterior 
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pelas exonucleases SDN (small RNA degrading nuclease) (BUDAK; AKPINAR, 
2015; LI et al., 2005; YANG et al., 2006). O miRNA maduro então é exportado 
para o citoplasma pela HASTY (HST), homóloga da proteína Exportina-5 (XPO5) 
(BARTEL, 2004; BRODERSEN; VOINNET, 2006; WAHID et al., 2010a). O miRNA 
fita dupla metilado é, na sequência, carregado por um complexo de enzimas 
liderado pela ARGONAUTA (AGO), momento em que ocorre o desanelamento da 
fita dupla, sendo uma fita degradada e a outra direcionada, junto ao complexo 
RISC, ao reconhecimento específico do mRNA alvo, com a finalidade de regular a 
expressão gênica: por inibição da tradução ou degradação do mRNA (AXTELL, 
2013; KAPOOR et al., 2008; PETERS; MEISTER, 2007; WINTER et al., 2009). 
Importantes funções biológicas, em plantas, são mediadas por miRNAs, 
dentre elas têm-se a adaptação das plantas quando submetidas a estresses, 
regulação do desenvolvimento foliar e floral, defesa, proliferação celular, 
apoptose, coordenação da homeostase, transdução de sinais, acumulação de 
fatores de transcrição e degradação de proteínas (AXTELL, 2013; JONES-
RHOADES; BARTEL; BARTEL, 2006; LI; MAO, 2007; MALLORY; VAUCHERET, 
2006a; MARTÍNEZ DE ALBA; ELVIRA-MATELOT; VAUCHERET, 2013; WAHID 
et al., 2010a). Dessa forma, o estudo do genoma e transcriptoma de plantas tem 
se tornado uma ferramenta muito poderosa para auxiliar na elucidação de 
processos biológicos bem como suas atuações a nível celular (AMBROS et al., 
2003; SRIVASTAVA et al., 2014; ZHANG et al., 2005; ZHOU et al., 2008). 
A publicação dos genomas de S. lycopersicum e S. pennellii, representou 
um grande avanço no estudo da biologia destas importantes espécies (BOLGER 
et al., 2014; FERNANDEZ-POZO et al., 2015; SATO; TABATA, 2016; SATO et al., 
2012). No entanto, várias partes destes genomas necessitam ser profundamente 
estudadas e anotadas, uma vez que o sequenciamento do genoma e o depósito 
das sequências em bancos de dados públicos representam apenas os passos 
iniciais neste estudo. Diversas estratégias computacionais e experimentais têm 
sido utilizadas para identificação de miRNAs e as proteínas de seu 
processamento em vários organismos (HUANG et al., 2011; LI et al., 2010a; 
ZHANG et al., 2005). Os métodos computacionais têm sido bastante utilizados na 
identificação de genes uma vez que alguns transcritos são expressos apenas em 
determinadas condições, em células específicas, ou são pouco expressos, sendo 
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impossível sua identificação in vitro. Assim, as técnicas computacionais auxiliam 
no processo de descoberta de novos miRNAs, utilizando todas as informações 
contidas no genoma e/ou transcriptoma independentemente da amostragem. 
Além disso, esses métodos são úteis para a predição de precursores de miRNA e 
seus alvos. Contudo, muitos genes de miRNAs e seus alvos ainda não foram 
identificados em vários organismo, principalmente em plantas (LI et al., 2010a; 
SRIVASTAVA et al., 2014; ZHANG et al., 2005). 
O envolvimento de pequenos RNAs no desenvolvimento vegetativo e do 
fruto, resposta ao estresse, defesa contra patógenos e parasitas em tomate têm 
recebido bastante atenção (CAO et al., 2014; JIN; WU, 2015; LIU et al., 2014; 
OUYANG et al., 2014; ZUO et al., 2012). A utilização de diversos métodos de 
homologia e biologia molecular vêem sendo cada vez mais implementados na 
caracterização de novos miRNAs (ITAYA et al., 2008; PILCHER et al., 2007; YIN 
et al., 2008; ZHANG et al., 2008; ZUO et al., 2012). Com o surgimento da 
tecnologia de sequenciamento do genoma e transcriptoma, começou a ser 
utilizado extensivamente esse método para a identificação de miRNAs em 
diversas espécies de plantas, tais como A. thaliana e Oryza sativa, devido sua 
alta precisão na descoberta de prováveis miRNAs em grande escala (FAHLGREN 
et al., 2007; JOHNSON et al., 2007; LU et al., 2005; MOXON et al., 2008; 
SUNKAR; GIRKE; ZHU, 2005; ZUO et al., 2012). Portanto, compreender as suas 
funções reguladoras destas pequenas moléculas ao nível celular pode abrir novos 
caminhos para o melhoramento de culturas importantes na produção mundial de 
alimentos. Este estudo trará, desta forma, uma grande contribuição para o melhor 
entendimento dos miRNAs, sua via de processamento e seu papel nas vias de 
regulação da expressão gênica dessas importantes espécies. 
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2 OBJETIVOS GERAIS E ESPECÍFICOS 
 
2.1 Objetivos gerais 
 
O objetivo deste estudo foi a busca, identificação e caracterização, por 
análise in silico, dos genes envolvidos nas vias de processamento de miRNAs, 
bem como das moléculas de miRNAs, seus precursores e alvos em S. 
lycopersicum e S. pennellii, utilizando sequências genômicas e transcriptômicas 
obtidas em bancos de dados públicos e por sequenciamento de nova geração. 
 
2.2 Objetivos específicos 
 
- Identificar os genes e as proteínas envolvidas na biogênese de miRNAs em S. 
lycopersicum e  S. pennellii; 
- Identificar e caracterizar os prováveis miRNAs maduros e seus precursores em 
S. lycopersicum e  S. pennellii; 
- Caracterizar as proteínas da via de miRNAs em S. lycopersicum e  S. pennellii 
por meio da análise dos domínios conservados, sítios ativos, filogenia e 
alinhamento das proteínas; 
- Predizer os genes alvos dos miRNAs identificados em S. lycopersicum e S. 
pennellii; 
- Validar os miRNAs maduros identificados por sequenciamento de nova geração 
(NGS - smallRNA-seq). 
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3 MATERIAL E MÉTODOS 
3.1 Análises in silico 
 
3.1.1 Predição dos genes e proteínas envolvidos na biogênese de pequenos 
RNAs, incluindo miRNAs em S. lycopersicum e  S. pennellii 
 
Para a busca e identificação dos genes e suas prováveis proteínas 
envolvidos na biogênese de pequenos RNAs, incluindo  miRNAs em S. 
lycopersicum e  S. pennellii foram utilizadas ferramentas de alinhamento local 
BLAST (Basic Local Alignment Search Tool - 
http://blast.ncbi.nlm.nih.gov/Blast.cgi) e bancos de dados referência de Proteínas 
(refseq-protein) e Nucleotídeos (nt_nr), disponibilizados no NCBI (National Center 
for Biotechnology Information) (http://www.ncbi.nlm.nih.gov/), Phytozome v11 
(https://phytozome.jgi.doe.gov/) e Sol Genomics Network 
(https://solgenomics.net/). As principais sequências de proteínas utilizadas como 
sequências de busca (“queries”) foram obtidas no banco de dados de proteínas 
referência dos organismos A. thaliana e Solanum tuberosum.  
 
3.1.2 Predição de miRNAs maduros e seus precursores (pré-miRNAs) 
 
Inicialmente, as sequências do genoma bruto de S. lycopersicum e S. 
pennellii foram obtidas nos bancos de dados Phytozome v11 
(https://phytozome.jgi.doe.gov/) e PlaBi dataBase 
(http://www.plabipd.de/project_spenn/start.ep), respectivamente. Os arquivos de 
anotação do genoma também foram obtidos nos bancos de dados das 
respectivas espécies. A busca dos prováveis miRNAs e seus precursores foi 
realizada aplicando o método descrito por De Souza Gomes et al. (2011), 
adaptado para o genoma das espécies estudadas (DE SOUZA GOMES et al., 
2011). Inicialmente, foram obtidas sequências do genoma com potencial 
constituição de estruturas de hairpin ou similaridade com estruturas de 
precursores de miRNAs a partir dos programas blastn (NCBI) e Einverted 
(ferramenta EMBOSS), sendo este adaptado com parâmetros para os genomas 
estudados (máximo repeat de 336 nucleotídeos e valor threshold 25). Estas 
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sequências foram submetidas a uma sequência de aplicação de filtros para 
descartar sequências indesejáveis, permanecendo apenas aquelas 
correspondentes aos prováveis miRNAs. Os filtros aplicados foram baseados em 
características conservadas de precursores de miRNAs, bem como 
características de outras regiões conhecidas e que não possuem potencial para 
originar precursores de miRNAs. Esses filtros foram: Conteúdo de GC (guanina e 
citosina) entre 20% a 65%, Energia Mínima Livre (MFE), homologia com miRNAs 
maduros conservados, homologia com regiões repetitivas e homologia com RNAs 
não codificadores de proteínas, exceto miRNAs. 
Para a busca dos prováveis miRNAs maduros nas sequências de 
precursores identificadas, fez-se o alinhamento das respectivas sequências dos 
prováveis precursores contra sequências depositadas no miRBase versão 21 
(http://www.mirbase.org/), aceitando no máximo 5 mismatches na sequência 
madura final. Outros grupos de RNAs que não codificam proteínas (RNA 
ribossomal - rRNA, RNA transportador - tRNA, pequeno RNA nuclear - snRNA, 
pequeno RNA nucleolar – snoRNA, SL RNA, SRP, e RNase P) foram descartados 
com o auxílio do Rfam microRNA Registry (versão 12) (GARDNER et al., 2009). 
Posteriormente, sequências repetitivas foram descartadas pelo RepeatMasker 
4.0.5 (http://www.repeatmasker.org/), e possíveis sequências precursoras de 
miRNAs reais foram separadas.  
As sequências de pré-miRNAs identificadas em S. lycopersicum e S. 
pennellii foram caracterizadas de acordo com suas estruturas e parâmetros 
termodinâmicos: Energia Mínima Livre (MFE), Energia Mínima Livre Ajustada 
(AMFE), Índice de Energia Mínima Livre (MFEI), tamanho, conteúdo de A, 
conteúdo de U, conteúdo de C, conteúdo de G, de GC e AU, razão de GC, razão 
de AU, Energia Mínima Livre do Conjunto (MFEE), Diversidade do Conjunto 
(Diversidade), e Frequência da estrutura do MFE no Conjunto (Frequência). O 
ajuste de MFE (AMFE) foi determinado como o MFE de 100 nucleotídeos de 
comprimento de sequência e o índice de energia mínima de dobramento (MFEI), 
medido a partir da equação: MFEI = [(AMFE) × 100] / (G% + C%)] (ZHANG et al., 
2006a). A predição das estruturas secundárias dos pré-miRNAs, além do cálculo 
da diversidade, MFE, frequência do ensemble e MFE das estruturas secundárias 
foram realizados utilizando o RNAfold (http://rna.tbi.univie.ac.at/cgi-
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bin/RNAfold.cgi). O conteúdo de GC e outras propriedades estruturais foram 
definidos usando scripts Perl. 
 
3.1.3 Análise de domínios conservados, sítios ativos, filogenia e alinhamento de 
proteínas da via e precursores de miRNA em S. lycopersicum e S. pennellii 
 
Para as análises de conservação de domínios, sítios ativos e avaliação da 
estrutura primária, das sequências das preditas proteínas e dos precursores de 
miRNAs obtidos, utilizou-se o alinhamento múltiplo, por meio das ferramentas  
ClustalX 2.1 e ClustalW (LARKIN et al., 2007). Além do mais, foi utilizado o 
RNAalifold (http://rna.tbi.univie.ac.at/cgi-bin/RNAalifold.cgi), a fim de analisar o 
alinhamento das estruturas primária e secundária dos precursores de miRNAs 
com seus respectivos ortólogos. (LARKIN et al., 2007).  Os alinhamentos 
múltiplos, utilizando as sequências de precursores, basearam-se em parâmetros 
ajustados de acordo com o tamanho e complexidade das sequências (gap 
opening: 22.50; gap extension: 0.83) (TAKANE et al., 2010). As logos das 
sequências das proteínas e dos precursores de miRNAs foram originadas a partir 
do WebLogo 2.8.2 (http://weblogo.berkeley.edu/logo.cgi) (CROOKS et al., 2004).  
Os domínios conservados das preditas proteínas foram recuperados 
separadamente com o intuito de verificar através do alinhamento múltiplo a 
presença de resíduos de aminoácidos importantes para a respectiva proteína. 
Além disso, foi utilizado banco de dados de família de proteínas PFAM 
(http://pfam.xfam.org/), que auxiliou na identificação de domínios conservados e 
suas possíveis funções na via de biogênese de miRNAs, assim como a relação de 
similaridade entre as sequências usadas e suas ortólogas. O Conserved Domain 
Database (CDD) (http://www.ncbi.nlm.nih.gov/Structure/cdd/wrpsb.cgi) foi utilizado 
para a identificação da conservação e posição dos sítios ativos presentes nos 
domínios conservados das proteínas analisadas. 
A analise filogenética foi realizada com o auxílio do programa MEGA5.2, 
utilizando o método Neighbor-joining para todas as sequência (SAITOU; NEI, 
1987; TAMURA et al., 2011). Uma árvore consenso foi obtida utilizando 
“bootstrap” de 5000 réplicas para os precursores e 1000 réplicas para as 
proteínas, representando a história evolutiva do grupo de sequências analisadas. 
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A distância evolutiva para os miRNAs foi calculada, utilizando o modelo Kimura-2-
parameter em unidades de base substituída por sítio. Para as prováveis proteínas 
usou-se o modelo Jones–Taylor–Thornton (JTT) (JONES; TAYLOR; THORNTON, 
1992).  
 
3.1.4 Predição dos genes alvos dos miRNAs identificados em S. lycopersicum e 
S. pennellii 
 
Os alvos dos miRNAs identificados em S. lycopersicum e S. pennellii foram 
preditos usando a ferramenta psRNATarget 
(http://plantgrn.noble.org/psRNATarget/) (DAI; ZHAO, 2011). A fim de obter a 
menor taxa de previsão de falsos positivos para os genes alvos dos miRNA, o 
limiar de corte (threshold) utilizado foi rigoroso, sendo 3,0 para a “Maximum 
expectation (Exp)” (expectativa máxima). Os outros parâmetros utilizados foram 
os parâmetros padrões: “Length for complementarity scoring (hspsize)” 
(Comprimento para o scoring de complementaridade) - 20 pb; “Top target genes 
for each small RNA” (principais genes alvos para cada pequeno RNA) - 200; 
“Target accessibility - allowed maximum energy to unpair the target site (UPE)” 
(acessibilidade do alvo - permitido o máximo de energia para desemparelhar o 
sítio de destino) - 25; “Flanking length around target site for target accessibility 
analysis” (O comprimento em torno do local de destino para a análise da 
acessibilidade do alvo) – 17 pb antes/13 pb depois; “Range of central mismatch 
leading to translational inhibition” (intervalo de incompatibilidade central, levando à 
inibição de tradução): 9-11 nt. Para analisar os genes alvos dos miRNA preditos 
em S. lycopersicum e S. pennellii, os possíveis candidatos alvos dos transcritos 
foram recuperados a partir dos bancos de dados Phytozome v11 
(https://phytozome.jgi.doe.gov/) e Sol Genomics Network 
(https://solgenomics.net/).  
 
3.1.5 Análise in silico para amostras do sequenciamento 
 
As sequências brutas foram obtidas a partir do sequenciamento de nova 
geração utilizando plataforma do Ion Torrent - Applied Biosystems e filtradas para 
 13 
 
reads policlonais e sequências de baixa qualidade utilizando o software do 
sequenciador. Em seguida, os reads de pequenos RNAs foram filtrados para 
eliminar a presença de RNAs não codificantes de proteínas, exceto os prováveis 
miRNAs, como rRNA, tRNA, snRNA, snoRNA, entre outros utilizando a 
ferramenta blastn (http://blast.ncbi.nlm.nih.gov/Blast.cgi) e o banco de dados 
RFAM (http://rfam.xfam.org/) e scripts em Perl. Aqueles reads remanescentes 
foram considerados para as análises de busca de prováveis miRNAs maduros. O 
programa miRDeep2 foi utilizado para quantificar os miRNAs maduros nas 
sequências remanescentes de S. pennelli e S. lycopersicum. Para verificação e 
quantificação dos prováveis miRNAs maduros, além do miRDeep2, foram 
utilizados os precursores de miRNAs preditos no item 3.1.2 dos materiais e 
métodos e o genoma referência também obtido no item 3.1.2. O programa 
miRDeep2 forneceu a quantidade dos prováveis miRNAs maduros nas bibliotecas 
através da contagem dos reads que alinharam nas sequências dos prováveis 
precursores preditos. 
 
3.2 Análises experimentais 
 
As amostras de folhas de plantas adultas de S. lycopersicum e S. pennellii 
foram cedidas gentilmente pelo professor Wilson Roberto Maluf da Universidade 
Federal de Lavras (UFLA). 
 
3.2.1 Sequenciamento de nova geração (Next Generation Sequencing – NGS) 
dos miRNAs em S. lycopersicum e S. pennellii 
 
Inicialmente, foram coletadas folhas adultas das espécies de S. 
lycopersicum e S. pennellii, as quais foram inseridas imediatamente em nitrogênio 
líquido e posteriormente armazenadas a -80º até a utilização. Foi utilizado o Kit 
mirVana PARIS (Ambion) para a obtenção dos pequenos RNAs, extraídos das 
amostras de folhas. A biblioteca de transcritos dos pequenos RNAs foi construída 
conforme protocolo do kit Ion Total RNA-seq Kit v2 (Ambion) com pequenas 
alterações. As amostras dos pequenos RNAs foram então enriquecidas para a 
construção da biblioteca. Após a hibridização e ligação de adaptadores requeridos 
 14 
 
pelo sistema Ion Personal Genome Machine® (PGM), foi realizada a reação de 
transcrição reversa para produção de cDNA. O cDNA foi selecionado por tamanho 
e purificado, usando beads magnéticas e então amplificado. Os fragmentos de 
DNA foram ligados a esferas (Ion Sphere®) para o sequenciamento de nova 
geração (Next Generation Sequencing – NGS). O template para o 
sequenciamento foi preparado no Ion OneTouch 2® e o sequenciamento foi 
realizado no Ion PGM, usando o chip Ion 318.  
As únicas alterações realizadas foram no passo de eluição, em que foram 
transferidos 53µL das amostras resultantes da PCR, em seguida, foram 
adicionados 7µL de beads, 140µL de Binding Solution Concentrate e 120µL de 
álcool 100% (ao invés dos 110µL) – apenas uma vez. Então as amostras foram 
incubadas por 5 minutos a temperatura ambiente e colocadas na raque magnética 
com o imã.  O sobrenadante foi descartado e as beads de cada amostra foi 
lavada com 150µL de Wash Solution Concentrate com etanol. O sobrenadantes 
foi novamente removido e os tudos foram incubados por 2 minutos a temperatura 
ambiente para remover o etanol residual. Fora da raque magnética, foram 
adicionados 15µL de água Nuclease-Free nos tubos (a 37˚C). Em seguida, as 
amostras foram incubadas por 1 minuto, a temperatura ambiente e colocadas 
novamente na raque magnética por 1 minuto, ou até a amostra ficar transparente. 
Finalmente, 15µL do eluente foram coletados para novos tubos. Essas amostras 
eluídas foram então usadas na PCR em emulsão e no sequenciamento conforme 
procedimento. 
 
4 RESULTADOS E DISCUSSÃO 
 
4.1 A via de processamento dos miRNAs em S. lycopersicum e S. pennellii: 
análise de domínios conservados, sítios ativos e árvores filogenéticas 
 
Para entender os prováveis papéis dos pequenos RNAs na regulação da 
expressão genética no tomateiro, buscou-se identificar inicialmente todos os 
possíveis componentes da maquinaria de processamento de pequenos RNAs nos 
genomas de S. lycopersicum e S. pennellii. Utilizando alinhamento local, bem 
como presença e disposição de domínios conservados foram identificadas 65 
prováveis proteínas em S. lycopersicum e 109 em S. pennellii envolvidas na 
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biogênese de pequenos RNAs (siRNAs, tasiRNAs e miRNAs). Dentre elas, 15 e 
16 proteínas pertencem a família das ARGONAUTAS (SlyAGO1.1, SlyAGO1.2, 
SlyAGO2.1, SlyAGO2.2, SlyAGO2.3, SlyAGO4.1, SlyAGO4.2, SlyAGO4.3, 
SlyAGO4.4, SlyAGO4.5, SlyAGO5, SlyAGO6, SlyAGO7, SlyAGO10.1, 
SlyAGO10.2, SpeAGO1.1, SpeAGO1.2, SpeAGO2.1, SpeAGO2.2, SpeAGO2.3, 
SpeAGO4.1, SpeAGO4.2, SpeAGO4.3, SpeAGO4.4, SpeAGO4.5, SpeAGO4.6, 
SpeAGO4.7, SpeAGO5, SpeAGO7, SpeAGO10, SpeAGO16); e 8  e 11 proteínas 
constituem a família das DICERS (SlyDCL1, SlyDCL2.1, SlyDCL2.2, SlyDCL2.3, 
SlyDCL2.4, SlyDCL3.1, SlyDCL3.2, SlyDCL4, SpeDCL1, SpeDCL2.1, SpeDCL2.2, 
SpeDCL2.3, SpeDCL2.4, SpeDCL2.5, SpeDCL2.6, SpeDCL3, SpeDCL4.1, 
SpeDCL4.2 e SpeDCL4.3), em S. lycopersicum e S. pennellii, respectivamente. 
Ambas famílias, AGO e DCL, foram considerados proteínas chave na maquinaria 
de processamento de pequenos RNAs em plantas (BOLOGNA; VOINNET, 2014; 
JONES-RHOADES; BARTEL; BARTEL, 2006). 
Das proteínas envolvidas no processamento de pequenos RNAs 
identificadas, 23 (S. lycopersicum) e 33 (S. pennellii) prováveis proteínas foram 
identificadas por participar da via de miRNAs: 2 ABA HYPERSENSITIVE 1 
(ABH1), 2 CAP-BINDING PROTEIN 20 (CBP20), 2 DICER-LIKE 1 (DCL1), 2 
DAWDLE (DDL), 2 EXORIBONUCLEASE 4 (XRN4), 2 HYPONASTIC LEAVES 1 
(HYL1), 2 HUA ENHANCER 1 (HEN1), 2 SERRATE (SE), 3 ARGONAUTE 10 
(AGO10), 4 ARGONAUTE 1 (AGO1), 4 SQUINT (SQN), 4 VARICOSE (VCS), 5 
HASTY (HST) e 20 EXOSOME (EXO)  (Tabela S1 e Tabela S2). A identificação 
dessas proteínas em S. lycopersicum e S. pennellii, corrobora com a descrição da 
via de biogênese dos miRNA em outras espécies de plantas, sugerindo que S. 
lycopersicum e S. pennellii possuem uma via biogênese de miRNAs semelhante à 
outras espécies de plantas, tais como A. thaliana, P. vulgaris e O. sativa 
(BOLOGNA; VOINNET, 2014; DE SOUSA CARDOSO et al., 2015; MALLORY; 
VAUCHERET, 2010; WAHID et al., 2010a).  
A presença destas proteínas em diferentes estudos tem mostrado uma alta 
conservação dos componentes da via de processamento de miRNA em plantas, 
realizando funções essenciais para a regulação pós-transcricional de mRNAs em 
diferentes células (BOLOGNA; VOINNET, 2014; WAHID et al., 2010a). De fato, a 
análise revelou que os componentes desta via foram altamente conservados ao 
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nível dos aminoácidos nas duas espécies de estudo, bem como na distribuição de 
domínios, localização dos sítios ativos e na distribuição filogenética quando 
comparadas com proteínas ortólogas em outras espécies de plantas. Este padrão 
foi observado em ambas famílias de proteínas, ARGONAUTA e DICER. 
 
4.1.1 Proteínas ARGONAUTA 
 
Foram encontradas 15 proteínas AGO no genoma de S. lycopersicum: 
SlyAGO1.1, SlyAGO1.2, SlyAGO2.1, SlyAGO2.2, SlyAGO2.3, SlyAGO4.1, 
SlyAGO4.2, SlyAGO4.3, SlyAGO4.4, SlyAGO4.5, SlyAGO5, SlyAGO6, SlyAGO7, 
SlyAGO10.1 e SlyAGO10.2, e 16 no genoma de S. pennellii: SpeAGO1.1, 
SpeAGO1.2, SpeAGO2.1, SpeAGO2.2, SpeAGO2.3, SpeAGO4.1, SpeAGO4.2, 
SpeAGO4.3, SpeAGO4.4, SpeAGO4.5, SpeAGO4.6, SpeAGO4.7, SpeAGO5, 
SpeAGO7, SpeAGO10 e SpeAGO16. As proteínas AGO identificadas neste 
trabalho corroboram com proteínas AGO encontradas em outras espécies de 
plantas, tais como O. sativa, A. thaliana e P. vulgaris. Em O. sativa foram 
identificadas 19 proteínas AGO (KAPOOR et al., 2008), em P. vulgaris 
encontraram 17 (DE SOUSA CARDOSO et al., 2015), enquanto que em A. 
thaliana foram identificadas 10 proteínas AGO (BOLOGNA; VOINNET, 2014; 
MALLORY; VAUCHERET, 2010). No entanto, entre todas as proteínas AGO 
identificadas em plantas, apenas a AGO1 e AGO10 mostraram atividade na 
biogênese dos miRNAs (BOLOGNA; VOINNET, 2014; MALLORY; VAUCHERET, 
2010). 
As proteínas SlyAGO1.1/1.2 e SpeAGO1.1/1.2 apresentaram os domínios 
Gly-rich_Ago1, ArgoN, ArgoL1, PAZ, ArgoL2, ArgoMid e Piwi nas posições 70-
174, 185-328, 338-388, 394-520, 531-576, 587-661, 681-1000 / 18-100, 111-254, 
264-314, 320-446, 457-502, 513-587, 607-926 e 69-173, 193-327, 337-387, 393-
518, 529-575, 586-660, 680-999 / 160-272, 292-426, 436-486, 492-617, 685-759, 
685-759, 779-1098, respectivamente (Figura 1 e Tabela S3). As proteínas 
SlyAGO10.1/10.2 e SpeAGO10 apresentaram os domínios ArgoN, ArgoL1, PAZ, 
ArgoL2, ArgoMid e Piwi. A localização destes domínios em SlyAGO10.1/10.2 e 
SpeAGO10 estavam nas posições 127-270, 280-330, 342-462, 473-518, 529-606, 
621-940 / 82-224, 234-284, 302-416, 429-472, 483-561, 575-891 e 136-270, 280-  
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Figura 1 – Distribuição dos domínios conservados nas prováveis proteínas AGO de S. 
lycopersicum e S. pennellii. 
 
 
Os domínios conservados Piwi, um dos principais domínios contidos em 
proteínas AGOs, identificados nas proteínas SlyAGO1.1, SlyAGO1.2, 
SpeAGO1.1, SpeAGO1.2, SlyAGO10.1, SlyAGO10.2 e SpeAGO10, apresentaram 
os sítios ativos contendo uma importante tríade catalítica DDH 
(aspartato/aspartato/histidina) existente nas proteínas da família ARGONAUTA e 
proteínas com função de RNase H (KAPOOR et al., 2008; MALLORY; 
VAUCHERET, 2010) (Figura 2). Estes resultados corroboram com proteínas 
AGO1 e AGO10 encontradas em A. thaliana e P. vulgaris (DE SOUSA CARDOSO 
et al., 2015; KAPOOR et al., 2008; MALLORY; VAUCHERET, 2010).  
A tríade catalítica DDH das proteínas SlyAGO1.1, SlyAGO1.2, SpeAGO1.1, 
SpeAGO1.2, SlyAGO10.1, SlyAGO10.2 e SpeAGO10, foi encontrada nas 
posições Asp764-Asp850-His990, Asp690-Asp776-His916, Asp763-Asp849-
His989, Asp862-Asp948-His1088, Asp704-Asp790-His930, Asp658-Asp744-
His884, Asp704-Asp790-His930, respectivamente. Os domínios conservados e 
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sítios ativos encontrados em Sly/SpeAGO1 e Sly/SpeAGO10 mostraram alta 
conservação quando comparados com proteínas AGO1 e AGO10 em outras 
espécies de plantas como A. thaliana, O. sativa, S. tuberosum, G. Max e P. 
vulgaris (BAUMBERGER; BAULCOMBE, 2005; CONTRERAS-CUBAS et al., 
2012; DE SOUSA CARDOSO et al., 2015; KAPOOR et al., 2008), inclusive em 
protozoários como Leishmania (PADMANABHAN et al., 2012). Esta elevada 
conservação dos domínios e os resíduos de aminoácidos dos sítios ativos pode 
estar diretamente relacionada com a função desempenhada pelas proteínas 
AGO1 e AGO10 na via de processamento de miRNAs em diferentes espécies. 
Para entender a diversificação das proteínas ARGONAUTAS em S. 
lycopersicum e S. pennellii, foi realizada uma análise filogenética usando suas 
sequências de aminoácidos (Figura 3). A análise filogenética das proteínas 
Sly/SpeAGO1 e Sly/SpeAGO10 mostrou que estas proteínas foram distribuídas 
na árvore filogenética mais próximas de suas respectivas proteínas ortólogas de 
outras espécies de plantas, tais como melo, S. tuberosum, Nicotiniana sylvestris, 
Glycine max, P. vulgaris, Citrus sinensis, Vitis vinifera, Vigna radiata, Medicago 
truncatula, Tarenaya hassleriana, Cucumis sativus e Sesamum indicum.  
A árvore filogenética foi dividida em 7 clados distintos (AGO1, AGO2, 
AGO4, AGO5, AGO6, AGO7 e AGO10). A distribuição das espécies dentro de 
cada clado na árvore mostrou uma grande semelhança com a árvore da vida. 
Além disso, a filogenia apresentou uma relação entre as proteínas parálogas da 
família da AGO, o que demonstra uma grande similaridade entre as famílias 
AGO1, AGO5 e AGO10; AGO2 e AGO7; AGO6 e AGO4, corroborando com a 
distribuição filogenética em A. thaliana e P. vulgaris (BOLOGNA; VOINNET, 2014; 
DE SOUSA CARDOSO et al., 2015; HÖCK; MEISTER, 2008). Em geral, a 
filogenia das espécies corroboram com filogenia de espécies atualmente aceitas 
(STEVENS, 2001), sugerindo que o nível de conservação dos membros da família 
AGO em angiospermas é alta. Esta similaridade mostrou uma grande relação 
entre proteínas AGO1 e AGO10, sendo as únicas proteínas da família AGO que 
participam da via de processamento de miRNA em plantas (BOLOGNA; 
VOINNET, 2014; MALLORY; VAUCHERET, 2010). 
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Figura 2 – Análise Weblogo dos sítios ativos e os seus resíduos de aminoácidos que 
flanqueiam o domínio conservado Piwi (PF02171) das proteínas AGO de S. lycopersim, 
S. pennellii e seus ortólogos. As setas vermelhas mostram os resíduos de aminoácidos 
dos sítios ativos (tríade catalítica Asp-Asp-His). A altura de cada símbolo de aminoácidos 
indica a conservação dos resíduo naquela posição. O asterisco indica os aminoácidos 
conservadas na posição especificada. Csi - Citrus sinensis, Gma - Glycine max, Pvu - 
Phaseolus vulgaris, Stu – Solanum tuberosum e Nsy - Nicotiana sylvestris. 
 
 
As proteínas AGO têm um papel fundamental no silenciamento 
transcricional e pós-transcricional mediado por pequenos RNAs nas plantas. A 
função destas proteínas na via de miRNAs têm sido associada com o complexo 
RISC (RNA-induced silencing complex), permitindo que a degradação ou a 
inibição da tradução do mRNA a partir da complementaridade de bases entre as 
sequências específicas de miRNAs e o RNAm alvo (BOLOGNA; VOINNET, 2014; 
MALLORY; VAUCHERET, 2006b, 2010). 
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Figura 3 – Árvore filogenética das proteínas AGO identificadas em S. lycopersim, S. 
pennellii e seus ortólogos. 
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4.1.2 Proteínas DICER 
 
Os outros importantes componentes catalíticos do processamento de 
miRNAs em plantas são as proteínas DCL. Em S. lycopersicum e S. pennellii 
foram identificadas 8 (SlyDCL1, SlyDCL2.1, SlyDCL2.2, SlyDCL2.3, SlyDCL2.4, 
SlyDCL3.1, SlyDCL3.2 e SlyDCL4) e 11 (SpeDCL1, SpeDCL2.1, SpeDCL2.2, 
SpeDCL2.3, SpeDCL2.4, SpeDCL2.5, SpeDCL2.6, SpeDCL3, SpeDCL4.1, 
SpeDCL4.2 e SpeDCL4.3) prováveis proteínas pertencentes a família DCL, 
respectivamente. As proteínas identificadas corroboram com proteínas DCL 
encontradas em outras espécies de plantas: 4 DCL foram descobertas no genoma 
de A. thaliana (BOLOGNA; VOINNET, 2014; LIU; FENG; ZHU, 2009), 6 em P. 
vulgaris (DE SOUSA CARDOSO et al., 2015), enquanto que em O. sativa foram 
encontradas, pelo menos, 5 DCL (KAPOOR et al., 2008; LIU; FENG; ZHU, 2009; 
MARGIS et al., 2006).  
As proteínas SlyDCL1 e SpeDCL1, únicas DCL envolvidas no 
processamento de miRNAs, apresentaram em sua estrutura, os domínios 
conservados ResIII (DEAD-like), Helicase C, Dicer Dimer (também chamado de 
DUF283), PAZ, Ribonuclease III (RNase IIIa), Ribonuclease III (RNase IIIb), dsrm 
e DND1 DSRM, nas posições 259-420, 656-773, 848-936, 1214-1349, 1386-1468, 
1586-1699, 1726-1784, 1811-1883; e 256-420, 656-773, 848-936, 1214-1349, 
1386-1534, 1612-1725, 1752-1810, 1837-1909, respectivamente (Figura 4 e 
Tabela S4). A presença e a organização desses domínios é muito semelhante ao 
encontrado em proteínas ortólogos de outras espécies de plantas (DE SOUSA 
CARDOSO et al., 2015; LIU; FENG; ZHU, 2009; MARGIS et al., 2006), de modo 
que as funções de SlyDCL1 e SpeDCL1 também são presumivelmente 
conservadas. De acordo com estudos recentes, especialmente em proteínas DCL, 
a distância entre os domínios conservados RNase III e PAZ, são sugeridos como 
sendo a maior determinante do comprimento resultante do miRNA processado 
(BUDAK; AKPINAR, 2015; LIU; FENG; ZHU, 2009; ROGERS; CHEN, 2013), 
demostrando a importância da distribuição e conservação dos domínios na 
atuação dessas proteínas a nível celular. 
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Figura 4 - Distribuição dos domínios conservados nas prováveis proteínas DCL de S. 
lycopersicum e S. pennellii. 
 
Foram encontrados dois domínios RNAse III em proteínas SlyDCL1 e 
SpeDCL1. Os dois domínios (RNase IIIa e RNase IIIb) possuem os mesmos 
resíduos catalíticos nas duas espécies de tomate estudadas: glutamato (E), 
aspartato (D), aspartato (D), glutamato (E), representando o sítio ativo EDDE do 
domínio, também identificados em proteínas DCL1 de outras espéscies de plantas 
(JI, 2008). Estes resíduos foram localizados nos domínios RNase IIIa nas 
posições Glu1591-Asp1595-Asp1687-Glu1690 e Glu1617-Asp1621-Asp1713-
Glu1716 e nos domínios RNase Illb nas posições Glu1390-Asp1394-Asp1465-
Glu1468 e Glu1390-Asp1394-Asp1521-Glu1524 das proteínas SlyDCL1 e 
SpeDCL1, respectivamente (Figura 5). Estes domínios conservados RNase III são 
necessários para a função de clivagem e processamento de dsRNAs (RNA de fita 
dupla) na via de miRNAs em plantas (LIU; FENG; ZHU, 2009; MARGIS et al., 
2006).  
Para determinar a relação evolutiva entre as prováveis proteínas DCL de S. 
lycopersicum, S. pennellii e suas espécies ortólogas em S. tuberosum, N. 
sylvestris, S. indicum, T. cacao, Malus domestica, Prunus mume, P. vulgaris, 
Populus trichocarpa, Nicotiana tomentosiformis, C. melo, V. vinifera, Citrus 
Clementina e C. sinensis, foi realizado uma análise filogenética (Figura 6). As 
proteínas foram agrupadas, através de alinhamento global, em quatro clados 
distintos (DCL1, DCL2, DCL3 e DCL4) e mostrou uma grande semelhança com a 
árvore evolucionária da vida destas espécies dentro de cada clado. A relação 
entre as proteínas parálogas da família DICER apresentou uma grande 
similaridade entre as proteínas DCL2 e DCL4, estando também próximo de DCL1 
e mais distantes de DCL3, corroborando com a distribuição das famílias DCL em 
outras espécies de plantas (KAPOOR et al., 2008; LIU; FENG; ZHU, 2009). 
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Assim, pôde-se observar que as proteínas DCL de S. lycopersicum e S. pennellii 
são altamente conservadas, da mesma forma que apresentado para as proteínas 
AGO, destacando a grande importância dessas proteínas em processos de 
silenciamento pós-transcricional em plantas. 
 
Figura 5 – Análise Weblogo dos sítios ativos e os seus resíduos de aminoácidos que 
flanqueiam os domínio conservados Ribonuclease III – RNase IIIa e RNase IIIb 
(PF00636) das proteínas DCL de S. lycopersim, S. pennellii e seus ortólogos. As setas 
vermelhas mostram os resíduos de aminoácidos dos sítios ativos (Glu-Asp-Asp-Glu). A 
altura de cada símbolo de aminoácidos indica a conservação dos resíduo naquela 
posição. O asterisco indica os aminoácidos conservadas na posição especificada. Stu – 
Solanum tuberosum, Cme - Cucumis melo, Tca - Theobroma cacao, Vvi – Vitis vinifera. 
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Figura 6 – Árvore filogenética das proteínas DCL identificadas em S. lycopersim, S. 
pennellii e seus ortólogos. 
 
 
4.2 miRNAs maduros, seus precursores e genes alvo em S. lycopersicum e 
S. pennellii 
 
Dado que a maquinaria de processamento de miRNAs parece ser bem 
conservada em S. lycopersicum e S. pennellii, buscou-se identificar tanto 
sequências maduras e precursoras de miRNAs a partir de dados disponíveis em 
banco de dados públicos (Phytozome v11 e PlaBi) e dos dados gerados no 
sequenciamento de nova geração (smallRNA-seq) dessas duas espécies, além 
de prever e definir a natureza dos seus prováveis genes alvos. 
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Ao aplicar um algoritmo otimizado e específico (ver material e métodos), 
foram identificadas 342 sequências de miRNAs maduros e 226 miRNAs 
precursores, distribuídos em 87 famílias distintas de miRNAs nas bases de dados 
do genoma de S. lycopersicum (Tabela S5). Em S. pennellii foram identificadas 
338 sequências de miRNAs maduros, e 234 miRNAs precursores contidos em 85 
diferentes famílias de miRNAs (Tabela S6).  
No que diz respeito à localização e distribuição dos genes precursores de 
miRNAs no genoma, foi possível identificar em nosso estudo, que 74 miRNAs em 
S. lycopersicum (Tabela S7) e 74 em S. pennellii (Tabela S8) foram organizados 
em clusters (10kb como a distância máxima entre dois genes de miRNAs para 
considerá-los agrupados em cluster). Outros trabalhos também mostraram a 
presença de miRNAs distribuídos em clusters em plantas: 54 miRNAs em clusters 
foram encontrados em A. thaliana, 40 em P. trichocarpa, 103 em O. sativa, 32 em 
Sorghum bicolor (ZHOU et al., 2011) e 25 miRNAs em P. vulgaris (DE SOUSA 
CARDOSO et al., 2015). Além disso, foram identificadas 54 miRNAs em S. 
lycopersicum (Tabela S7) e 48 em S. pennellii (Tabela S8) que foram organizadas 
em clusters, mas estão localizados em cadeias antiparalelas. Clusters 
antiparalelos de miRNA também foram encontrados, ocasionalmente, em outros 
genomas de plantas depositados no miRBase (versão 21, de 2016), como os 
miR399a e miR399e de O. sativa, miR169e e miR169d de A. thaliana e miR167e 
e miR167i de G. max.  
Entre os 342 diferentes miRNAs maduros e 226 miRNAs precursores 
encontrados em S. lycopersicum, apenas 62 e 49, respectivamente, foram 
depositados no miRBase, versão 21 de 2016, sendo, desta forma, a maioria 
inéditos. Nosso estudo, identificou pela primeira vez na literatura miRNAs 
maduros e seus precursores em S. pennellii, considerando, desta forma, todos 
inéditos. Dos miRNAs identificados foram encontradas diferentes quantidades de 
sequências maduras dentro de cada família em S. lycopersicum e S. pennellii 
(Tabela 1). 
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Tabela 1 – Quantidade de sequências maduras distintas encontradas dentro de cada 
família de miRNA em S. lycopersim e S. pennellii. 
 
Família 
Quantidade de miRNAs maduros 
distintos 
S. lycopersicum S. pennellii 
MIR1128 1 1 
MIR1446 2 2 
MIR156/157 21 24 
MIR159 4 - 
MIR160 6 11 
MIR162 4 4 
MIR164 5 6 
MIR166 10 10 
MIR167 10 9 
MIR168 5 4 
MIR169 13 16 
MIR170/171 16 22 
MIR172 22 20 
MIR1886 3 6 
MIR1917 2 4 
MIR1918 1 1 
MIR1919 3 4 
MIR2101 1 - 
MIR2111 2 2 
MIR2604 1 - 
MIR319 13 16 
MIR3627 2 4 
MIR390 4 4 
MIR393 2 2 
MIR394 3 6 
MIR395 6 4 
MIR396 8 6 
MIR397 4 2 
MIR398 3 8 
MIR399 16 24 
MIR403 4 4 
MIR408 5 4 
MIR437 1 - 
MIR4376 2 2 
MIR477 6 6 
MIR479 - 2 
MIR482 8 12 
MIR5014 1 1 
MIR5162 1 - 
MIR5174 1 5 
MIR5282 2 - 
MIR530 1 1 
MIR5300 1 1 
MIR5303 8 14 
MIR5304 2 - 
MIR5368 1 1 
MIR5532 2 - 
MIR6024 2 2 
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MIR6027 2 2 
MIR6144 - 1 
MIR6440 - 1 
MIR6478 - 1 
MIR7122 2 - 
MIR7696 1 1 
MIR7805 1 - 
MIR7980 3 6 
MIR7981 2 2 
MIR7983 12 14 
MIR7984 3 5 
MIR7985 1 - 
MIR7987 2 1 
MIR7990 3 2 
MIR7992 2 1 
MIR7993 1 4 
MIR7997 1 3 
MIR7998 - 1 
MIR8001 4 3 
MIR8005 - 3 
MIR8006 3 1 
MIR8007 3 2 
MIR8008 9 9 
MIR8011 3 5 
MIR8013 1 1 
MIR8016 - 1 
MIR8019 4 1 
MIR8020 1 1 
MIR8021 3 1 
MIR8024 - 7 
MIR8025 2 2 
MIR8026 - 1 
MIR8032 1 2 
MIR8033 2 - 
MIR8036 - 1 
MIR8038 2 1 
MIR8039 2 1 
MIR8042 - 1 
MIR8045 3 1 
MIR8047 - 1 
MIR8051 1 1 
MIR8172 1 - 
MIR8175 1 2 
MIR827 2 2 
MIR828 1 2 
MIR845 1 - 
MIR9469 - 2 
MIR9471 4 2 
MIR9472 2 - 
MIR9473 4 3 
MIR9476 4 4 
MIR9477 - 2 
MIR9478 2 - 
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Todos miRNAs identificados foram analisados quanto às suas 
características estruturais e termodinâmicas. Os precusores de miRNAs de S. 
lycopersicum apresentaram uma MFE com uma média de -56,50 kcal/mol, 
possuindo valores entre -98,2 e -21,8 kcal/mol. Outros parâmetro como AMFE e 
MFEI, obtiveram média de -39,38 kcal/mol e de 1,03, respectivamente (Tabela 
S9). Em S. pennellii, os pré-miRNAs apresentaram uma MFE com uma média de -
55,60 kcal/mol, com valores entre -93,7 e -23,3 kcal/mol, a média da AMFE foi de 
-39,13 kcal/mol e a de MFEI foi de 1,02 (Tabela S10). Os resultados das 
características estruturais e termodinâmicas de S. lycopersicum e S. pennellii 
foram semelhantes aos valores relatados em outros estudos com plantas 
(NAGESHBABU et al., 2012; SUNKAR; JAGADEESWARAN, 2008a; ZHANG et 
al., 2006b; ZHANG; PAN; STELLWAG, 2008). Em plantas, os valores para a MFE 
em miRNAs precursores são tipicamente menores que -18kcal/mol 
(NAGESHBABU et al., 2012). Além disso, estudos têm demonstrado que as 
sequências de RNAs que apresentam média de AMFE em torno de -45.93 ± 
9,43kcal/mol são considerados miRNAs reais, dado que estes valores de AMFE 
encontrados em precursores de miRNAs apresentavam um valor negativo maior 
do que nas outras classes de RNAs não codificantes, com por exemplo tRNAs e 
rRNAs (ZHANG et al., 2006b). Os valores de MFEI com um valor médio de 0,97, 
acima de 0,85 foram sugeridos para potenciais precursores de miRNAs em 
plantas, o que os distingue dos outros RNAs, corroborando com os nossos 
resultados (ZHANG et al., 2006b). 
De todos os miRNAs encontrados em S. lycopersicum, foram identificados 
192 novos miRNAs maduros, 163 novos precursores e 38 novas famílias de 
miRNAs em comparação com estudos publicados até o momento e depositados 
no miRBase, versão 21 de 2016 (DIN; BAROZAI, 2014; FAN et al., 2015; ITAYA 
et al., 2008; KIM et al., 2011; LANG et al., 2011a; LUAN; WANG; LIU, 2014; 
MOXON et al., 2008; PRADHAN et al., 2015; SUNKAR; JAGADEESWARAN, 
2008b; VALIOLLAHI et al., 2014; XU; GUO; DONGQIAN, 2013; XU; GUO; LIU, 
2013; YIN et al., 2008; ZHANG et al., 2006a, 2008; ZUO et al., 2012). Além disso, 
foram identificados 1310 diferentes genes alvos dos miRNAs encontrados em S. 
lycopersicum (Tabela S11) e 2772 em S. pennellii (Tabela S12). 
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4.2.1 Validação e caracterização dos miRNAs maduros identificados 
 
Para a validação e caracterização dos miRNAs identificados in silico, a 
partir de sequências depositadas nos bancos de dados Phytozome v11 (S. 
lycopersicum) e PlaBi (S. pennellii), foi realizado o sequenciamento de nova 
geração (small RNAseq). Para a busca dos prováveis miRNAs maduros, nas 
bibliotecas do sequenciamento de S. lycopersicum e S. pennellii foram utilizados 
como input do pipeline de análise do sequenciamento os precursores dos miRNAs 
preditos a partir do genoma de respectiva espécie bem como as sequências do 
genoma em questão. 
Utilizando o banco de dados RFAM, foi possível identificar e eliminar os 
reads de pequenos RNAs não codificantes de proteínas que não foram 
considerados prováveis miRNAs, como rRNA, tRNA, snRNA e snoRNA em S. 
lycopersicum (Figura 7) e S. pennellii (Figura 8). Os reads não eliminados 
seguiram nas análises para a busca de prováveis miRNAs maduros.  
 
Figura 7 – Número de reads de pequenos RNAs obtidas no sequenciamento, utilizando o 
RFAM em S. lycopersicum. 
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Figura 8 – Número de reads de pequenos RNAs obtidas no sequenciamento, utilizando o 
RFAM em S. pennellii. 
 
Com o auxílio do programa miRDeep2 e a partir das sequências de 
precusores já identificadas em nosso estudo, foi realizada a validação e 
quantificação dos miRNAs maduros nas sequências remanescentes de S. pennelli 
e S. lycopersicum. Dessa forma, foi possível identificar 69 e 64 miRNAs maduros, 
distribuídos em 29 e 28 famílias de miRNAs em S. lycopersicum (Tabela 2) e S. 
pennellii (Tabela 3), respectivamente. 
 
Tabela 2 – miRNAs maduros identificados a partir do sequenciamento (NGS – smallRNA-
seq) de S. lycopersicum 
Família miRNA maduro Sequência 
Sly-MIR156/157 
sly-miR156l-1-3p GCTCACTGCTCTATCTGTCACC 
sly-miR156l-2-3p GCTCACTGCTCTATCTGTCACC 
sly-miR157a-1-5p TTGACAGAAGATAGAGAGCAC 
sly-miR157a-2-5p TTGACAGAAGATAGAGAGCAC 
sly-miR157a-3-5p TTGACAGAAGATAGAGAGCAC 
sly-miR157a-4-5p TTGACAGAAGATAGAGAGCAC 
Sly-MIR164 sly-miR164e-5p TGGAGAAGCAGGGCACGTGCAA sly-miR164a-5p TGGAGAAGCAGGGCACGTGCA 
Sly-MIR166 sly-miR166-1 TCGGACCAGGCTTCATTCCCCC sly-miR166-2 TCGGACCAGGCTTCATTCCCCC 
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sly-miR166-3 TCGGACCAGGCTTCATTCCCCC 
sly-miR166a-1-3p TCGGACCAGGCTTCATTCCCC 
sly-miR166a-2-3p TCGGACCAGGCTTCATTCCCC 
sly-miR166a-3-3p TCGGACCAGGCTTCATTCCCC 
sly-miR166a-4-3p TCGGACCAGGCTTCATTCCCC 
Sly-MIR167 
sly-miR167a-1-5p TGAAGCTGCCAGCATGATCTAA 
sly-miR167a-2-5p TGAAGCTGCCAGCATGATCTAA 
sly-miR167c-3p GGTCATGCTCGGACAGCCTCACT 
sly-miR167c-5p TGAAGCTGCCAGCATGATCTA 
sly-miR167h-3-5p AGCAGTTGAAGCTGCCAGCATGAT 
Sly-MIR172 
sly-miR172d-2 GAGAATCTTGATGATGCTGCAT 
sly-miR172d-2-3p TGAGAATCTTGATGATGCTGCAT 
sly-miR172d-4-3p GAGAATCTTGATGATGCTGCAT 
sly-miR172d-6-3p TGAGAATCTTGATGATGCTGCAT 
sly-miR172d-7-3p TGAGAATCTTGATGATGCTGCA 
Sly-MIR1886 sly-miR1886a ATGGTATCGTGAGATGAAATCAGC 
Sly-MIR3627 sly-miR3627-5p TTGTCGCAGGAGAGATGGCACT 
Sly-MIR396 sly-miR396a-5p TTCCACAGCTTTCTTGAACTG sly-miR396b-5p TTCCACAGCTTTCTTGAACTT 
Sly-MIR397 sly-miR397-1-3p CATCAACGCTAAACTCGATCA 
Sly-MIR398 sly-miR398b-3p TGTGTTCTCAGGTTACCCCTG 
Sly-MIR403 sly-miR403-3p CTAGATTCACGCACAAGCTCG 
Sly-MIR408 sly-miR408-2-3p ATGCACTGCCTCTTCCCTGGC 
Sly-MIR 4376 sly-miR4376-5p ACGCAGGAGAGATGATGCTGGA 
Sly-MIR482 
sly-miR482a-1 TCTTTCCTACTCCTCCCATACC 
sly-miR482c TTTCCTATTCCACCCATGCCAA 
sly-miR482d-3p TCTTGCCTACACCGCCCATGCC 
Sly-MIR5300 sly-miR5300-5p TCCCCAGTCCAGGCATTCCAAC 
Sly-MIR5303 
sly-miR5303 TTTTTGAAGAGTTCGAGCAAC 
sly-miR5303g ATATTTTTGAAGAGTCTGAGCAAC 
sly-miR5303h-1 AACATTTTTGAAGAGTCTGAGCAA 
sly-miR5303h-2 AACATTTTTGAAGAGTCTGAGCAA 
sly-miR5303j-1 AATATTTTTGAAGAGTCTGAGCAA 
sly-miR5303j-2 AATATTTTTGAAGAGTCTGAGCAA 
Sly-MIR5368 sly-miR5368 GGACAGTCTCAGGTAGACA 
Sly-MIR6024 sly-miR6024-3p TTTTAGCAAGAGTTGTTTTACC 
Sly-MIR6027 sly-miR6027-3p TGAATCCTTCGGCTATCCATAA sly-miR6027-5p ATGGGTAGCACAAGGATTAATG 
Sly-MIR7980 sly-miR7980b-2-5p GTCCAAACACTGATTCCATCTCA 
Sly-MIR7983 
sly-miR7983-1-3p ACTAATGCCGGTAAAGACTTTAAC 
sly-miR7983-2-3p ACTAATGCCGGTAAAGACTTTAAC 
sly-miR7983-3-3p ACTAATGCCGGTAAAGACTTTAAC 
sly-miR7983-4-5p TAAAGTCTTTAGCGACATTGGTTC 
sly-miR7983-5-5p TAAAGTCTTTAGCGACATTGGTTC 
sly-miR7983-5-3p ACTAATGCTGGTAAAGACTTTAGC 
sly-miR7983-6-5p TAAAGTCTTTAGCGACATTGGTTC 
Sly-MIR7984 sly-miR7984c-3p TACGATACCAAACTTTATGGAGG sly-miR7984c-5p ACGATACCAAACTTTATGGAGGA 
Sly-MIR8007 sly-miR8007a-5p ATGTGGCACTTTTCGGATTTCGAG sly-miR8007b-5p ATGTGACACTTTTTGGATTTCGAG 
Sly-MIR8019 sly-miR8019-1-3p AAAAGAATGACCTGGTTTGACTTG sly-miR8019-2-3p AAAAGAATGACCTGGTTTGACTTG 
Sly-MIR8020 sly-miR8020 AATTTCATTGAGTATGTTGTTGTT 
Sly-MIR8021 
sly-miR8021-1 ATTCAAGGCTCAAACTCGAGACCT 
sly-miR8021-2 ATTCAAGGCTCAAACTCGAGACCT 
sly-miR8021-3 ATTCAAGGCTCAAACTCGAGACCT 
Sly-MIR9471 sly-miR9471b-5p GAGGTGCTCACTCAGCTAATA 
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Sly-MIR9473 sly-miR9473-1-5p TGGCTGTAAATCTAAACTCGT 
Sly-MIR9478 sly-miR9478-3p TTCGATGACATATTTGAGCCT 
 
Tabela 3 – miRNAs maduros identificados a partir do sequenciamento (NGS – smallRNA-
seq) de S. pennellii. 
Família miRNA maduro Sequência 
Spe-MIR156/157 
spe-miR156-1-5p TTGACAGAAGATAGAGAGCAC 
spe-miR156-1-3p GCTCTCTATGCTTCCGTCATC 
spe-miR156-12-3p GCTCACTTCTCATTCTGTCAGC 
spe-miR156-2-5p TTGACAGAAGATAGAGAGCAC 
spe-miR156-3-5p TTGACAGAAGATAGAGAGCAC 
spe-miR156-4-5p TTGACAGAAGATAGAGAGCAC 
spe-miR156-5-5p TTGACAGAAGATAGAGAGCAC 
spe-miR156-6-5p TTGACAGAAGATAGAGAGCAC 
Spe-MIR162 spe-miR162a-1-5p GGAGGCAGCGGTTCATCGATC spe-miR162a-2-5p GGAGGCAGCGGTTCATCGATC 
Spe-MIR164 
 
spe-miR164a-5p TGGAGAAGCAGGGCACGTGCA 
spe-miR164b-5p TGGAGAAGCAGGGCACGTGCA 
Spe-MIR165/166 
 
spe-miR166-1-3p TCGGACCAGGCTTCATTCCCC 
spe-miR166-2-3p TCGGACCAGGCTTCATTCCCC 
spe-miR166a-1-3p TCGGACCAGGCTTCATTCCCC 
spe-miR166a-2-3p TCGGACCAGGCTTCATTCCCC 
spe-miR166a-3-5p GGAATGTTGTCTGGCTCGAAG 
spe-miR166a-3-3p TCGGACCAGGCTTCATTCCCC 
Spe-MIR167 
spe-miR167-1-5p TGAAGCTGCCAGCATGATCTA 
spe-miR167-2-5p TGAAGCTGCCAGCATGATCTA 
spe-miR167-3-5p TGAAGCTGCCAGCATGATCTA 
spe-miR167-3-3p GGTCATGCTCGGACAGCCTCACT 
spe-miR167a-5p TGAAGCTGCCAGCATGATCTA 
Spe-MIR172 
spe-miR172-1-3p AGAATCTTGATGATGCTGCAT 
spe-miR172-6-3p AGAATCTTGATGATGCTGCAT 
spe-miR172a-3p AGAATCTTGATGATGCTGCAT 
Spe-MIR1917 
spe-miR1917-1-5p ATTAATAAAGAGTGCTAAAGT 
spe-miR1917-2-5p ATTAATAAAGAGTGCTAAAGT 
spe-miR1917-3-5p ATTAATAAAGAGTGCTAAAGT 
spe-miR1917-4-5p ATTAATAAAGAGTGCTAAAGT 
Spe-MIR396 spe-miR396-1-5p TTCCACAGCTTTCTTGAACTT spe-miR396a-5p TTCCACAGCTTTCTTGAACTG 
Spe-MIR398 spe-miR398b-1-5p GAGTGTGCCTAAGAACACAGGT 
Spe-MIR403 spe-miR403-1-3p CTAGATTCACGCACAAACTCG 
Spe-MIR4376 spe-miR4376-5p TACGCAGGAGAGATGATGCTG 
Spe-MIR482 spe-miR482a-3p TTTCCAATTCCACCCATTCCTA spe-miR482e-3p TCTTTCCTACTCCTCCCATACC 
Spe-MIR5174 spe-miR5174d-3-3p CATTCTTTTTTAAACGGAGGGAGT 
Spe-MIR5300 spe-miR5300-5p TCCCCAGTCCAGGCATTCCAAC 
Spe-MIR5303 spe-miR5303h-5p AACATTTTTGAAGAGTCTGAGCAA 
Spe-MIR5368 spe-miR5368-5p GGACAGTCTCAGGTAGACA 
Spe-MIR6024 spe-miR6024-5p AGAAACAACACTTGCTAAAGGA spe-miR6024-3p TTTTAGCAAGAGTTGTTTTCCC 
Spe-MIR6027 spe-miR6027-5p ATGGGTAGCACAAGGATTAATG spe-miR6027-3p TGAATCCTTCGGCTATCCATAA 
Spe-MIR6478 spe-miR6478-5p CCGACCTTAGCTCAGTTGGTA 
Spe-MIR7881 spe-miR7981-5p CTTAACTAAACTAAGGTCCTATTA 
Spe-MIR7983 spe-miR7983-1-5p TAAAGCCTTTAGCGACATTGGTTC 
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spe-miR7983-1-3p ACTAATGCCGGTAAAGACTTTAAC 
spe-miR7983-2-5p TAAAGCCTTTAGCGACATTGGTTC 
spe-miR7983-2-3p ACTAATGCCGGTAAAGACTTTAAC 
spe-miR7983-3-3p ACTAATGCCGGTAAAGACTTTAAC 
spe-miR7983-4-3p ACTAATGCCGATAAAGACTTTAAC 
spe-miR7983-5-3p ACTAATGCCGATAAAGACTTTAAC 
spe-miR7983-7-5p TAAAGCCTTTAGCGACATTGGTTC 
spe-miR7983-7-3p ACTAATGCCGGTAAAGACTTTAAC 
Spe-MIR7984 spe-miR7984b-5p ATATCAAACTTTGGAAATGACCTT 
Spe-MIR8001 spe-miR8001a-5p TCCTGGGGATTAGTATGAAAATTC spe-miR8001b-2-5p ATGGGGATTAGTATGAAAATTTGC 
Spe-MIR8005 spe-miR8005-3p.1 TTTAGAGTTTAGGGTTTAGGGTTT 
Spe-MIR8007 spe-miR8007a-3p CGAAAAATGAAAAGTGCCACATAA 
Spe-MIR8019 spe-miR8019 TAAAGAATGACCTGGTTTGAGTTG 
Spe-MIR8020 spe-miR8020-5p AATTTCATTGAGTATGTTGTTGTT 
Spe-MIR8026 spe-miR8026-3p ATGTAGAGAATATGTGGTAACCCT 
 
Dos miRNAs maduros encontrados nas bibliotecas de reads do 
sequenciamento, os miRNAs das famílias MIR166 e MIR167 apresentaram maior 
expressão, tanto em S. lycopersicum (Figura 9), quanto em S. pennellii (Figura 
10). 
  
Figura 9 – Famílias de miRNAs mais expressas nas bibliotecas de reads de S. 
lycopersicum 
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Figura 10 – Famílias de miRNAs mais expressas nas bibliotecas de reads de S. pennellii 
 Dessa maneira, dentre as 100 famílias de miRNAs encontradas nas duas 
espécies de estudo, destacamos 10 famílias para mais caracterizações, sendo 
que dessas, as famílas MIR167 e MIR166 apresentaram maior expressão nas 
bibliotecas de reads do sequenciamento e as famílias MIR393, MIR530, MIR827, 
MIR828, MIR7983, MIR7990, MIR8011 e MIR8025 foram identificadas, pela 
primeira vez, em S. lycopersicum e S. pennellii. Para cada uma destas, foram 
analisados a conservação das sequências e distribuições filogenéticas, bem como 
os seus prováveis mRNAs alvos, os quais indicam participação efetiva destes 
novos miRNAs nos processos biológicos. 
 
4.2.2 MIR167 
 
Na família MIR167 de S. lycopersicum foram identificados 6 precursores de 
miRNA (sly-miR167a-1, sly-miR167a-2, sly-miR167c, sly-miR167h-1, sly-
miR167h-2 e sly-miR167h-3) e 10 miRNAs maduros (sly-miR167a-1-3p, sly-
miR167a-1-5p, sly-miR167a-2-3p, sly-miR167a-2-5p, sly-miR167c-3p, sly-
miR167c-5p, sly-miR167h-1, sly-miR167h-2, sly-miR167h-3-3p e sly-miR167h-3-
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5p) (Tabela S5). Por sua vez, em S. pennellii foram identificados 5 precursores 
(spe-miR167-1, spe-miR167-2, spe-miR167-3, spe-miR167a e spe-miR167h) e 9 
miRNAs maduros (spe-miR167-1-5p, spe-miR167-1-3p, spe-miR167-2-5p, spe-
miR167-2-3p, spe-miR167-3-5p, spe-miR167-3-3p, spe-miR167a-5p, spe-
miR167a-3p e spe-miR167h-3p) (Tabela S6). A família MIR167 foi a família que 
apresentou maior expressão nas bibliotecas de reads sequenciadas nas duas 
espécies de tomate (Figura 9, Figura 10 e Figura S1). Foram encontrados, a partir 
do sequenciamento, 6 e 7 miRNAs maduros em S. lycopersicum e S. pennellii, 
respectivamente (Tabela 2 e Tabela 3). Diversos estudos têm mostrado que a 
família MIR167 é altamente conservada em várias espécies de plantas, como A. 
thaliana, S. tuberosum e O. sativa (BONNET et al., 2004; JONES-RHOADES; 
BARTEL, 2004; SUNKAR; JAGADEESWARAN, 2008a).  
 Os miRNAs precursores e maduros, pertencentes à família MIR167 
encontrados em S. lycopersicum e S. pennellii, mostram grande conservação em 
suas sequências e estruturas secundárias em relação ao seus ortólogos nas 
espécies de Nicotiana tabacum, P. trichocarpa, M. domestica, Manihot esculenta 
e G. Max (Figura 11).  
A árvore filogenética da família MIR167 foi distribuída em cinco famílias 
(Euphorbiaceae, Rosaceae, Solanaceae, Salicaceae e Fabaceae). A análise 
mostrou que as sequências de pré-miRNAs de S. lycoperscum e S. pennellii 
foram agrupadas juntas às espécies da mesma família, seguindo a distribuição da 
árvore da vida (Figura 12). 
Os miRNAs da família MIR167 de S. lycopersicum (sly-miR167a-1-5p, sly-
miR167a-2-3p, sly-miR167a-2-5p, sly-miR167c-5p, sly-miR167h-1-5p, sly-
miR167h-2-3p e sly-miR167h-3-3p) e S. pennellii (spe-miR167-1-3p, spe-miR167-
1-5p, spe-miR167-2-3p, spe-miR167-2-5p, spe-miR167-3-5p, spe-miR167a-3p, 
spe-miR167a-5p e spe-miR167h-3p) apresentaram como alvos 123 diferentes 
transcritos, dentre eles estão: Putative zinc finger in N-recognin (UBR box), 
proteínas Retrotransposon gag,  transportador de magnésio NIPA, Rad51, 
proteínas que contem o domínio MA3  e uma classe de proteínas relacionadas 
com a resistência a doenças (CC-NBS-LRR) (Tabela S11 e Tabela S12). Muitos 
trabalhos, realizados em plantas, também demonstram alvos semelhantes aos 
encontrados em nosso estudo, além de apresentarem outros alvos importantes da 
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família MIR167, como na regulação de fatores de resposta a auxina (ARF6 e 
ARF8) e da arquitetura da raiz em condições de estresse osmótico (BALDRICH et 
al., 2015; KINOSHITA et al., 2012; LI et al., 2010b; LIU et al., 2014; RU et al., 
2006). 
 
Figura 11 – Alinhamento e estrutura secundária dos precursores de miRNAs 
identificados nas famílias MIR167 em S. lycoperscum e S. pennellii e seus ortólogos. 
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Figura 12 - Árvore filogenética da família MIR167 de S. lycopersim, S. pennellii e seus 
ortólogos. 
 
 
4.2.3 MIR166/165 
 
Foram identificados 8 precursores de miRNA (sly-miR166-1, sly-miR166-2, 
sly-miR166-3, sly-miR166a-1, sly-miR166a-2, sly-miR166a-3, sly-miR166a-4 e sly-
miR166g) e 10 miRNAs maduros (sly-miR166-1, sly-miR166-2, sly-miR166-3, sly-
miR166a-1-3p, sly-miR166a-2-3p, sly-miR166a-2-5p, sly-miR166a-3-3p, sly-
miR166a-4-3p, sly-miR166a-4-5p e sly-miR166g-3p) na família MIR166/165 de S. 
lycopersicum (Tabela S5) e 6 precursores (spe-miR166-1, spe-miR166-2, spe-
miR166a-1, spe-miR166a-2, spe-miR166a-3 e spe-miR166c) e 10 miRNAs 
maduros (spe-miR166-1-5p, spe-miR166-1-3p, spe-miR166-2-5p, spe-miR166-2-
3p, spe-miR166a-1-3p, spe-miR166a-2-3p, spe-miR166a-3-5p, spe-miR166a-3-
3p, spe-miR166c-5p e spe-miR166c-3p) em S. pennellii (Tabela S6).  
A família MIR166/165 foi a segunda família que apresentou maior 
expressão nas bibliotecas de reads sequenciadas nas duas espécies de tomate 
(Figura 9, Figura 10 e Figura S2). Foram identificados, a partir do 
sequenciamento, 6 e 7 miRNAs maduros em S. lycopersicum e S. pennellii, 
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respectivamente (Tabela 2 e Tabela 3). Vários trabalhos também identificaram 
miRNAs da família MIR166 em diferentes espécies, mostrando que esta família é 
altamente conservada em plantas, como em A. thaliana, O. sativa, G. max, P. 
vulgaris e S. tuberosum (DE SOUSA CARDOSO et al., 2015; ZHAN; LUKENS, 
2010; ZHI-HAO et al., 2015; ZHOU et al., 2010).  
Os miRNAs precursores pertencentes às famílias Sly/SpeMIR166, 
identificados no nosso estudo, apresentaram uma elevada conservação na 
sequência do precursor, principalmente da região dos miRNAs maduros, e em 
suas estruturas secundárias, em comparação com os seus ortólogos em M. 
truncatula, N. tabacum, T. cacao, C. sinensis, V. vinifera, O. sativa, A. thaliana e 
Arabidopsis lyrata (Figura 13 e Figura 14). 
A análise filogenética da família MIR166 apresentou uma árvore dividida 
em clados de Eudicotiledôneas (Rosaceae, Solanaceae, Salicaceae, 
Brassicaceae, Rutaceae e Vitaceae) e Monocotiledôneas (Poaceae), mostrando 
uma distribuição evolutiva que corrobora com a árvore da vida de espécies 
vegetais (Figura 15). Os sly/spe-miR166 localizaram-se mais próximos aos seus 
ortólogos no clado das Solanaceas, e dividiram-se em dois grupos distintos, 
representando uma conservação diferente em cada conjunto de miR166 entre 
espécies da mesma família. 
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Figura 13 – Alinhamento dos precursores de miRNAs identificados nas famílias MIR166 
em S. lycoperscum e S. pennellii e seus ortólogos. 
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Figura 14 – Estruturas secundárias dos pré-miRNAs das famílias MIR166 de S. 
lycopersicum, S. pennellii e seus ortólogos. 
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Figura 15 - Árvore filogenética da família MIR166 de S. lycopersim, S. pennellii e seus 
ortólogos. 
 
Os miRNAs sly-miR166-1-3p, sly-miR166-2-3p, sly-miR166-3-3p, sly-
miR166-3-3p, sly-miR166a-1-3p, sly-miR166a-2-3p, sly-miR166a-2-5p, sly-
miR166a-3-3p, sly-miR166a-4-3p, sly-miR166a-4-5p, sly-miR166g-3p de S. 
lycopersicum e os  spe-miR166-1-3p, spe-miR166-1-5, spe-miR166-2-3p, spe-
miR166-2-5p, spe-miR166a-1-3p, spe-miR166a-2-3p, spe-miR166a-3-3p, spe-
miR166a-3-5p, spe-miR166c-3p, spe-miR166c-5p identificados em S. pennellii 
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apresentaram 23 alvos distintos (Tabela S11 e Tabela S12). Todos os alvos 
encontrados, nas duas espécies, estão relacionados com a família de proteínas 
Zipper, sobretudo aquelas que apresentam o domínio MEKHLA, como por 
exemplo, as proteínas HD-Zip (homeodomain-leucine zipper). Essas proteínas 
estão envolvidas com a diferenciação vascular, desenvolvimento secundário da 
planta e padronização radial da raiz (BARIK et al., 2014; ITOH et al., 2008; KO; 
PRASSINOS; HAN, 2006; TURCHI et al., 2015; ZHOU et al., 2010). Diversos 
estudos também identificaram os alvos dos miR166 em outras espécies de 
plantas, como A. thaliana e O. sativa, corroborando com os alvos encontrados em 
nossos resultados, mostrando também uma grande conservação da função dessa 
família de miRNAs em plantas (BARIK et al., 2014; KO; PRASSINOS; HAN, 2006; 
SUNKAR et al., 2008; TURCHI et al., 2015; ZHI-HAO et al., 2015; ZHU et al., 
2011).  
 
4.2.4 MIR393 
 
Foram identificados 1 precursor de miRNA (sly-miR393a e spe-miR393) e 2 
miRNAs maduros (sly-miR393a-3p, sly-miR393a-5p e spe-miR393-3p, spe-
miR393-3p) em cada família MIR393 de S. lycopersicum (Tabela S5) e  S. 
pennellii (Tabela S6), respectivamente. Foram identificados neste estudo pela 
primeira vez, miRNAs da família MIR393 em S. lycopersicum e S. pennellii. 
Membros da família MIR393 também foram encontrados em Samambaias, 
Gimnospermas, Angiospermas, Monocotiledôneas e Eudicotiledôneas, tais como 
A. thaliana e P. vulgaris (ALLEN et al., 2005; BAROZAI; BALOCH; DIN, 2012; DE 
SOUSA CARDOSO et al., 2015; JAGADEESWARAN et al., 2009; JONES-
RHOADES; BARTEL; BARTEL, 2006; KIDNER; MARTIENSSEN, 2005; MONTES 
et al., 2014; SUNKAR; JAGADEESWARAN, 2008a; ZHANG et al., 2009).  
As estruturas primárias e secundárias da família MIR393 de tomate foram 
bastante conservadas, quando comparadas com seus ortólogos em S. tuberosum, 
A. thaliana e Arabidopsis lyrata, principalmente nas regiões onde estão 
localizados os miRNAs maduros 3’ e 5’ (Figura 16).  
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Figura 16 – Alinhamento e estrutura secundária dos precursores de miRNAs 
identificados nas famílias MIR393 em S. lycoperscum e S. pennellii e seus ortólogos. 
 
 
 
A árvore filogenética, construída com os membros da família MIR393 de 
tomate e seus ortólogos, foi dividida em dois clados, um clado de 
Eudicotiledôneas, possuindo sequências das famílias Solanaceae, Asteraceae, 
Brassicaceae, Euphorbiaceae, Fabaceae, Linaceae e Malvaceae, e um clado de 
Monocotiledôneas com miRNAs da família Poaceae. As sequências de miRNAs 
de S. lycopersim e S. pennellii foram distribuídas corretamente na árvore, 
juntamente com S. tuberosum, formando um clado de miRNAs em Solanaceae, o 
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que representa a conservação dos miRNAs entre espécies da mesma família 
(Figura 17). 
 
Figura 17 - Árvore filogenética da família MIR393 de S. lycopersim, S. pennellii e seus 
ortólogos. 
 
 
Os miR393, apresentaram como mRNAs alvos, 25 transcritos distintos que 
codificam proteínas Lysine-specific histone demethylase 1 (LSD1) e proteínas 
contendo os domínios U-box e F-box, como transport inhibitor response 1 (TIR1), 
um receptor de auxina envolvido num mecanismo que leva a degradação do 
hormônio (Tabela S11 e Tabela S12). Esses miRNAs atuam na regulação de 
proteínas extremamente importantes na sinalização sensível à hormônios no 
desenvolvimento das plantas (CHEN et al., 2011; KWAK et al., 2009; ROBERT-
SEILANIANTZ et al., 2011; SI-AMMOUR et al., 2011; WINDELS; VAZQUEZ, 
2011). Os alvos encontrados para essas famílias de miRNAs corroboram com 
estudos em outras espécies, tais como A. thaliana, O. sativa, Z. mays, P. vulgaris, 
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Gossypium hirsutum e M. truncatula (CHEN et al., 2011; DE SOUSA CARDOSO 
et al., 2015; FENG et al., 2014; GAO et al., 2011; KIDNER; MARTIENSSEN, 
2005; KWAK et al., 2009; ROBERT-SEILANIANTZ et al., 2011; SUNKAR; 
JAGADEESWARAN, 2008a; WAHID et al., 2010b; ZHANG et al., 2009). 
 
4.2.5 MIR530 
 
Foram identificados, em S. lycopersicum (Tabela S5) e S. pennellii (Tabela 
S6), 1 precursor (sly-miR530 e spe-miR530) e 1 miRNA maduro (sly-miR530 e 
spe-miR530) contido em cada família MIR530. Este trabalho apresenta, pela 
primeira vez, os miR393 nas espécies estudadas de tomate. A família MIR530 
também foi encontrada em plantas ortólogas, tais como S. tuberosum, O. sativa, 
C. sinensis, P. vulgaris e Z. mays (DE SOUSA CARDOSO et al., 2015; KHALDUN 
et al., 2015; LAKHOTIA et al., 2014; LIU et al., 2005; MONTES et al., 2014; 
SUNKAR; JAGADEESWARAN, 2008a) 
 Os miRNAs sly-miR530-5p e spe-miR530-5p mostraram elevada 
conservação em suas sequências, a nível primário e secundário, relacionados 
com seus ortólogos em S. tuberosum, P. trichocarpa e G. Max . No mesmo 
sentido, os seus precursores apresentaram uma estrutura secundária que 
corrobora com miRNAs reais já identificados em outros vegetais (Figura 18). 
Os miRNAs da família MIR530 de S. lycopersicum e S. pennellii foram 
analisados quanto à sua filogenia em relação aos miR530 em outras espécies de 
plantas (Figura 19). A árvore filogenética apresentou uma divisão com um clado 
de Eudicotiledôneas, contendo as famílias Malvaceae, Solanaceae, Rutaceae, 
Salicaceae, Fabaceae e Linaceae, e um clado de Monocotiledôneas com a família 
Poaceae. Essa distribuição mostrou uma relação verdadeira com a filogenia de 
espécies de plantas na árvore da vida.  
Foram encontrados 30 alvos da família de MIR530 em S. lycopersicum e S. 
pennellii. Os alvos identificados foram transcritos que codificam proteínas do tipo 
ribonuclease P envolvidas no processamento de tRNA (Rpp14/Pop5), proteínas 
contendo o domínio AP2 e proteínas do tipo tirosina-quinase (Tabela S11 e 
Tabela S12), também encontrados em outras plantas, como N. tabacum (LANG et 
al., 2011b). Adicionalmente, os miR530 estão envolvidos com a regulação da 
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tolerância ao nitrogênio em arroz e à alta salinidade (OUYANG et al., 2014; 
SHEN; XIE; XIONG, 2010), sendo moléculas importantes no controle fisiológico 
da planta quando submetidas a estresses. 
 
Figura 18 – Alinhamento e estrutura secundária dos precursores de miRNAs 
identificados nas famílias MIR530 em S. lycoperscum e S. pennellii e seus ortólogos. 
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Figura 19 - Árvore filogenética da família MIR530 de S. lycopersim, S. pennellii e seus 
ortólogos. 
 
 
 
4.2.6 MIR827 
 
Pertencente às famílias MIR827, foram identificados 1 precursor (sly-
miR827 e spe-miR827) e 2 miRNAs maduros (sly-miR827-3p, sly-miR827-5p e 
spe-miR827-3p, spe-miR827-5p) pela primeira vez, em cada espécie de tomate 
estudada (Tabela S5 e Tabela S6). P. trichocarpa, O. sativa, Z. mays, tuberosum, 
A. thaliana e Brassica spp também identificaram miRNAs da família MIR827 em 
seus genomas (LU; SUN; CHIANG, 2008; SUNKAR; JAGADEESWARAN, 2008a; 
XUE; ZHANG; XUE, 2009; ZHANG et al., 2009, 2013) 
A análise de conservação das estruturas primárias e secundárias de 
MIR827 em sequências de miRNAs precursores e maduros em S. lycopersicum e 
 48 
 
S. pennellii, mostrou uma conservação significativa em relação as sequências 
ortólogas de S. tuberosum, N. tabacum e C. sinensis (Figura 20).  
 
Figura 20 – Alinhamento e estrutura secundária dos precursores de miRNAs 
identificados nas famílias MIR827 em S. lycoperscum e S. pennellii e seus ortólogos. 
 
 
 
 
Mais ainda, a análise filogenética dos miR827 englobou sequências de 
espécies contidas nas famílias Poaceae de Monocotiledôneas e nas famílias 
Rosaceae, Malvaceae, Solanaceae, Euphorbiaceae, Salicaceae, Rutaceae e 
Brassicaceae de Eudicotiledêneas (Figura 21). A partir da árvore filogenética 
construída, foi possível observar que as prováveis sequências de sly/spe-miR827 
se agruparam corretamente com suas sequências ortólogas na família Solanacea.  
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Figura 21 - Árvore filogenética da família MIR827 de S. lycopersim, S. pennellii e seus 
ortólogos. 
 
 
 
Os miRNAs sly-miR827-3p, sly-miR827-5p, spe-miR827-3p e spe-miR827-
5p obtiveram 43 alvos diferentes de mRNAs. Os transcritos alvos identificados na 
família MIR827 compreendem proteínas contendo o domínio F-box, proteínas E3 
Ubiquitin ligase BIG BROTHER, proteínas do tipo tirosina-quinase, 
glioxilato/hidroxipiruvato redutase HPR3, phosphomannomutase (PMM) / PIG-
X/PBN1 (PIG-X), NADH-Citocromo B5 redutase (flavoproteína que catalisa a 
transferência de equivalentes redutores entre os transportadores de elétrons de 
nicotinamida), além de fatores de transcrição RAX2 e homeobox (Tabela S11 e 
Tabela S12). Estudos também apresentam alvos semelhantes para essa família 
de miRNAs e indicam que a família miR827 desempenha um papel fundamental 
na adaptação da planta ao estresse, sobretudo na deficiência de nitrogênio e 
fósforo (KUO; CHIOU, 2011; LUNDMARK; KØRNER; NIELSEN, 2010; PANT et 
al., 2009; XU et al., 2011). 
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4.2.7 MIR828 
 
 Foram identificadas 1 sequência precursora (sly-miR828a) e 1 sequência 
de miRNA madura (sly-miR828a) em S. lycopersicum (Tabela S5); 1 sequência 
precursora (spe-miR828a) e 2 maduras (spe-miR828a-5p e spe-miR828a-3p) em 
S. pennellii (Tabela S6), contidas na família MIR828 pela primeira vez nessas 
espécies de tomate. Estudos têm demonstrado a presença de miRNAs da família 
MIR828 em outras espécies de plantas, como A. thaliana, O. sativa, P. vulgaris,  
V. vinifera e Z. mays (DE SOUSA CARDOSO et al., 2015; JAGADEESWARAN et 
al., 2009; MONTES et al., 2014; RAJAGOPALAN et al., 2006; ROSAS-
CÁRDENAS et al., 2014; WANG et al., 2011; ZHENG et al., 2012) 
Além disso, o alinhamento das sequências primárias, bem como o arranjo 
das estruturas secundárias dos miRNAs da família MIR828 apresentaram uma 
alta  conservação, sobretudo na região dos miRNAs maduros, comparados com 
seus ortólogos em G. Max, M. domestica e V. vinifera (Figura 22).  
A análise filogenética da família MIR828 apresentou uma árvore dividida 
em 10 clados de diferentes famílias: Brassicaceae, Fabaceae, Rosaceae, 
Vitaceae Lamiales, Linaceae, Euphorbiaceae, Salicaceae, Cucurbitaceae e 
Solanaceae (Figura 23). A filogenia construída mostrou uma distribuição evolutiva 
que corrobora com a árvore da vida de espécies vegetais. Os sly/spe-miR828a 
apresentaram-se juntos, formando um clado de Solanaceas. 
Na busca de genes alvos, foram identificados 18 diferentes transcritos 
alvos da regulação dos miRNAs encontrados na família de MIR828 em tomate 
(Tabela S11 e Tabela S12). Dentre os transcritos identificados, temos proteínas 
de ligação ao DNA do tipo MYB, cisteínas proteases da família C1 e fatores de 
transcrição TPC, ao quais estão envolvidos com a proliferação celular, o controle 
da dominância apical e da simetria de órgãos, bem como da curvatura da 
superfície foliar e da senescência. Os alvos encontrados corroboram com estudos 
realizados em outras plantas (GUAN et al., 2014; KUO; CHIOU, 2011; LIN et al., 
2012; RAJAGOPALAN et al., 2006). 
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Figura 22 – Alinhamento e estrutura secundária dos precursores de miRNAs 
identificados nas famílias MIR828 em S. lycoperscum e S. pennellii e seus ortólogos. 
 
 
Figura 23 - Árvore filogenética da família MIR828 de S. lycopersim, S. pennellii e seus 
ortólogos. 
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4.2.8 MIR7983 
 
Em S. lycopersicum, foram identificados 6 precursores (sly-miR7983-1, sly-
miR7983-2, sly-miR7983-3, sly-miR7983-4, sly-miR7983-5 e sly-miR7983-6) e 12 
miRNAs maduros (sly-miR7983-1-3p, sly-miR7983-1-5p, sly-miR7983-2-3p, sly-
miR7983-2-5p, sly-miR7983-3-3p, sly-miR7983-3-5p, sly-miR7983-4-5p, sly-
miR7983-4-3p, sly-miR7983-5-5p, sly-miR7983-5-3p, sly-miR7983-6-5p e sly-
miR7983-6-3p) pertencentes à família MIR7983 (Tabela S5). Já em S. pennellii 
conseguimos identificar 7 precursores (spe-miR7983-1, spe-miR7983-2, spe-
miR7983-3, spe-miR7983-4, spe-miR7983-5, spe-miR7983-6 e spe-miR7983-7) e 
14 miRNAs maduros (spe-miR7983-1-5p, spe-miR7983-1-3p, spe-miR7983-2-5p, 
spe-miR7983-2-3p, spe-miR7983-3-5p, spe-miR7983-3-3p, spe-miR7983-4-5p, 
spe-miR7983-4-3p, spe-miR7983-5-5p, spe-miR7983-5-3p, spe-miR7983-6-5p, 
spe-miR7983-6-3p, spe-miR7983-7-5p e spe-miR7983-7-3p) em MIR7983 (Tabela 
S6). 
A família MIR7983 foi a terceira família, em S. lycopersicum e a quarta em 
S. pennellii, que apresentou maior expressão nas bibliotecas de reads 
sequenciadas de tomate (Figura 9, Figura 10 e Figura S3). Foram identificados, a 
partir do sequenciamento, 7 e 9 miRNAs maduros em S. lycopersicum e S. 
pennellii, respectivamente (Tabela 2 e Tabela 3). Os miRNAs da família MIR7983 
foram identificados apenas em S. tuberosum, até o momento, e encontradas epla 
primeira vez em tomate, nesse estudo (miRBase 21 de 2016), sugerindo que esta 
família possa ser restrita às Solanaceaes (solanum-específicas) (ZHANG et al., 
2013). 
A análise de conservação foi realizada nas sequências precursoras dos 
miRNAs da família MIR7983 de S. lycoperscum e S. pennellii. Foi possível 
observar uma alta conservação entre os nucleotídeos das sequências analisadas 
de tomate com seu ortólogo em S. tuberosum, principalmente onde estão 
localizados os miRNAs maduros. Além disso, houve uma conservação 
significativa das estruturas secundárias preditas dos miRNAs identificados (Figura 
24). 
 Os miRNAs da família MIR7983 apresentaram 47 genes alvos (Tabela S11 
e Tabela S12), contendo transcritos que codificam proteínas Acetyltransferases 
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(GNAT), fosfolipases A2 independente de cálcio, beta-galactosidases 11, 
fosfatases 2C, alfa/beta hidrolases, ribonuclases T2 e fatores de transcrição 
GUF1. 
 
Figura 24 – Alinhamento e estrutura secundária dos precursores de miRNAs 
identificados nas famílias MIR7983 em S. lycoperscum e S. pennellii e seus ortólogos. 
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4.2.9 MIR7990 
  
 Foram identificados 3 precursores de miRNA (sly-miR7990a-1, sly-
miR7990a-2 e sly-miR7990a-3) e 3 miRNAs maduros (sly-miR7990a-1-3p, sly-
miR7990a-2-3p e sly-miR7990a-3-3p) de S. lycopersicum (Tabela S5) e, 2 
precursores (spe-miR7990a-1 e spe-miR7990a-2) e 2 miRNAs maduros (spe-
miR7990a-1-3p e spe-miR7990a-2-3p) em S. pennellii membros da família 
MIR7990, identificados pela primeira vez em nosso estudo (Tabela S6). Da 
mesma forma que na família MIR7983, a família MIR7990 também foi encontrada 
apenas em S. tuberosum (miRBase 21 de 2016), sugerindo que esta família 
específica para espécies Solanum (solanum-específica) (ZHANG et al., 2013). 
 O alinhamento das sequências primárias de S. lycoperscum e S. pennellii 
com seus ortólogos de S. tuberosum, apresentou uma elevada conservação, bem 
como em suas estruturas secundárias (Figura 25). 
 Os miRNAs sly-miR7990a-1, sly-miR7990a-2, sly-miR7990a-3, sly-
miR7990a-1-3p, sly-miR7990a-2-3p e sly-miR7990a-3-3p apresentaram 25 
transcritos alvos, como  proteínas que contem os domínios NB-ARC e TIR 
(TIR_2), proteínas  serina/treonina fosfatases, glicosil/glicuronosil transferases e 
MADS-box, uma protease CLP dependente de ATP (subunidade CLPX) e fatores 
de transcrição Heat shock (Tabela S11 e Tabela S12). 
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Figura 25 – Alinhamento e estrutura secundária dos precursores de miRNAs 
identificados nas famílias MIR7990 em S. lycoperscum e S. pennellii e seus ortólogos. 
 
 
4.2.10 MIR8011 
 
Na família MIR8011 de S. lycopersicum, foram identificados 2 precursores 
de miRNAs (sly-miR8011a-1 e sly-miR8011a-2) e 3 miRNAs maduros (sly-
miR8011a-1-3p, sly-miR8011a-2-5p e sly-miR8011a-2-3p) (Tabela S5). Por sua 
vez, em S. pennellii, foram encontrados 3 precursores (spe-miR8011, spe-
miR8011a-1 e spe-miR8011a-2) e 5 sequências de miRNAs maduros (spe-
miR8011-5p, spe-miR8011-3p, spe-miR8011a-1-5p, spe-miR8011a-1-3p e spe-
miR8011a-2-3p) (Tabela S6). Os miRNAs da família MIR8011 foram encontrados 
em tomate pela primeira vez em nosso estudo. Além dos miRNAs identificados 
em S. lycopersicum e S. pennellii, como apresentado, essa família foi encontrada 
somente em S. tuberosum (miRBase 21 de 2016), o que leva a acreditar que esta 
também seja uma família de miRNAs solanum-específicos (ZHANG et al., 2013). 
 56 
 
Os miRNAs sly-miR8011a-1-3p, sly-miR8011a-2-5p, sly-miR8011a-2-3p, 
spe-miR8011-5p, spe-miR8011-3p, spe-miR8011a-1-5p, spe-miR8011a-1-3p e 
spe-miR8011a-2-3p mostraram uma elevada conservação em suas sequências, a 
nível primário e secundário, relacionados com seus ortólogos em S. tuberosum. 
No mesmo sentido, os seus precursores apresentaram uma estrutura secundária 
que corrobora com miRNAs reais já identificados em outros vegetais (Figura 26). 
Foram identificados 40 genes alvos distintos dos miRNAs pertencentes à 
família MIR8011 em tomate (Tabela S11 e Tabela S12). Dentre os transcritos 
alvos encontrados estão uma subunidade alfa da importina (importin subunit 
alpha), proteínas da família alfa/beta hidrolases e frutose-bisfosfato aldolase, 
fatores de transcrição e proteínas Zinc Finger, e EamA-like transporter family 
(EamA). 
 
Figura 26 – Alinhamento e estrutura secundária dos precursores de miRNAs 
identificados nas famílias MIR8011 em S. lycoperscum e S. pennellii e seus ortólogos. 
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4.2.11 MIR8025 
 
Pertencente às famílias MIR8025, foram encontrados 1 precursor (sly-
miR8025 e spe-miR8025) e 2 miRNAs maduros (sly-miR8025-3p, sly-miR8025-5p 
e spe-miR8025-3p, spe-miR8025-5p) em cada espécie de tomate estudada pela 
primeira vez em nosso estudo (Tabela S5 e Tabela S6). Zhang et al (2013) 
também identificou miRNAs da família MIR8025 em S. tuberosum (ZHANG et al., 
2013). A partir da alta conservação observada entre as sequências primárias e 
secundárias de miR8025 de S. lycoperscum, S. pennellii e S. tuberosum (Figura 
27), e de ser uma família encontrada apenas em Solanum spp, podemos sugerir 
que MIR8025 é uma família solanum-específica.  
Além disso, foram identificados os transcritos Solyc08g082630.2.1, 
Solyc03g115120.1.1, Sopen04g002800.2, Sopen04g002800.1, como alvos dos 
miRNAs da família MIR8025 em S. lycoperscum e S. pennellii, os quais codificam 
proteínas do tipo quinase e fatores de transcrição de resposta a auxina do tipo 12 
(ARF12), mostrando a importância da regulação realizada por esses miRNAs  
(Tabela S11 e Tabela S12). 
  
Figura 27 – Alinhamento e estrutura secundária dos precursores de miRNAs 
identificados nas famílias MIR8025 em S. lycoperscum e S. pennellii e seus ortólogos. 
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6 CONCLUSÃO 
 
Na identificação dos miRNAs presentes em uma planta, os genes 
envolvidos em seu processamento e os genes alvos regulados por esses 
pequenos RNAs são importantes para o entendimento de sua biologia vegetal. 
Para conhecer melhor esses mecanismos em S. lycopersicum e S. pennellii, duas 
importantes espécies de olerícolas, foi realizada uma análise computacional 
integrada para sequências genômicas depositadas em banco de dados públicos, 
bem como de sequências obtidas do sequenciamento de nova geração 
(smallRNA-seq – NGS). Foi possível identificar 65 proteínas em S. lycopersicum e 
109 em S. pennellii envolvidas no processamento pequenos RNAs. Pelo menos 
23 (S. lycopersicum) e 33 (S. pennellii) destas proteínas participam da via de 
processamento de miRNAs. Além disso, foram identificados 342 diferentes 
miRNAs maduros, 226 pré-miRNAs em 87 famílias distintas, incluindo 192 
miRNAs maduros não identificados anteriormente na literatura ou banco de 
dados, pertencentes à 38 novas famílias em S. lycopersicum. Em S. pennellii 
foram identificados 338 miRNAs maduros distintos, 234 pré-miRNAs contidos em 
85 famílias. Todos os miRNAs encontrados em S. pennellii foram inéditos, sendo 
identificados pela primeira vez em nosso estudo. A partir do sequenciamento, 
conseguimos validar 69 e 65 miRNAs maduros distribuídos em 29 e 28 famílias 
em S. lycopersicum e S. pennellii, respectivamente. Esse número de miRNAs 
validados foi pequeno, devido à baixa quantidade de reads obtidas no 
sequenciamento, sendo necessário outros experimentos para uma melhor 
confirmação da presença dos miRNAs identificados nas espécies de tomate 
estudadas. Ainda, foram identificados 1310 diferentes genes alvos dos miRNAs 
em  S. lycopersicum e 2772 em S. pennellii, o que sugere que os miRNAs 
encontrados possuem importantes papéis no desenvolvimento da planta, 
adaptação ao stress, regulação da resposta hormonal, defesa contra patógenos e 
outros processos importantes para a biologia, reprodução e comercialização 
dessas espécies de tomate. O estudo filogenético indicou que existe um nível 
elevado de conservação utilizando miRNAs, seus alvos e as proteínas envolvidas 
em sua biogênese. Isto sugere que os resultados obtidos em outras espécies de 
plantas, e especialmente em outras olerícolas, tais como a batata (S. tuberosum), 
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também pode ser aplicado em S. lycopersicum e S. pennellii e vice-versa. Desse 
modo, os nossos resultados ampliam o estudo dos miRNAs em plantas, 
proporcionando novos desafios para compreensão de processos essenciais na 
regulação baseada em miRNAs em tomate. 
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ANEXOS - Arquivos Suplementares 
 
Figura S1 – Validação e quantificação dos miRNAs maduros da família MIR167 em S. 
lycopersicum e S. pennellii.
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Figura S2 – Validação e quantificação dos miRNAs maduros da família 
MIR166 em S. lycopersicum e S. pennellii. 
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Figura S3 – Validação e quantificação dos miRNAs maduros da família MIR7983 
em S. lycopersicum e S. pennellii. 
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Tabela S1. Identificação das prováveis proteínas envolvidas na via de miRNAs em Solanum lycopersicum. Tamanho (Tam), Identidade 
(Ident). 
Gene ID NCBI de S. 
lycopersicum  
Tam 
(aa) 
ID NCBI de 
Arabidopsis 
thaliana  
Tam 
(aa) 
Blastp e-
value entre 
A. thaliana e 
S. 
lycopersicum 
Ident Cromossomo Banco de dados 
Posição 
inicial 
Posição 
final Fita ID/Nome 
SlyABH1 XP_004248287 861 NP_565356.1 848 0.0 67% Chr10 Phytozome11.0v 432555 449709 - Solyc10g005530.2.1 
SlyAGO1.1 NP_001266057.1 1054 NP_001185169.1 1050 0.0 78% Chr06 Phytozome11.0v 40960724 40969540 - Solyc06g072300.2.1 
SlyAGO1.2 NP_001266261.2 980 NP_001185169.1 1050 0.0 78% Chr03 Phytozome11.0v 54075745 54082377 + Solyc03g098280.2.1 
SlyAGO10.1 XP_004247613.1 982 NP_001190464.1 988 0.0 81% Chr09 Phytozome11.0v 63888767 63895211 - Solyc09g082830.2.1 
SlyAGO10.2 NP_001266268.1 933 NP_001190464.1 988 0.0 73% Chr12 Phytozome11.0v 1200019 1205876 - Solyc12g006790.1.1 
SlyCBP20 XP_004233527.1 257 NP_001078705.1 257 2e
-128 75% Chr02 Phytozome11.0v 28927635 28944665 - Solyc02g062620.2.1 
SlyDDL XP_004248371.2 519 NP_188691.1 314 9e-110 60% Chr10 Phytozome11.0v 1003495 1011281 - Solyc10g006390.2.1 
SlyDCL1 NP_001289827.1 1888 NP_171612.1 1909 0.0 72% Chr10 Phytozome11.0v 111879 125251 + Solyc10g005130.2.1 
SlyEXO.1 XP_010320183.1 314 NP_192634.1 314 2e-158 74% Chr04 Phytozome11.0v 58031412 58032356 - Solyc04g074450.1.1 
SlyEXO.2 XP_010320182.1 312 NP_192634.1 314 3e-155 73% Chr04 Phytozome11.0v 58015116 58016054 + Solyc04g074410.1.1 
SlyEXO.3 XP_004237932.1 315 NP_192634.1 314 3e-152 71% Chr04 Phytozome11.0v 58027860 58028807 - Solyc04g074440.1.1 
SlyEXO.4 XP_004237930.1 309 NP_192634.1 314 2e
-110 54% Chr04 Phytozome11.0v 58000263 58001192 - Solyc04g074400.1.1 
SlyEXO.5 XP_004253500.2 256 NP_192634.1 314 8e-151 74% Chr00 Phytozome11.0v 19006504 19007274 - Solyc00g206460.1.1 
 87 
 
SlyEXO.6 XP_004253500.2 132 NP_192634.1 314 8e-151 74% Chr04 Phytozome11.0v 58025424 58025822 - Solyc04g074430.1.1 
SlyHEN XP_004233884.1 936 NP_001190782.1 942 0.0 49% Chr02 Phytozome11.0v 34394425 34403033 - Solyc02g070030.2.1 
SlyHST XP_004230145.1 1199 NP_187155.2 1202 0.0 65% Chr01 Phytozome11.0v 80505430 80517080 + Solyc01g098170.2.1 
SlyHYL1 XP_004238005.1 433 NP_563850.1 419 1e-76 61% Chr04 Phytozome11.0v 58909755 58914890 + Solyc04g076420.2.1 
SlySE XP_004228474.1 748 NP_565635.1 720 0.0 69% Chr01 Phytozome11.0v 3095457 3108637 - Solyc01g009090.2.1 
SlySQN.1 XP_004230798.1 362 NP_565381.1 361 0.0 76% Chr01 Phytozome11.0v 87448017 87452641 + Solyc01g108340.2.1 
SlySQN.2 XP_004232050.1 361 NP_565381.1 361 0.0 68% Chr02 Phytozome11.0v 46588712 46594323 + Solyc02g090480.2.1 
SlyVCS1.1 XP_004244016.1 1407 NP_187938.2 1344 0.0 54% Chr07 Phytozome11.0v 64749640 64759288 + Solyc07g065950.2.1 
SlyVCS1.2 XP_004248289.1 1418 NP_187938.2 1344 0.0 56% Chr10 Phytozome11.0v 709875 721808 + Solyc10g005920.2.1 
SlyXRN4 NP_001233774.1 978 NP_175851.1 947 0.0 63% Chr04 Phytozome11.0v 38313587 38355062 - Solyc04g049010.2.1 
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Tabela S2. Identificação das prováveis proteínas envolvidas na via de miRNAs em Solanum pennellii. Tamanho (Tam), Identidade (Ident). 
Gene ID NCBI de S. 
Pennelli 
Tam 
(aa) 
ID NCBI de 
Arabidopsis 
thaliana  
Tam 
(aa) 
Blastp e-
value entre 
A. thaliana e 
S. pennellii 
Ident Cromossomo Banco de dados 
Posição 
inicial 
Posição 
final Fita ID/Nome 
SpeABH1 XP_015055991.1 861 NP_565356.1 848 0.0 67% Chr10 Sol Genomics 470562 487876 - Sopen10g001510.1 
SpeAGO1.1 XP_015079116.1 1053 NP_001185169.1 1050 0.0 78% Chr06 Sol Genomics 55270253 55279596 - Sopen06g028670 
SpeAGO1.2 XP_015069669.1 1152 NP_001185169.1 1050 0.0 78% Chr03 Sol Genomics 64779141 64793113 + Sopen03g028990 
SpeAGO10 XP_015088227.1 982 NP_001190464.1 988 0.0 81% Chr09 Sol Genomics 80029833 80037384 - Sopen09g031660 
SpeCBP20 XP_015066864.1 145 NP_001078705.1 257 8e
-128 77% Chr02 Sol Genomics 37046624 37052022 - Sopen02g013650 
SpeDDL XP_015056276.1 519 NP_188691.1 314 4e-112 60% Chr10 Sol Genomics 1070258 1078336 - Sopen10g002340 
SpeDCL1 XP_015055701.1 1914 NP_171612.1 1909 0.0 72% Chr10 Sol Genomics 140256 153832 + Sopen10g001150 
SpeEXO.1 XP_015072851.1 314 NP_192634.1 314 7e-154 72% Chr04 Sol Genomics 71013460 71014602 - Sopen04g029470 
SpeEXO.2 XP_015072850.1 315 NP_192634.1 314 8e
-150 70% Chr04 Sol Genomics 71008901 71009992 - Sopen04g029460 
SpeEXO.3 XP_015072851.1 312 NP_192634.1 314 7e-154 72% Chr00 Sol Genomics 37259567 37260708 - Sopen00g011150 
SpeEXO.4 XP_015072850.1 279 NP_192634.1 314 8e-150 70% Chr00 Sol Genomics 54682408 54683500 + Sopen00g013730 
SpeEXO.5 XP_015074412.1 301 NP_192634.1 314 8e-145 67% Chr01 Sol Genomics 104235554 104236833 + Sopen01g047900 
SpeEXO.6 XP_015072852.1 309 NP_192634.1 314 1e
-133 62% Chr04 Sol Genomics 71016771 71028199 + Sopen04g029480 
SpeEXO.7 XP_015072794.1 204 NP_192634.1 314 9e-121 71% Chr04 Sol Genomics 70994941 71001956 + Sopen04g029440 
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SpeEXO.8 XP_015072851.1 147 NP_192634.1 314 7e-154 72% Chr00 Sol Genomics 10184488 10185515 - Sopen00g004110 
SpeEXO.9 XP_015056292.1 344 NP_192634.1 314 6e-173 72% Chr10 Sol Genomics 74630529 74631994 - Sopen10g027040 
SpeEXO.10 XP_015067414.1 349 NP_192634.1 314 2e
-180 77% Chr03 Sol Genomics 54987335 54988714 + Sopen03g023370 
SpeEXO.11 XP_015064271.1 338 NP_192634.1 314 3e
-130 64% Chr02 Sol Genomics 42023523 42024843 - Sopen02g017980 
SpeEXO.12 XP_015077362.1 348 NP_192634.1 314 5e
-172 75% Chr06 Sol Genomics 29018255 29019378 - Sopen06g011130 
SpeEXO.13 XP_015072794.1 129 NP_192634.1 314 9e
-121 71% Chr07 Sol Genomics 8917070 8940973 + Sopen07g006860 
SpeEXO.14 XP_015072851.1 72 NP_192634.1 314 7e-154 72% Chr04 Sol Genomics 71005727 71006012 - Sopen04g029450 
SpeHEN XP_015066899.1 936 NP_001190782.1 942 0.0 49% Chr02 Sol Genomics 43139412 43149375 - Sopen02g019190 
SpeHST.1 XP_015062207.1 817 NP_187155.2 1202 0.0 65% Chr01 Sol Genomics 990095019 99104849 + Sopen01g041740 
SpeHST.2 XP_015062207.1 646 NP_187155.2 1202 0.0 65% Chr00 Sol Genomics 17957307 17964551 + Sopen00g006580 
SpeHST.3 XP_015062207.1 296 NP_187155.2 1202 0.0 65% Chr01 Sol Genomics 99104899 99107409 + Sopen01g041750 
SpeHST.4 XP_015062207.1 212 NP_187155.2 1202 0.0 65% Chr00 Sol Genomics 17964627 17965611 + Sopen00g006590 
SpeHYL1 XP_015071372.1 406 NP_563850.1 419 4e-78 62% Chr04 Sol Genomics 71813898 71819068 + Sopen04g030180 
SpeSE XP_015060466.1 749 NP_565635.1 720 0.0 69% Chr01 Sol Genomics 3437801 3451620 - Sopen01g004580 
SpeSQN.1 XP_015067254.1 362 NP_565381.1 361 0.0 77% Chr01 Sol Genomics 106469253 106473850 + Sopen01g050560 
SpeSQN.2 XP_015067196.1 361 NP_565381.1 361 0.0 69% Chr02 Sol Genomics 56319127 56325887 + Sopen02g035160 
SpeVCS.1 XP_015082036.1 1405 NP_187938.2 1344 0.0 54% Chr07 Sol Genomics 78737896 78747556 + Sopen07g034150 
SpeVCS.2 XP_015055595.1 1418 NP_187938.2 1344 0.0 55% Chr10 Sol Genomics 749356 761206 + Sopen10g001880 
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SpeXRN4 XP_015073528.1 978 NP_175851.1 947 0.0 63% Chr04 Sol Genomics 44928340 44965197 - Sopen04g018450.1 
 
Tabela S3 – Distribuição dos domínios conservados e suas localizações nas prováveis proteínas AGO identificadas em Solanum 
lycopersicum (Sly), Solanum pennellii (Spe) e seus ortólogos. 
Família Proteína ID Domínio conservado 
ID do 
domínio Início e fim E-value 
AGO1 
SlyAGO1.1 Solyc06g072300.2.1 
Gly-rich_Ago1 PF12764.4 70 – 174 1.7e-27 
ArgoN PF16486.2 185 – 328 3.3e-24 
ArgoL1 PF08699.7 338 – 388 1.1e-23 
PAZ PF02170.19 394 – 520 3.3e-28 
ArgoL2 PF16488.2 531 – 576 7.6e-16 
ArgoMid PF16487.2 587 – 661 8e-08 
Piwi PF02171.14 681 - 1000 8.5e-113 
SlyAGO1.2 Solyc03g098280.2.1 
Gly-rich_Ago1 PF12764.4 18 – 100 3.5e-09 
ArgoN PF16486.2 111 – 254 9e-24 
ArgoL1 PF08699.7 264 – 314 5.4e-23 
PAZ PF02170.19 320 – 446 5.2e-29 
ArgoL2 PF16488.2 457 – 502 4.8e-15 
ArgoMid PF16487.2 513 – 587 8.6e-08 
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Piwi PF02171.14 607 – 926 1.1e-112 
SpeAGO1.1 Sopen06g028670.1 
Gly-rich_Ago1 PF12764.4 69 – 173 2.7e-27 
ArgoN PF16486.2 193 – 327 8.4e-33 
ArgoL1 PF08699.7 337 – 387 1.4e-23 
PAZ PF02170.19 393 – 518 5e-28 
ArgoL2 PF16488.2 529- 575 2e-16 
ArgoMid PF16487.2 586 – 660 8.1e-08 
Piwi PF02171.14 680 – 999 8.5e-113 
SpeAGO1.2 Sopen03g028990.1 
Gly-rich_Ago1 PF12764.4 160 - 272 1.8e-26 
ArgoN PF16486.2 292 – 426 3e-32 
ArgoL1 PF08699.7 436 – 486 8.6e-23 
PAZ PF02170.19 492 – 617 1.1e-28 
ArgoL2 PF16488.2 685 – 759 1.9e-15 
ArgoMid PF16487.2 685 – 759 1.1e-07 
Piwi PF02171.14 779 – 1098 1.7e-112 
Ortólogo em Glycine 
max XP_003548311.1 
Gly-rich_Ago1 PF12764.4 69 – 169 1.6e-10 
ArgoN PF16486.2 196 – 330 3.1e-32 
ArgoL1 PF08699.7 340 – 390 1.4e-23 
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PAZ PF02170.19 395 – 523 9e-29 
ArgoL2 PF16488.2 532 – 578 4e-16 
ArgoMid PF16487.2 589 – 664 4.7e-08 
Piwi PF02171.14 681 – 1000 9.2e-112 
Ortólogo em Phasolus 
vulgaris XP_007152592.1 
Gly-rich_Ago1 PF12764.4 77 – 181 2e-10 
ArgoN PF16486.2 204 – 339 3.6e-32 
ArgoL1 PF08699.7 349 – 399 1.4e-23 
PAZ PF02170.19 404 – 530 2.9e-28 
ArgoL2 PF16488.2 541 – 587 2.6e-15 
ArgoMid PF16487.2 598 – 673 5.7e-08 
Piwi PF02171.14 690 – 1009 5.8e-112 
Ortólogo em Solanum 
tuberosum XP_006347371.1 
Gly-rich_Ago1 PF12764.4 70 – 174 9.7e-27 
ArgoN PF16486.2 194 – 328 8.4e-33 
ArgoL1 PF08699.7 338 – 388 1.4e-23 
PAZ PF02170.19 394 – 519 5e-28 
ArgoL2 PF16488.2 530 – 576 4.1e-16 
ArgoMid PF16487.2 587 – 661 8.1e-08 
Piwi PF02171.14 681 - 1000 6.8e-113 
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SlyAGO2.1 Solyc02g069260.2.1 
ArgoN PF16486.2 206 – 352 1.9e-18 
ArgoL1 PF08699.7 362 – 409 1.8e-09 
PAZ PF02170.19 417 – 539 2.6e-19 
ArgoL2 PF16488.2 558 – 602 3.7e-08 
Piwi PF02171.14 710 - 1001 2e-90 
SlyAGO2.2 Solyc02g069270.2.1 
ArgoN PF16486.2 169 – 294 4.7e-15 
ArgoL1 PF08699.7 305 – 351 5.7e-09 
PAZ PF02170.19 361 – 480 4.3e-20 
ArgoL2 PF16488.2 518 – 543 4.1e-08 
Piwi PF02171.14 648 - 939 8.2e-87 
SlyAGO2.3 Solyc02g069280.2.1 
ArgoN PF16486.2 168 – 314 7.2e-15 
ArgoL1 PF08699.7 324 – 366 1.9e-08 
PAZ PF02170.19 396 – 498 5.8e-16 
Piwi PF02171.14 659 - 950 3.8e-85 
SpeAGO2.1  Sopen02g018420.1 
ArgoN PF16486.2 214 – 351 6.8e-21 
ArgoL1 PF08699.7 361 – 408 2.1e-09 
PAZ PF02170.19 416 – 538 6.3e-19 
ArgoL2 PF16488.2 557 – 601 3.8e-08 
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AGO2 
Piwi PF02171.14 709 - 1000 4.6e-90 
SpeAGO2.2 Sopen02g018430.1 
ArgoN PF16486.2 184 – 321 4.1e-20 
ArgoL1 PF08699.7 331 – 376 6.1e-09 
PAZ PF02170.19 385 – 506 4.1e-20 
ArgoL2 PF16488.2 524 – 569 3.2e-09 
Piwi PF02171.14 674 - 965 1.4e-87 
SpeAGO2.3 Sopen02g018440.1 
ArgoN PF16486.2 178 – 314 1e-16 
ArgoL1 PF08699.7 324 – 366 2.2e-08 
PAZ PF02170.19 379 – 498 4.3e-16 
Piwi PF02171.14 657 - 948 2.7e-85 
Ortólogo em Glycine 
max XP_003556681.1 
ArgoN PF16486.2 119 – 253 3e-18 
ArgoL1 PF08699.7 265 – 315 8.2e-09 
PAZ PF02170.19 321 – 441 1.9e-18 
ArgoL2 PF16488.2 475 – 505 1.3e-07 
Piwi PF02171.14 618 - 914 8.1e-86 
Ortólogo em Phasolus 
vulgaris XP_007157808.1 
ArgoN PF16486.2 144 – 274 1.9e-17 
ArgoL1 PF08699.7 286 – 330 5.5e-06 
PAZ PF02170.19 349 – 459 2.5e-16 
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ArgoL2 PF16488.2 481 – 527 3.3e-07 
Piwi PF02171.14 637 - 928 9.6e-86 
Ortólogo em Solanum 
tuberosum XP_006353071.1 
ArgoN PF16486.2 224 – 361 5e-21 
ArgoL1 PF08699.7 371 – 418 3.8e-09 
PAZ PF02170.19 426 – 548 4e-19 
ArgoL2 PF16488.2 566 – 611 2e-08 
Piwi PF02171.14 719 - 1010 1.7e-90 
 
 
 
 
 
 
 
 
 
 
 
SlyAGO4.1 Solyc06g073540.2.1 
ArgoN PF16486.2 44 – 217 1.7e-24 
ArgoL1 PF08699.7 229 – 277 2.6e-16 
PAZ PF02170.19 283 – 413 4.2e-28 
ArgoL2 PF16488.2 424 – 468 5.1e-12 
ArgoMid PF16487.2 478 – 556 1.5e-07 
Piwi PF02171.14 567 - 873 8.2e-101 
SlyAGO4.2 Solyc01g008960.2.1 
ArgoN PF16486.2 45 – 214 8.6e-25 
ArgoL1 PF08699.7 226 – 274 1.1e-15 
PAZ PF02170.19 280 – 410 2.2e-27 
ArgoL2 PF16488.2 421 – 465 1.4e-12 
ArgoMid PF16487.2 473 – 524 2.9e-06 
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Piwi PF02171.14 563 - 869 1.2e-101 
SlyAGO4.3 Solyc06g073530.1.1 
ArgoN PF16486.2 44 – 208 2.9e-23 
ArgoL1 PF08699.7 220 – 269 7.4e-16 
PAZ PF02170.19 274 – 404 4e-27 
ArgoL2 PF16488.2 415 – 459 4.5e-09 
Piwi PF02171.14 558 – 864 3e-99 
SlyAGO4.4 Solyc01g096750.1.1 
ArgoN PF16486.2 20 – 186 4.3e-25 
ArgoL1 PF08699.7 198 – 247 7.3e-16 
PAZ PF02170.19 252 – 380 1.3e-25 
ArgoL2 PF16488.2 391 – 435 1.1e-10 
Piwi PF02171.14 535 - 842 1.7e-102 
SlyAGO4.5 Solyc03g111760.2.1 
ArgoN PF16486.2 37 – 205 3.2e-14 
ArgoL1 PF08699.7 227 – 274 7.9e-10 
PAZ PF02170.19 282 – 408 2.7e-19 
ArgoL2 PF16488.2 426 – 465 6.3e-10 
Piwi PF02171.14 565 - 895 7.4e-72 
SpeAGO4.1 Sopen06g029900.1 
ArgoN PF16486.2 52 – 217 1.8e-30 
ArgoL1 PF08699.7 229 – 277 3e-16 
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AGO4 PAZ PF02170.19 283 – 413 6.8e-28 
ArgoL2 PF16488.2 423 – 468 2.7e-13 
ArgoMid PF16487.2 478 – 556 1.5e-07 
Piwi PF02171.14 567 - 873 1.3e-100 
SpeAGO4.2 Sopen01g004450.1 
ArgoN PF16486.2 53 – 214 1.2e-30 
ArgoL1 PF08699.7 226 – 274 1.3e-15 
PAZ PF02170.19 280 – 410 6.2e-27 
ArgoL2 PF16488.2 420 – 465 1.1e-14 
ArgoMid PF16487.2 473 – 524 2.9e-06 
Piwi PF02171.14 563 - 869 1.2e-101 
SpeAGO4.3 Sopen06g029890.1 
ArgoN PF16486.2 53 – 208 2.3e-30 
ArgoL1 PF08699.7 220 – 268 6.9e-17 
PAZ PF02170.19 274 – 404 2.3e-26 
ArgoL2 PF16488.2 414 – 459 2.4e-09 
Piwi PF02171.14 558 - 864 1.4e-100 
SpeAGO4.4 Sopen01g040460.1 
ArgoN PF16486.2 28 – 186 1.8e-29 
ArgoL1 PF08699.7 198 – 246 8e-16 
PAZ PF02170.19 252 – 380 2.5e-26 
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ArgoL2 PF16488.2 390 – 435 8.5e-13 
Piwi PF02171.14 535 – 842 9.1e-103 
SpeAGO4.5 Sopen03g030870.3 
ArgoN PF16486.2 56 – 216 2.3e-14 
ArgoL1 PF08699.7 229 – 276 2.8e-09 
PAZ PF02170.19 283 – 396 6.1e-13 
ArgoL2 PF16488.2 417 - 455 2.2e-10 
Piwi PF02171.14 555 – 860 3.3e-78 
SpeAGO4.6 Sopen03g030870.4 
ArgoN PF16486.2 56 – 216 1.7e-14 
ArgoL1 PF08699.7 229 – 276 2.2e-09 
PAZ PF02170.19 283 – 396 4.6e-13 
ArgoL2 PF16488.2 417 – 455 1.8e-10 
Piwi PF02171.14 555 - 860 2.2e-78 
SpeAGO4.7 Sopen03g030870.5 
ArgoN PF16486.2 56 – 216 1.7e-14 
ArgoL1 PF08699.7 229 – 276 2.3e-09 
PAZ PF02170.19 283 – 396 4.7e-13 
ArgoL2 PF16488.2 417 – 455 1.8e-10 
Piwi PF02171.14 555 - 860 2.3e-78 
Ortólogo em Glycine XP_003545462.1 ArgoN PF16486.2 54 – 214 3.4e
-28 
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max ArgoL1 PF08699.7 226 – 274 4.1e-16 
PAZ PF02170.19 280 – 407 3.7e-24 
ArgoL2 PF16488.2 417 – 463 1.7e-13 
Piwi PF02171.14 561 - 868 2.3e-104 
Ortólogo em Phasolus 
vulgaris XP_007141565.1 
ArgoN PF16486.2 54 – 215 1.6e-28 
ArgoL1 PF08699.7 227 – 274 4.3e-16 
PAZ PF02170.19 281 – 409 1.2e-25 
ArgoL2 PF16488.2 419 – 465 2e-12 
ArgoMid PF16487.2 472 – 525 2e-06 
Piwi PF02171.14 563 - 870 4.9e-103 
Ortólogo em Solanum 
tuberosum XP_006347268.1 
ArgoN PF16486.2 52 – 217 1.9e-30 
ArgoL1 PF08699.7 229 – 277 3e-16 
PAZ PF02170.19 283 – 413 3e-28 
ArgoL2 PF16488.2 423 – 468 3.3e-14 
ArgoMid PF16487.2 478 – 556 3.2e-07 
Piwi PF02171.14 567 – 873 5.8e-101 
 SlyAGO5 Solyc06g074730.2.1 
ArgoN PF16486.2 162 – 302 2.2e-27 
ArgoL1 PF08699.7 313 – 363 8.6e-20 
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PAZ PF02170.19 382 – 494 7.8e-24 
ArgoL2 PF16488.2 504 – 549 1.6e-11 
Piwi PF02171.14 655 - 973 2.2e-101 
SpeAGO5 Sopen06g031140.1 
ArgoN PF16486.2 170 – 302 2.9e-31 
ArgoL1 PF08699.7 313 – 363 9.1e-20 
PAZ PF02170.19 382 – 494 6.7e-25 
ArgoL2 PF16488.2 503 – 549 6.9e-12 
Piwi PF02171.14 655 - 973 6.4e-102 
Ortólogo em Glycine 
max XP_006592296.1 
ArgoN PF16486.2 116 – 257 7.9e-32 
ArgoL1 PF08699.7 268 – 317 5.1e-22 
PAZ PF02170.19 323 – 448 1.8e-25 
ArgoL2 PF16488.2 457 – 503 2.6e-11 
ArgoMid PF16487.2 514 – 592 2.9e-08 
Piwi PF02171.14 607 - 925 1.2e-104 
Ortólogo em Phasolus 
vulgaris XP_007132360.1 
ArgoN PF16486.2 151 – 293 2.7e-35 
ArgoL1 PF08699.7 304 – 353 9.6e-22 
PAZ PF02170.19 361 – 482 9.1e-25 
ArgoL2 PF16488.2 493 – 539 2.4e-11 
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Piwi PF02171.14 639 - 957 2.9e-104 
Ortólogo em Solanum 
tuberosum XP_006347212.1 
ArgoN PF16486.2 178 – 310 8.9e-31 
ArgoL1 PF08699.7 321 – 371 7.7e-20 
PAZ PF02170.19 384 – 502 6.6e-23 
ArgoL2 PF16488.2 511 – 557 1.8e-11 
ArgoMid PF16487.2 568 – 642 1.0e-06 
Piwi PF02171.14 663 - 981 1.3e-102 
AGO6 
SlyAGO6 Solyc07g049500.2.1 
ArgoN PF16486.2 40 – 206 4.1e-24 
ArgoL1 PF08699.7 218 – 264 2.9e-14 
PAZ PF02170.19 272 – 403 3.4e-26 
ArgoL2 PF16488.2 415 – 458 1.6e-09 
Piwi PF02171.14 557 - 862 2.9e-97 
SpeAGO6 Sopen07g024850.1 
ArgoN PF16486.2 48 – 206 7.7e-28 
ArgoL1 PF08699.7 218 – 265 3e-15 
PAZ PF02170.19 272 – 403 3.9e-26 
ArgoL2 PF16488.2 413 – 458 5.3e-12 
Piwi PF02171.14 557 – 862 2.8e-97 
Ortólogo em Glycine XP_003541581.2 ArgoN PF16486.2 66 – 225 1.2e
-25 
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max ArgoL1 PF08699.7 237 – 285 1.2e-14 
PAZ PF02170.19 291 – 421 6.2e-28 
ArgoL2 PF16488.2 436 – 475 6.6e-08 
Piwi PF02171.14 573 - 880 1.7e-95 
Ortólogo em Medicago 
truncatula XP_003601587.1 
ArgoN PF16486.2 50 – 246 9.3e-23 
ArgoL1 PF08699.7 258 – 306 2.8e-14 
PAZ PF02170.19 312 – 442 1.1e-24 
ArgoL2 PF16488.2 457 – 497 5.8e-11 
ArgoMid PF16487.2 506 – 557 8.9e-07 
Piwi PF02171.14 595 - 910 1.5e-96 
AGO7 
SlyAGO7 Solyc01g010970.2.1 
ArgoN PF16486.2 138 – 295 6.1e-19 
ArgoL1 PF08699.7 306 – 355 7.2e-18 
PAZ PF02170.19 367 – 489 2.7e-21 
ArgoL2 PF16488.2 515 – 545 2.6e-08 
Piwi PF02171.14 653 - 960 2.6e-89 
SpeAGO7 Sopen01g006840.1 
ArgoN PF16486.2 147 – 293 7.5e-22 
ArgoL1 PF08699.7 304 – 352 8.4e-18 
PAZ PF02170.19 365 – 487 3.5e-21 
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ArgoL2 PF16488.2 497 – 543 2.1e-07 
Piwi PF02171.14 651 - 958 3.6e-89 
Ortólogo em Glycine 
max _XP_006574922.1 
ArgoN PF16486.2 189 – 335 8e-27 
ArgoL1 PF08699.7 345 – 394 9.6e-19 
PAZ PF02170.19 408 – 529 5.6e-22 
Piwi PF02171.14 692 - 1001 5.4e-91 
Ortólogo em Phasolus 
vulgaris XP_007153570.1 
ArgoN PF16486.2 45 – 191 2e-26 
ArgoL1 PF08699.7 201 – 250 8e-19 
PAZ PF02170.19 264 – 385 1.4e-22 
Piwi PF02171.14 549 - 856 6.1e-92 
Ortólogo em Solanum 
tuberosum XP_006365299.1 
ArgoN PF16486.2 150 – 297 1.5e-22 
ArgoL1 PF08699.7 308 – 356 9.9e-18 
PAZ PF02170.19 369 – 491 2.3e-21 
ArgoL2 PF16488.2 501 – 547 2.7e-07 
Piwi PF02171.14 655 - 962 1.3e-88 
AGO10 SlyAGO10.1 Solyc09g082830.2.1 
ArgoN PF16486.2 127 – 270 1.8e-23 
ArgoL1 PF08699.7 280 – 330 1.4e-22 
PAZ PF02170.19 342 – 462 1.2e-27 
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ArgoL2 PF16488.2 473 – 518 4.6e-16 
ArgoMid PF16487.2 529 – 606 2.4e-13 
Piwi PF02171.14 621 – 940 2.4e-114 
SlyAGO10.2 Solyc12g006790.1.1 
ArgoN PF16486.2 82 – 224 3.7e-18 
ArgoL1 PF08699.7 234 – 284 1.1e-21 
PAZ PF02170.19 302 – 416 1.3e-25 
ArgoL2 PF16488.2 429 – 472 6.7e-15 
ArgoMid PF16487.2 483 – 561 2.8e-11 
Piwi PF02171.14 575 - 891 3.9e-109 
SpeAGO10 Sopen09g031660.1 
ArgoN PF16486.2 136 – 270 4.5e-30 
ArgoL1 PF08699.7 280 – 330 1.7e-22 
PAZ PF02170.19 343 – 462 1.8e-27 
ArgoL2 PF16488.2 472 – 518 1e-15 
ArgoMid PF16487.2 529 – 606 2e-13 
Piwi PF02171.14 621 - 940 2.4e-114 
Ortólogo em Glycine 
max 
XP_003528280.1 
ArgoN PF16486.2 69 – 202 6.7e-26 
ArgoL1 PF08699.7 212 – 262 1.1e-20 
PAZ PF02170.19 268 – 394 2.8e-25 
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ArgoL2 PF16488.2 406 – 450 2.6e-15 
ArgoMid PF16487.2 461 – 538 2.2e-12 
Piwi PF02171.14 553 - 872 5.4e-109 
Ortólogo em Phasolus 
vulgaris 
XP_007138327.1 
ArgoN PF16486.2 68 – 201 4.3e-25 
ArgoL1 PF08699.7 211 – 261 1.1e-20 
PAZ PF02170.19 267 – 393 4.3e-26 
ArgoL2 PF16488.2 405 – 449 7.1e-17 
ArgoMid PF16487.2 460 – 537 1.9e-12 
Piwi PF02171.14 552 - 871 3.5e-110 
Ortólogo em Solanum 
tuberosum 
XP_006363457.1 
ArgoN PF16486.2 136 – 270 4.5e-30 
ArgoL1 PF08699.7 280 -330 1.7e-22 
PAZ PF02170.19 343 – 462 1.8e-27 
ArgoL2 PF16488.2 472 – 518 1e-15 
ArgoMid PF16487.2 529 – 606 2e-13 
Piwi PF02171.14 621 - 940 2.4e-114 
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Tabela S4 – Distribuição dos domínios conservados e suas localizações nas prováveis proteínas DCL identificadas em Solanum 
lycopersicum (Sly), Solanum pennellii (Spe) e seus ortólogos. 
Família Proteína ID Domínio conservado 
ID do 
domínio Início e fim E-value 
DCL1 
SlyDCL1 Solyc10g005130.2.1 
ResIII PF04851.12 259 - 420 2.5e-14 
Helicase C PF00271.28 656 – 773 1.7e-17 
Dicer dimer PF03368.11 848 – 936 1e-21 
PAZ PF02170.19 1214 – 1349 5e-22 
Ribonuclease 3 PF00636.23 1386 – 1468 2.8e-21 
Ribonuclease 3 PF00636.23 1586 – 1699 2.6e-24 
dsrm PF00035.23 1726 – 1784 7.2e-05 
DND1 DSRM PF14709.4 1811 – 1883 7.8e-14 
SpeDCL1 Sopen10g001150.1 
ResIII PF04851.12 256 - 420 2.2e-14 
Helicase C PF00271.28 656 – 773 9.2e-17 
Dicer dimer PF03368.11 848 – 936 7.1e-24 
PAZ PF02170.19 1214 – 1349 4.9e-22 
Ribonuclease 3 PF00636.23 1386 – 1534 2.5e-29 
Ribonuclease 3 PF00636.23 1612 – 1725 2.7e-24 
dsrm PF00035.23 1752 – 1810 7.3e-05 
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DND1 DSRM PF14709.4 1837 – 1909 7.9e-14 
Ortólogo em Vitis 
vinífera 
XP_002268369.1 
ResIII PF04851.12 318 – 478 1.3e-13 
Helicase C PF00271.28 715 – 832 9.9e-17 
Dicer dimer PF03368.11 907 – 995 6.2e-24 
PAZ PF02170.19 1268 – 1406 2.7e-24 
Ribonuclease 3 PF00636.23 1443 – 1591 2.3e-28 
Ribonuclease 3 PF00636.23 1667 – 1780 1.6e-24 
DND1 DSRM PF14709.4 1893 - 1966 5.4e-14 
Ortólogo em Solanum 
tuberosum XP_006352611.1 
ResIII PF04851.12 260 – 420 3.7e-14 
Helicase C PF00271.28 656 – 773 9.2e-17 
Dicer dimer PF03368.11 848 – 936 7.4e-24 
PAZ PF02170.19 1214 – 1349 4.9e-22 
Ribonuclease 3 PF00636.23 1386 – 1534 2.5e-29 
Ribonuclease 3 PF00636.23 1612 – 1725 1.4e-24 
dsrm PF00035.23 1752 – 1810 1.3e-04 
DND1 DSRM PF14709.4 1837 - 1909 7.9e-14 
Ortólogo em 
Theobroma cacao 
XP_007051386.1 
ResIII PF04851.12 356 – 516 5.2e-13 
Helicase C PF00271.28 753 – 870 5.4e-17 
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Dicer dimer PF03368.11 945 – 1033 8e-24 
PAZ PF02170.19 1312 – 1443 9.9e-25 
Ribonuclease 3 PF00636.23 1480 – 1627 1.8e-28 
Ribonuclease 3 PF00636.23 1703 – 1816 3.3e-24 
dsrm PF00035.23 1843 – 1903 2.2e-04 
DND1 DSRM PF14709.4 1929 - 2002 1.1e-13 
DCL2 
SlyDCL2.1 Solyc11g008520.1.1 
DEAD PF00270.26 26 – 192 1.9e-13 
Helicase C PF00271.28 375 – 492 2.9e-18 
Dicer dimer PF03368.11 588 – 668 2e-19 
PAZ PF02170.19 863 – 989 2.2e-13 
Ribonuclease 3 PF00636.23 1031 – 1149 2.8e-22 
Ribonuclease 3 PF00636.23 1221 – 1330 2e-21 
SlyDCL2.2 Solyc06g048960.2.1 
DEAD PF00270.26 22 -187 7.2e-13 
Helicase C PF00271.28 372 – 487 1.4e-17 
Dicer dimer PF03368.11 557 – 637 1.7e-20 
PAZ PF02170.19 826 – 958 4.5e-14 
Ribonuclease 3 PF00636.23 1000 – 1118 4.5e-22 
Ribonuclease 3 PF00636.23 1190 - 1301 3.4e-20 
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SlyDCL2.3 Solyc11g008540.1.1 
ResIII PF00270.26 8 – 137 9.1e-05 
Helicase C PF00271.28 318 – 437 2.4e-18 
Dicer dimer PF03368.11 507 – 586 2.6e-20 
PAZ PF02170.19 777- 908 4.8e-14 
Ribonuclease 3 PF00636.23 950 – 1068 3.1e-22 
Ribonuclease 3 PF00636.23 1140 - 1251 7.9e-20 
SlyDCL2.4 Solyc11g008530.1.1 
Helicase C PF00271.28 307 – 420 3.1e-19 
Dicer dimer PF03368.11 489 - 568 2.2e-20 
PAZ PF02170.19 764 – 875 2.3e-13 
Ribonuclease 3 PF00636.23 918 – 1036 7.7e-22 
Ribonuclease 3 PF00636.23 1109 - 1219 3.3e-19 
SpeDCL2.1 Sopen11g004310.1 
DEAD PF00270.26 121 – 287 1.6e-13 
Helicase C PF00271.28 468 – 587 6.7e-18 
Dicer dimer PF03368.11 657 – 738 2.5e-23 
PAZ PF02170.19 933 – 1057 2.3e-13 
Ribonuclease 3 PF00636.23 1100 – 1218 2.6e-22 
Ribonuclease 3 PF00636.23 1290 -1401 1.8e-20 
SpeDCL2.2 Sopen06g015290.2 DEAD PF00270.26 24 – 190 1.1e-12 
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Helicase C PF00271.28 372 – 490 3.1e-17 
Dicer dimer PF03368.11 560 – 642 7.5e-25 
PAZ PF02170.19 829 – 960 1.1e-13 
Ribonuclease 3 PF00636.23 1003 – 1121 3.1e-22 
Ribonuclease 3 PF00636.23 1192 - 1304 2.4e-20 
SpeDCL2.3 Sopen11g004330.1 
DEAD PF00270.26 24 – 190 9.9e-13 
Helicase C PF00271.28 371 – 490 1.5e-18 
Dicer dimer PF03368.11 560 – 640 7.8e-25 
PAZ PF02170.19 830 – 960 4e-14 
Ribonuclease 3 PF00636.23 1003 – 1121 5.2e-23 
Ribonuclease 3 PF00636.23 1193 - 1304 6.7e-20 
SpeDCL2.4 Sopen11g004320.1 
DEAD PF00270.26 24 – 190 4e-13 
Helicase C PF00271.28 360 – 473 2.3e-21 
Dicer dimer PF03368.11 542 – 587 7.4e-10 
PAZ PF02170.19 799 – 909 2.7e-12 
Ribonuclease 3 PF00636.23 952 – 1070 1.3e-21 
Ribonuclease 3 PF00636.23 1143 - 1210 1.5e-11 
SpeDCL2.5 Sopen11g017590.1 Helicase C PF00271.28 186 – 305 3.1e-18 
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SpeDCL2.6 Sopen06g015290.3 
DEAD PF00270.26 24 – 190 8.7e-13 
Helicase C PF00271.28 371 – 490 2.6e-17 
Dicer dimer PF03368.11 560 – 642 6.3e-25 
PAZ PF02170.19 829 – 960 9e-14 
Ribonuclease 3 PF00636.23 1003 - 1121 2.6e-22 
Ortólogo em Malus 
domestica 
XP_008370841.1 
DEAD PF00270.26 20 – 163 4.9e-14 
Helicase C PF00271.28 368 – 486 6.8e-17 
Dicer dimer PF03368.11 556 – 631 6.3e-22 
PAZ PF02170.19 826 – 952 5.2e-14 
Ribonuclease 3 PF00636.23 995 – 1113 7.3e-24 
Ribonuclease 3 PF00636.23 1185 – 1296 3e-22 
dsrm PF00035.23 1323 - 1387 1.5e-04 
Ortólogo em 
Theobroma cacao 
XP_007029209.1 
Helicase C PF00271.28 285 – 399 6e-18 
Dicer dimer PF03368.11 469 – 548 1.1e-22 
PAZ PF02170.19 738 – 862 1.1e-15 
Ribonuclease 3 PF00636.23 905 – 1020 9e-24 
Ribonuclease 3 PF00636.23 1095 – 1206 1.8e-21 
dsrm PF00035.23 1233 - 1297 1.7e-06 
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Ortólogo em Solanum 
tuberosum XP_015166742.1 
DEAD PF00270.26 24 – 190 8.9e-13 
Helicase C PF00271.28 371 – 490 4.7e-19 
Dicer dimer PF03368.11 560 – 640 7.8e-25 
PAZ PF02170.19 836 – 960 1.1e-14 
Ribonuclease 3 PF00636.23 1003 – 1121 1.8e-22 
Ribonuclease 3 PF00636.23 1193 - 1304 4.1e-20 
DCL3 
SlyDCL3.1 Solyc08g067210.2.1 
Helicase C PF00271.28 161 – 277 1.2e-17 
Dicer dimer PF03368.11 348 – 432 8.1e-23 
PAZ PF02170.19 662 – 798 1e-10 
Ribonuclease 3 PF00636.23 840 – 974 1.2e-25 
Ribonuclease 3 PF00636.23 1052 - 1156 8.6e-21 
SlyDCL3.2 Solyc08g067200.1.1 DEAD PF00270.26 38 - 199 9.9e-19 
SpeDCL3 Sopen08g021150.1 
DEAD PF00270.26 38 - 199 3e-17 
Helicase C PF00271.28 394 – 505 2e-18 
Dicer dimer PF03368.11 576 – 662 1.6e-25 
PAZ PF02170.19 890 – 1026 7.1e-10 
Ribonuclease 3 PF00636.23 1068 – 1201 2.2e-25 
Ribonuclease 3 PF00636.23 1280 - 1384 1.5e-20 
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Ortólogo em Citrus 
sinensis 
XP_006474520.1 
ResIII PF00270.26 57 – 210 2e-16 
Helicase C PF00271.28 401 – 515 2.5e-18 
Dicer dimer PF03368.11 586 – 672 6.9e-28 
PAZ PF02170.19 904 – 1036 8.8e-16 
Ribonuclease 3 PF00636.23 1078 – 1211 5.8e-24 
Ribonuclease 3 PF00636.23 1287 - 1395 2.7e-20 
Ortólogo em Solanum 
tuberosum XP_006361520.1 
DEAD PF00270.26 39 – 200 5.3e-17 
Helicase C PF00271.28 391 – 506 1.8e-18 
Dicer dimer PF03368.11 577 – 663 4.5e-25 
PAZ PF02170.19 892 – 1027 8.6e-11 
Ribonuclease 3 PF00636.23 1069 – 1202 3.8e-25 
Ribonuclease 3 PF00636.23 1282 - 1385 3.7e-20 
DCL4 SlyDCL4 Solyc07g005030.2.1 
DEAD PF00270.26 7 – 128 2.4e-08 
Helicase C PF00271.28 300 – 419 4.6e-19 
Dicer dimer PF03368.11 485 – 568 2.7e-23 
Ribonuclease 3 PF00636.23 937 – 1067 1.1e-22 
Ribonuclease 3 PF00636.23 1143 – 1252 5.9e-21 
DND1 DSRM PF14709.4 1454 - 1528 4.4e-15 
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SpeDCL4.1 Sopen07g001140.1 
zf-RVT PF13966.3 9 – 64 2.2e-07 
DEAD PF00270.26 122 – 282 6.2e-15 
Helicase C PF00271.28 467 – 572 1.6e-18 
Dicer dimer PF03368.11 639 – 724 2.2e-26 
PAZ PF02170.19 929 – 1048 1.2e-06 
Ribonuclease 3 PF00636.23 1091 – 1221 3.8e-22 
Ribonuclease 3 PF00636.23 1297 – 1406 7.5e-21 
DND1 DSRM PF14709.4 1608 - 1608 1.5e-15 
SpeDCL4.2 Sopen07g001140.2 
DEAD PF00270.26 106 – 268 3.5e-15 
Helicase C PF00271.28 453 – 558 1.6e-18 
Dicer dimer PF03368.11 625 – 710 2.2e-26 
PAZ PF02170.19 916 – 1035 1.2e-06 
Ribonuclease 3 PF00636.23 1078 – 1208 3.8e-22 
Ribonuclease 3 PF00636.23 1284 – 1393 7.5e-21 
DND1 DSRM PF14709.4 1595 - 1669 1.5e-15 
SpeDCL4.3 Sopen07g001140.3 
DEAD PF00270.26 106 – 268 3.5e-15 
Helicase C PF00271.28 453 – 558 1.6e-18 
Dicer dimer PF03368.11 625 – 710 2.2e-26 
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PAZ PF02170.19 915 – 1034 1.2e-06 
Ribonuclease 3 PF00636.23 1077 – 1207 3.8e-22 
Ribonuclease 3 PF00636.23 1283 – 1392 7.5e-21 
DND1 DSRM PF14709.4 1594 - 1668 1.5e-15 
Ortólogo em Phaseolus 
vulgaris 
XP_007155126.1 
ResIII PF04851.12 55 – 212 1.3e-13 
Helicase C PF00271.28 404 – 509 2e-18 
Dicer dimer PF03368.11 576 – 660 2.1e-24 
PAZ PF02170.19 868 – 989 2.5e-12 
Ribonuclease 3 PF00636.23 1033 – 1164 3.1e-21 
Ribonuclease 3 PF00636.23 1240 - 1349 1e-21 
Ortólogo em Solanum 
indicum XP_011078684.1 
DEAD PF00270.26 51 – 192 2.7e-14 
Helicase C PF00271.28 401 – 504 7.3e-19 
Dicer dimer PF03368.11 571 – 656 4.6e-28 
PAZ PF02170.19 866 – 982 8.3e-07 
Ribonuclease 3 PF00636.23 1025 – 1155 3.7e-21 
Ribonuclease 3 PF00636.23 1231 – 1340 3.8e-21 
DND1 DSRM PF14709.4 1552 - 1627 2.4e-21 
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Tabela S5 – Caracterização das famílias e sequências maduras e precursoras de miRNAs em Solanum lycopersicum. Tamanho 
(Tam) 
Família miRNA precursor 
Tamanho 
do miRNA 
precursor 
miRNA maduro Sequência do miRNA maduro 
Tamanho 
do 
miRNA 
maduro 
Localização 
do maduro 
no precursor 
miRNA maduro 
ortólogo 
Número de 
mismatches 
com o 
miRNA 
ortólogo 
Número de 
gaps com 
o miRNA 
ortólogo 
Sly-MIR1128 sly-miR1128 269 sly-miR1128 uacuacucccuccgucccaaa 21 1-21 ssp-miR1128 0 0 
Sly-MIR1446 sly-miR1446-1 113 sly-miR1446-1 ugaacucucucccucaauggcu 22 21-42 nta-miR1446 0 0 sly-miR1446-2 108 sly-miR1446-2-5p ugaacucucucccucaauggcu 22 11-32 nta-miR1446 0 0 
Sly-MIR156/157 
sly-miR156a-1 92 sly-miR156a-1 ugacagaagagagugagcaca 21 4-24 bna-miR156a 0 0 
sly-miR156a-2 93 sly-miR156a-2-3p gcucacuucucauucugucaga 22 70-91 aly-miR156a-3p 2 0 sly-miR156a-2-5p ugacagaagagagugagcaca 21 4-24 bna-miR156a 0 0 
sly-miR156c 99 sly-miR156c-3p ugcuuacucucuaucugucacc 22 77-98 mtr-miR156c-3p 0 0 sly-miR156c-5p ugauagaagagagugagcaca 21 4-24 rco-miR156c 1 0 
sly-miR156f 164 sly-miR156f uugacagaagagagagaguaca 22 42-63 gma-miR156f 1 0 
sly-miR156i-1 155 sly-miR156i-1-3p gcucacugcucuaucuuucauc 22 98-119 zma-miR156i-3p 1 0 sly-miR156i-1-5p ugacagaagagcgugagcac 20 33-52 zma-miR156i-5p 1 0 
sly-miR156i-2 104 sly-miR156i-2-3p ugcucacuucucuaucugucauc 23 61-83 mtr-miR156i-3p 1 0 sly-miR156i-2-5p ugacagaagagagugggcac 20 7-26 zma-miR156i-5p 1 0 
sly-miR156l-1 110 sly-miR156l-1-3p gcucacugcucuaucugucacc 22 79-100 zma-miR156l-3p 0 0 
  sly-miR156l-1-5p ugacagaagagagugagcac 20 12-31 zma-miR156l-5p 0 0 
sly-miR156l-2 112 sly-miR156l-2-3p gcucacugcucuaucugucacc 22 84-105 zma-miR156l-3p 0 0 sly-miR156l-2-5p ugacagaagagagugagcac 20 10-29 zma-miR156l-5p 0 0 
sly-miR157a-1 146 sly-miR157a-1-3p gcucuuuauucuucugucauca 22 96-117 aly-miR157a-3p 3 0 sly-miR157a-1-5p uugacagaagauagagagcac 21 31-51 ath-miR157a-5p 0 0 
sly-miR157a-2 202 sly-miR157a-2-3p gcucucuauucuucugucauca 22 125-146 aly-miR157a-3p 2 0 sly-miR157a-2-5p uugacagaagauagagagcac 21 61-81 ath-miR157a-5p 0 0 
sly-miR157a-3 101 sly-miR157a-3-3p gcucucuaugcuucugucauc 21 81-101 aly-miR157a-3p 2 0 sly-miR157a-3-5p uugacagaagauagagagcac 21 1-21 ath-miR157a-5p 0 0 
sly-miR157a-4 246 sly-miR157a-4-5p uugacagaagauagagagcac 21 63-83 ath-miR157a-5p 0 0 
Sly-MIR159 sly-miR159a 178 sly-miR159a-3p uuuggauugaagggagcucua 21 157-177 ath-miR159a 0 0 sly-miR159a-5p gagcuccuugaaguccaa 18 2-19 gma-miR159a-5p 0 0 
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sly-miR159b-3p auuggaaugaagggagcucua 21 22-242 gma-miR159b-3p 2 0 
sly-miR159b 259 sly-miR159b-5p uugcauauaucaggagcuuca 21 181-201 hbr-miR159b 1 0 
Sly-MIR160 
sly-miR160 95 sly-miR160 uggcauacagggagccaggca 21 67-87 aau-miR160 0 0 sly-miR160a-3p gcguauaaggagccaagcaua 21 65-85 gma-miR160a-3p 1 0 
sly-miR160a 86 sly-miR160a-5p ugccuggcucccuguaugcca 21 4-24 ath-miR160a-5p 0 0 
sly-miR160g 87 sly-miR160g-5p ugccuggcucccuggaugcca 21 2-22 ptc-miR160g 0 0 
sly-miR160h-1 95 sly-miR160h-1 ugccuggcucccuguaugccauu 23 7-29 mes-miR160h 0 0 
sly-miR160h-2 85 sly-miR160h-2 ugccuggcuccuuguaugccauu 23 4-26 mes-miR160h 1 0 
Sly-MIR162 
sly-miR162-1 128 sly-miR162-1-3p ucgauaaaccucugcauccag 21 94-104 csi-miR162-3p 0 0 sly-miR162-1-5p uggaggcagcgguucaucgauc 22 18-39 csi-miR162-5p 0 0 
sly-miR162-2 110 sly-miR162-2-3p ucgauaaaccucugcauccag 21 77-97 csi-miR162-3p 0 0 sly-miR162-2-5p uggaggcagcgguucaucgauc 22 16-37 csi-miR162-5p 0 0 
Sly-MIR164 
sly-miR164a 165 sly-miR164a-3p caugugccuguuuuccccauc 21 145-165 sly-miR164a-3p 0 0 sly-miR164a-5p uggagaagcagggcacgugca 21 4-24 ath-miR164a 0 0 
sly-miR164e 97 sly-miR164e-5p uggagaagcagggcacgugcaa 22 4-25 bra-miR164e-5p 0 0 sly-miR164e-3p cacguguucuccuucuccaac 21 77-97 bra-miR164e-3p 3 0 
sly-miR164f 88 sly-miR164f uggagaagcagggcacaugcu 21 8-28 ptc-miR164f 0 0 
Sly-MIR166 
sly-miR166-1 146 sly-miR166-1 ucggaccaggcuucauuccccc 22 103-124 ctr-miR166 0 0 
sly-miR166-2 158 sly-miR166-2 ucggaccaggcuucauuccccc 22 128-149 ctr-miR166 0 0 
sly-miR166-3 166 sly-miR166-3 ucggaccaggcuucauuccccc 22 132-153 ctr-miR166 0 0 
sly-miR166a-1 120 sly-miR166a-1-3p ucggaccaggcuucauucccc 21 91-111 ath-miR166a-3p 0 0 
sly-miR166a-2 107 sly-miR166a-2-3p ucggaccaggcuucauucccc 21 77-97 ath-miR166a-3p 0 0 sly-miR166a-2-5p ggaauguuguuuggcucgagg 21 13-33 stu-miR166a-5p 1 0 
sly-miR166a-3 93 sly-miR166a-3-3p ucggaccaggcuucauucccc 21 69-89 ath-miR166a-3p 0 0 
sly-miR166a-4 158 sly-miR166a-4-3p ucggaccaggcuucauucccc 21 115-135 ath-miR166a-3p 0 0 sly-miR166a-4-5p ggaauguugucuggcucgagg 21 25-45 aly-miR166a-5p 0 0 
sly-miR166g 187 sly-miR166g-3p ucggaccaggcuucauuccuc 21 145-165 osa-miR166g-3p 0 0 
Sly-MIR167 
sly-miR167a-1 122 sly-miR167a-1-3p gaucauguggcagccuuacc 20 83-102 stu-miR167a-3p 1 0 sly-miR167a-1-5p ugaagcugccagcaugaucuaa 22 21-43 bna-miR167a 0 0 
sly-miR167a-2 86 sly-miR167a-2-3p gaucaugugguugcuucacc 20 62-81 stu-miR167a-3p 3 0 sly-miR167a-2-5p ugaagcugccagcaugaucuaa 22 7-28 bna-miR167a 0 0 
sly-miR167c 84 sly-miR167c-3p ggucaugcucggacagccucacu 23 62-84 stu-miR167c-3p 0 0 sly-miR167c-5p ugaagcugccagcaugaucua 21 2-22 osa-miR167c-5p 0 0 
sly-miR167h-1 122 sly-miR167h-1 aucaugcuggcagcuucaacugcu 24 84-107 gma-miR167h 1 0 
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sly-miR167h-2 113 sly-miR167h-2 aucaugcuggcagcuucaacugcu 24 76-99 gma-miR167h 1 0 sly-miR167h-3-3p agaucauguggcagcaucacc 21 60-80 ptc-miR167h-3p 2 0 
sly-miR167h-3 85 sly-miR167h-3-5p agcaguugaagcugccagcaugau 24 24...1 gma-miR167h 1 0 
Sly-MIR168 
sly-miR168 154 sly-miR168 auucaguugaugcaaggcgggacc 24 10-33 aau-miR168 1 0 
sly-miR168a-1 154 sly-miR168a-1-3p cccgccuugcaucaacugaau 21 125-145 aly-miR168a-3p 0 0 sly-miR168a-1-5p ucgcuuggugcaggucgggac 21 10-30 sly-miR168a-5p 0 0 
sly-miR168a-2 160 sly-miR168a-2-5p ucgcuuggugcaggucgggac 21 9-29 nta-miR168a 0 0 sly-miR168a-2-3p ccugccuugcaucaacugaau 21 135-155 sly-miR168a-3p 0 0 
Sly-MIR169 
sly-miR169a-1 315 sly-miR169a-1-3p ggcaaguuguucuuggcuaua 21 13-33 zma-miR169a-3p 1 0 
sly-miR169a-2 158 sly-miR169a-2-5p cagccaaggaugacuugccga 21 42-62 ath-miR169a-5p 0 0 
sly-miR169b-1 202 sly-miR169b-1-5p cagccaaggaugacuugccgg 21 68-88 ath-miR169b-5p 0 0 
sly-miR169b-2 147 sly-miR169b-2-5p cagccaaggaugacuugccgg 21 42-62 ath-miR169b-5p 0 0 sly-miR169b-2-3p ggcaaguuguucuuggcuaua 21 92-102 zma-miR169b-3p 1 0 
sly-miR169b-3 184 sly-miR169b-3-5p cagccaaggaugacuugccgg 21 63-83 ath-miR169b-5p 0 0 
sly-miR169d 164 
sly-miR169d-3p gcaggucaucuuuagcuaacu 21 103-123 stu-miR169d-3p 0 0 
sly-miR169d-5p uagccaaggaugacuugucu 20 43-62 sbi-miR169d-5p 1 0 
sly-miR169e-3p uggcaagcaucuuuggcgacu 21 133-153 sly-miR169e-3p 0 0 
sly-miR169e 193 sly-miR169e-5p uagccaaggaugacuugccuuu 22 48-69 sly-miR169e-5p 0 0 
sly-miR169f.1 188 sly-miR169f.1 uagccaaggaugacuugccua 21 45-65 osa-miR169f.1 0 0 
sly-miR169g 208 sly-miR169g uagccaaggaugacuugccugc 22 45-66 bna-miR169g 0 0 
sly-miR169m 184 sly-miR169m uagccaaaaaugacuugccag 21 55-75 cme-miR169m 1 0 
Sly-MIR170/171 
sly-miR170-1 112 
sly-miR170-1-3p ugauugagccgugucaauauc 21 72-92 ath-miR170-3p 0 0 
sly-miR170-1-5p uauuggccugguucacucaga 21 23-43 aly-miR170-5p 0 0 
sly-miR170-2-3p ugauugagccgugccaauau 20 70-89 ath-miR170-3p 1 0 
sly-miR170-2 89 sly-miR170-2-5p uauuggccugguucacucaga 21 1-21 aly-miR170-5p 0 0 
sly-miR171b-1 92 sly-miR171b-1-3p uugagccgugccaauaucacg 21 68-88 ath-miR171b-3p 0 0 sly-miR171b-1-5p agauauuggugcgguucaau 20 7-26 aly-miR171b-5p 1 0 
sly-miR171b-2 159 sly-miR171b-2-3p uugagccgugccaauaucacg 21 105-125 ath-miR171b-3p 0 0 
sly-miR171b-3 110 sly-miR171b-3 ugauugagccgugccaauauc 21 72-92 osa-miR171b 0 0 sly-miR171c-1-3p ugauugagccgcgccaauau 20 57-76 osa-miR171c-3p 1 0 
sly-miR171c-1 76 sly-miR171c-1-5p uauuggugcgguucaaugaga 21 1-21 sly-miR171c 0 0 
sly-miR171c-2 99 sly-miR171c-2 agauugagccgcgccaauauc 21 70-90 ptc-miR171c 0 0 
sly-miR171c-3 100 sly-miR171c-3-3p agauugagccgcgccaauauc 21 71-91 ptc-miR171c 0 0 sly-miR171c-3-5p gauguuggugagguucaauc 20 10-29 aly-miR171c-5p 2 0 
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sly-miR171c-4 92 sly-miR171c-4 uaauugaaccgcaccaauauc 21 65-85 aqc-miR171c 1 0 
sly-miR171f 112 sly-miR171f augagccgaaccaauaucacu 21 72-92 sbi-miR171f 0 0 
sly-miR171i 86 sly-miR171i-3p ggauugagccgcgucaauauc 21 63-83 osa-miR171i-3p 0 0 
Sly-MIR172 
sly-miR172d-1 111 sly-miR172d-1 ugugaaucuugaugaugcugcau 23 71-93 vvi-miR172d 1 0 
sly-miR172d-2 274 sly-miR172d-2 gagaaucuugaugaugcugcau 22 12-33 vvi-miR172d 0 0 
sly-miR172d-3 93 sly-miR172d-2-3p ugagaaucuugaugaugcugcau 23 67-89 vvi-miR172d 0 0 sly-miR172d-5p gcagcaccauuaagauucaca 21 6-26 bra-miR172d-5p 1 0 
sly-miR172d-4 142 sly-miR172d-4-3p gagaaucuugaugaugcugcau 22 103-124 vvi-miR172d 0 0 sly-miR172d-4-5p gcauaaucaagauucac 17 24-40 stu-miR172d-5p 1 0 
sly-miR172d-5 164 sly-miR172d-5-3p ugggaaucuugaugaugcugcau 23 122-144 vvi-miR172d 1 0 sly-miR172d-5-5p ugcaacaucaucaagauucaca 22 14-35 mtr-miR172d-5p 2 0 
sly-miR172d-6 248 sly-miR172d-6-3p ugagaaucuugaugaugcugcau 23 128-150 vvi-miR172d 0 0 sly-miR172d-6-5p ugcagcaucaucaagauucaca 22 30-51 mtr-miR172d-5p 1 0 
sly-miR172d-7 166 sly-miR172d-7-3p ugagaaucuugaugaugcugca 22 130-151 vvi-miR172d 0 0 sly-miR172d-7-5p ugcagcaucuucaagauucaca 22 7-28 mtr-miR172d-5p 2 0 
sly-miR172d-8 126 sly-miR172d-8-5p guggagcaucaucaagauucaca 23 17-39 mtr-miR172d-5p 0 0 sly-miR172d-8-3p ggaaucuugaugaugcugcag 21 91-111 stu-miR172d-3p 0 0 
sly-miR172d-9 111 sly-miR172d-9-5p aaugcagcaucaucaagauucaca 24 18-41 mtr-miR172d-5p 2 0 sly-miR172d-9-3p agaaucuuaauagugcugcau 21 73-93 osa-miR172d-3p 3 0 
sly-miR172d-10 188 sly-miR172d-10-5p augcagcaucaucaagauucuca 23 70-48 vvi-miR172d 0 0 sly-miR172d-10-3p ugcagcaucaucaagauucu 20 68-49 ath-miR172d-3p 0 0 
sly-miR172j-1 109 sly-miR172j-1-5p gcagcaucaucaagauuccca 21 10-30 lus-miR172j 0 0 sly-miR172j-1-3p gaaucuugaugaugcucca 19 83-101 nta-miR172j 1 0 
sly-miR172j-2 169 sly-miR172j-2-5p gcagcaucaucaagauuccca 21 22-42 lus-miR172j 0 0 sly-miR172j-2-3p gaaucuugaugauguugcau 20 132-151 nta-miR172j 1 0 
Sly-MIR1886 
sly-miR1886a 187 sly-miR1886a augguaucgugagaugaaaucagc 24 64-87 stu-miR1886a 0 0 
sly-miR1886h-1 71 sly-miR1886h-1 auuuuacguugauuucaucucaug 24 39-62 stu-miR1886h 0 0 
sly-miR1886h-2 174 sly-miR1886h-2 auuuuacguugauuucaucucaug 24 89-112 stu-miR1886h 0 0 
Sly-MIR1917 sly-miR1917-1 148 sly-miR1917-1 auuaauaaagagugcuaaagu 21 33-53 sly-miR1917 0 0 sly-miR1917-2 191 sly-miR1917-2 auuaauaaagagugcuaaagu 21 43-63 sly-miR1917 0 0 
Sly-MIR1918 sly-miR1918 166 sly-miR1918 uguuggugagaguucgauucuc 22 37-58 sly-miR1918 0 0 
Sly-MIR1919 
sly-miR1919a-1 177 sly-miR1919a-1 acgagagucaucugugacagg 21 113-133 sly-miR1919a 0 0 
sly-miR1919a-2 160 sly-miR1919a-2 acgagagucaucugugacagg 21 110-130 sly-miR1919a 0 0 
sly-miR1919a-3 164 sly-miR1919a-3 acgagagucaucugugacagg 21 111-131 sly-miR1919a 0 0 
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Sly-MIR2101 sly-miR2101 82 sly-miR2101-3p auuuaacucaagugagcau 19 53-71 osa-miR2101-3p 0 0 sly-miR2111a-3p ccuugggaugcagauuauc 19 53-71 mtr-miR2111a-3p 1 0 
Sly-MIR2111 sly-miR2111a 71 sly-miR2111a-5p uaaucugcauccugagguuua 21 4-24 ath-miR2111a-5p 0 0 
Sly-MIR2604 sly-miR2604 199 sly-miR2604 uaauuuuuauguggaaguguu 21 49-69 mtr-miR2604 1 0 
Sly-MIR319 
sly-miR319-1 197 sly-miR319-3p-1 uuggacugaaggguuuccuuc 21 167-187 stu-miR319-3p 1 0 sly-miR319-5p-1 gcugcugaaucauugguuca 20 61-80 ata-miR319-5p 4 0 
sly-miR319-2 179 sly-miR319-5p-2 aggaaacuguuuaguccaacc 21 2-22 stu-miR319-5p 0 0 sly-miR319-3p-2 uuggacugaaggguuuccuuc 21 159-179 stu-miR319-3p 1 0 
sly-miR319a-1 187 sly-miR319a-1-3p uuggacugaagggagcucccu 21 161-181 ath-miR319a 0 0 sly-miR319a-1-5p gagcucucuccgguccaguc 20 10-29 zma-miR319a-5p 3 0 
sly-miR319a-2 189 sly-miR319a-2-3p uuggacugaagggagcucccu 21 160-180 ath-miR319a 0 0 sly-miR319a-2-5p agagcuuccuuuaguccacuc 21 11-31 mtr-miR319a-5p 1 0 
sly-miR319c-1 177 sly-miR319c-1 uuggacugaagggagcuccu 20 158-177 ath-miR319c 0 0 
sly-miR319c-2 177 sly-miR319c-2-3p uuggacugaagggagcuccuu 21 157-177 ath-miR319c 0 0 sly-miR319c-2-5p agagcuuccuucagcccacuc 21 5-25 sly-miR319c-5p 0 0 
sly-miR319c-3 171 sly-miR319c-3-3p cuuggacugaagggagcuccc 21 151-171 ppt-miR319c 0 0 sly-miR319c-3-5p gagcuuucuuuaguccacac 20 2-21 zma-miR319c-5p 3 0 
Sly-MIR3627 sly-miR3627 125 sly-miR3627-3p aagugccucugucuuucgaca 21 85-105 stu-miR3627-3p 0 0 sly-miR3627-5p uugucgcaggagagauggcacu 22 20-41 vvi-miR3627-5p 1 0 
Sly-MIR390 
sly-miR390a 110 sly-miR390a-3p cgcuauccauccugaguuuca 21 76-96 aly-miR390a-3p 0 0 sly-miR390a-5p aagcucaggagggauagcgcc 21 18-38 ath-miR390a-5p 0 0 
sly-miR390b 103 sly-miR390b-3p cgcuauccauccugaguuuua 21 67-87 lja-miR390b-3p 1 0 sly-miR390b-5p aagcucaggagggauagcacc 21 18-38 gma-miR390b-5p 0 0 
Sly-MIR393 sly-miR393a 78 sly-miR393a-3p aucaugcgaucucuucggaau 21 58-78 aly-miR393a-3p 3 0 sly-miR393a-5p uccaaagggaucgcauugaucc 22 2-23 ath-miR393a-5p 0 0 
Sly-MIR394 
sly-miR394a 81 sly-miR394a uuggcauucuguccaccucc 20 12-31 ath-miR394a 0 0 
sly-miR394b 235 sly-miR394b-3p aggugggcauacugccaauag 21 146-166 ath-miR394b-3p 0 0 sly-miR394b-5p uuggcauucuguccaccucc 20 72-91 ath-miR394b-5p 0 0 
Sly-MIR395 
sly-miR395a-1 151 sly-miR395a-1 cugaaguguuugggggaacuc 21 3-23 ath-miR395a 0 0 
sly-miR395a-2 170 sly-miR395a-2 cugaaguguuugggggaacucc 22 10-31 sly-miR395a 0 0 
sly-miR395a-3 107 sly-miR395a-3 cugaaguguuugggggaacuc 21 69-89 ath-miR395a 0 0 sly-miR395a-4-3p cugaaguguuugagggaac 19 259-277 ath-miR395a 1 0 
sly-miR395a-4 302 sly-miR395a-4-5p cugaaguguuugggggaacucc 22 76-97 sly-miR395a 0 0 
sly-miR395g 163 sly-miR395g uugaaguguuugggggaacuc 21 9-29 mtr-miR395g 0 0 
 121 
 
Sly-MIR396 
sly-miR396a 144 sly-miR396a-3p guucaauaaagcugugggaag 21 103-123 aly-miR396a-3p 0 0 sly-miR396a-5p uuccacagcuuucuugaacug 21 24-44 ath-miR396a-5p 0 0 
sly-miR396b 120 sly-miR396b-3p caagaaagcugugggaaa 18 96-113 aly-miR396b-3p 0 0 sly-miR396b-5p uuccacagcuuucuugaacuu 21 11-31 ath-miR396b-5p 0 0 
sly-miR396g-1 144 sly-miR396g-1-3p guucaagaaagcuguggaaaa 21 104-124 zma-miR396g-3p 1 0 sly-miR396g-1-5p ucccacagcuuucuuggacu 20 22-41 zma-miR396g-5p 2 0 
sly-miR396g-2 130 sly-miR396g-2-5p ucccacagcuuuauugaaccg 21 17-37 zma-miR396g-5p 1 0 sly-miR396g-2-3p guucaagaaagcuguggaaaa 21 96-116 zma-miR396g-3p 1 0 
Sly-MIR397 
sly-miR397-1 127 sly-miR397-1-3p caucaacgcuaaacucgauca 21 86-106 stu-miR397-3p 2 0 sly-miR397-1-5p auugagugcagcguugaugac 21 26-46 stu-miR397-5p 0 0 
sly-miR397-2 127 sly-miR397-2-3p caucaacgcugcacucaauca 21 84-104 stu-miR397-3p 1 0 sly-miR397-2-5p aucgaguuuagcguugauga 20 24-43 stu-miR397-5p 3 0 
Sly-MIR398 sly-miR398a 90 
sly-miR398a-3p uauguucucaggucgccccu 20 71-90 stu-miR398a-3p 0 0 
sly-miR398a-5p ggguugauuugagaacauaug 21 1-21 stu-miR398a-5p 0 0 
sly-miR398b 111 sly-miR398b-3p uguguucucagguuaccccug 21 82-102 ath-miR398b-3p 1 0 
Sly-MIR399 
sly-miR399a-1 140 sly-miR399a-1 ugccaaaggagaauugcccug 21 105-125 osa-miR399a 0 0 
sly-miR399a-2 140 sly-miR399a-2 ugccaaaggagaauugcacug 21 103-123 osa-miR399a 1 0 
sly-miR399a-3 103 sly-miR399a-3-3p cgccaaaggagagcugcccug 21 64-84 nta-miR399a 0 0 sly-miR399a-3-5p gggcuacucucuauuggcaug 21 21-41 stu-miR399a-5p 0 0 
sly-miR399a-4 323 sly-miR399a-4-3p cgccaaaggagagcugcccug 21 102-122 nta-miR399a 0 0 sly-miR399a-4-5p gggcuacucucuauuggcaug 21 59-79 stu-miR399a-5p 0 0 
sly-miR399a-5 217 sly-miR399a-5-3p cgccaaaggagagcugcccug 21 138-158 nta-miR399a 0 0 sly-miR399a-5-5p gggcuacucucuauuggcaug 21 63-83 stu-miR399a-5p 0 0 
sly-miR399d-1 123 sly-miR399d-1 ugccaaagaagauuugccccg 21 82-102 ptc-miR399d 0 0 
sly-miR399d-2 171 sly-miR399d-2 ugccaaagaagauuugccccg 21 109-129 ptc-miR399d 0 0 
sly-miR399d-3 89 sly-miR399d-3-3p gccaaaggagagcugcccua 20 61-80 mtr-miR399d 0 0 sly-miR399d-3-5p gggcuacucucuauaggcau 20 11-30 stu-miR399d-5p 1 0 
sly-miR399i-1 103 sly-miR399i-1 ugccaaaggagagcugcccug 21 64-84 osa-miR399i 0 0 
sly-miR399j-2 146 sly-miR399j-2 ugccaaaggagaguugcccua 21 100-120 osa-miR399j 0 0 
sly-miR399j-3 70 sly-miR399j-3-3p ugccaaaggagaguugcccua 21 50-70 osa-miR399j 0 0 sly-miR399j-3-5p gggcuacacucuauuggcau 20 2-21 stu-miR399j-5p 1 0 
Sly-MIR403 sly-miR403 112 
sly-miR403-3p cuagauucacgcacaagcucg 21 74-94 sly-miR403-3p 0 0 
sly-miR403-5p cguuugugcgugaaucuaaca 21 21-41 sly-miR403-5p 0 0 
sly-miR403a 112 sly-miR403a-3p uuagauucacgcacaaacgug 21 74-94 gma-miR403a 1 0 
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sly-miR403a-5p uugugcgugaaucua 15 24-38 aly-miR403a-5p 1 0 
Sly-MIR408 
sly-miR408-1 128 sly-miR408-1 cagggaagaggcagugcaugg 21 30-50 lja-miR408 1 0 
sly-miR408-2 88 
sly-miR408-2-3p augcacugccucuucccuggc 21 60-80 ath-miR408-3p 0 0 
sly-miR408-2-5p cggggacgagccagagcaug 20 11-30 osa-miR408-5p 3 0 
sly-miR408a-3p augcacagccucuucccuggc 21 52-72 gma-miR408a-3p 1 0 
sly-miR408a 72 sly-miR408a-5p acagggacgaggcagcgcaug 21 1-21 stu-miR408a-5p 0 0 
Sly-MIR437 sly-miR437 233 sly-miR437 aaaguuagagauguuugacuu 21 65-85 osa-miR437 1 0 
Sly-MIR4376 sly-miR4376 96 sly-miR4376-3p gcaucauacuccugcauauu 20 68-87 stu-miR4376-3p 0 0 sly-miR4376-5p acgcaggagagaugaugcugga 22 13-34 sly-miR4376 0 0 
Sly-MIR477 
sly-miR477 114 sly-miR477-3p aguucuuguagggugagacaac 22 79-100 sly-miR477-3p 0 0 sly-miR477-5p ugucucucccucaagggcucc 21 18-38 sly-miR477-5p 0 0 
sly-miR477a 70 sly-miR477a-3p gaagcucuagcagggagagcca 22 49-70 stu-miR477a-3p 0 0 sly-miR477a-5p ccucucccucaagggcuucuc 21 2-22 stu-miR477a-5p 0 0 
sly-miR477b 72 sly-miR477b-3p gaggucuuucgagugagaguga 22 51-72 stu-miR477b-3p 0 0 sly-miR477b-5p acucucccucaaaggcuucug 21 2-22 stu-miR477b-5p 0 0 
Sly-MIR482 
sly-miR482a-1 136 sly-miR482a-1 ucuuuccuacuccucccauacc 22 85-106 ghr-miR482a 0 0 sly-miR482a-2-5p gggauuggugaguuggaaagc 21 12-32 stu-miR482a-5p 3 0 
sly-miR482a-2 91 sly-miR482a-2-3p uuuccaauuccacccauuccua 22 60-81 sly-miR482a 0 0 
sly-miR482c 145 sly-miR482c uuuccuauuccacccaugccaa 22 98-112 stu-miR482c 0 0 
sly-miR482d 111 sly-miR482d-3p ucuugccuacaccgcccaugcc 22 71-92 stu-miR482d-3p 0 0 sly-miR482d-5p cgugagcgguggggaaagaua 21 21-41 stu-miR482d-5p 2 0 
sly-miR482e 149 sly-miR482e-3p ucuugccaauaccgcccauucc 22 91-112 stu-miR482e-3p 0 0 sly-miR482e-5p aguggguggugugguaagauu 21 42-62 stu-miR482e-5p 0 0 
Sly-MIR5014 sly-miR5014a 223 sly-miR5014a-3p uuguacaaauuuaagugua 19 171-189 ath-miR5014a-3p 0 0 
Sly-MIR5162 sly-miR5162 139 sly-miR5162 aaaugaccaaaauaccccuaaa 22 77-98 osa-miR5162 1 0 
Sly-MIR5174 sly-miR5174d 248 sly-miR5174d-5p ucccuccguuucaaaaagauuggc 24 1-24 bdi-miR5174d-5p 1 0 
Sly-MIR5282 sly-miR5282 128 sly-miR5282-3p gacggaauuagagagggauuuua 23 73-95 mtr-miR5282 1 0 sly-miR5282-5p augaaauuccuuacaaauuccuu 23 34-56 mtr-miR5282 5 0 
Sly-MIR530 sly-miR530 82 sly-miR530 ucugcauuugcaccugcaccu 21 2-22 stu-miR530 0 0 
Sly-MIR5300 sly-miR5300 266 sly-miR5300-5p uccccaguccaggcauuccaac 22 18-39 sly-miR5300 0 0 
Sly-MIR5303 
sly-miR5303 126 sly-miR5303 uuuuugaagaguucgagcaac 21 99-119 sly-miR5303 0 0 
sly-miR5303c 136 sly-miR5303c uuuuggagaauccgacacgcaccc 24 73-96 stu-miR5303c 0 0 
sly-miR5303f 126 sly-miR5303f auuuuuggagaaucugacacgggu 24 67-90 stu-miR5303f 0 0 
sly-miR5303g 128 sly-miR5303g auauuuuugaagagucugagcaac 24 92-115 stu-miR5303g 0 0 
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sly-miR5303h-1 131 sly-miR5303h-1 aacauuuuugaagagucugagcaa 24 98-121 stu-miR5303h 0 0 
sly-miR5303h-2 124 sly-miR5303h-2 aacauuuuugaagagucugagcaa 24 93-116 stu-miR5303h 0 0 
sly-miR5303j-1 107 sly-miR5303j-1 aauauuuuugaagagucugagcaa 24 64-87 stu-miR5303j 0 0 
sly-miR5303j-2 128 sly-miR5303j-2 aauauuuuugaagagucugagcaa 24 98-121 stu-miR5303j 0 0 
Sly-MIR5304 sly-miR5304 142 sly-miR5304-3p agaugaguauggugcauugga 21 93-113 stu-miR5304-3p 0 0 sly-miR5304-5p ucaaugcuacauacucauccc 21 33-53 sly-miR5304 0 0 
Sly-MIR5368 sly-miR5368 83 sly-miR5368 ggacagucucagguagaca 19 31-49 gma-miR5368 0 0 
Sly-MIR5532 sly-miR5532-1 163 sly-miR5532-1 auggaauauaugacaaaggugg 22 36-57 osa-miR5532 0 0 sly-miR5532-2 263 sly-miR5532-2 auggaauauaugacaaaggugg 22 169-190 osa-miR5532 0 0 
Sly-MIR6024 sly-miR6024 116 sly-miR6024-3p uuuuagcaagaguuguuuuacc 22 76-97 sly-miR6024 0 0 sly-miR6024-5p agaaacaacacuugcuaaagga 22 21-42 stu-miR6024-5p 1 0 
Sly-MIR6027 sly-miR6027 153 sly-miR6027-3p ugaauccuucggcuauccauaa 22 118-139 sly-miR6027-3p 0 0 sly-miR6027-5p auggguagcacaaggauuaaug 22 17-38 sly-miR6027-5p 0 0 
Sly-MIR7122 sly-miR7122 79 sly-miR7122-3p acagcguuuuucuguauaacc 21 59-79 stu-miR7122-3p 1 0 sly-miR7122-5p uauacagagaaaccgcugucg 21 4-24 stu-miR7122-5p 0 0 
Sly-MIR7696 sly-miR7696c 246 sly-miR7696c-3p uuuugaauuauuagaacuuga 21 5-25 mtr-miR7696c-3p 1 0 
Sly-MIR7805 sly-miR7805 339 sly-miR7805-5p aaauuugguguagugaauacu 21 238-258 rgl-miR7805-5p 1 0 
Sly-MIR7980 sly-miR7980b-1 111 
sly-miR7980b-3p-1 gagauggaaucaguguuuggacau 24 33-56 stu-miR7980b-3p 0 0 
sly-miR7980b-2-3p gagauggaaucaacgu 16 32-47 stu-miR7980b-3p 2 0 
sly-miR7980b-2 111 sly-miR7980b-2-5p guccaaacacugauuccaucuca 23 58-80 stu-miR7980b-5p 0 0 
Sly-MIR7981 sly-miR7981 210 sly-miR7981-3p auaggacuuuaguuuaguuaaggu 24 163-186 stu-miR7981-3p 0 0 sly-miR7981-5p uuaacuuaacuaagguucuauua 23 28-50 stu-miR7981-5p 4 0 
Sly-MIR7983 
sly-miR7983-1 173 sly-miR7983-1-3p acuaaugccgguaaagacuuuaac 24 113-136 stu-miR7983-3p 0 0 sly-miR7983-1-5p uaaagcuuuuagcgauauuuguuc 24 77-100 stu-miR7983-5p 4 0 
sly-miR7983-2 222 sly-miR7983-2-3p acuaaugccgguaaagacuuuaac 24 138-161 stu-miR7983-3p 0 0 sly-miR7983-2-5p uaaagcuuuuagcgaaauugauuc 24 102-124 stu-miR7983-5p 4 0 
sly-miR7983-3 182 sly-miR7983-3-3p acuaaugccgguaaagacuuuaac 24 98-121 stu-miR7983-3p 0 0 sly-miR7983-3-5p uaacggcuuuagcaacauuggauc 24 62-85 stu-miR7983-5p 4 0 
sly-miR7983-4 137 sly-miR7983-4-5p uaaagucuuuagcgacauugguuc 24 40-63 stu-miR7983-5p 0 0 sly-miR7983-4-3p acuaauuucgguaaagacuuuagc 24 76-99 stu-miR7983-3p 3 0 
sly-miR7983-5 73 sly-miR7983-5-5p uaaagucuuuagcgacauugguuc 24 9-32 stu-miR7983-5p 0 0 sly-miR7983-5-3p acuaaugcugguaaagacuuuagc 24 45-68 stu-miR7983-3p 2 0 
sly-miR7983-6 100 sly-miR7983-6-5p uaaagucuuuagcgacauugguuc 24 23-46 stu-miR7983-5p 0 0 sly-miR7983-6-3p acuaaugacggu-aagacuuuagc 24 59-81 stu-miR7983-3p 3 1 
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Sly-MIR7984 sly-miR7984c 202 
sly-miR7984c-3p uacgauaccaaacuuuauggagg 23 1-23 stu-miR7984c-3p 1 0 
sly-miR7984c-5p acgauaccaaacuuuauggagga 23 2-24 stu-miR7984c-5p 1 0 
sly-miR7984d 216 sly-miR7984d-3p caauuucggucaaaguucggauau 24 193-216 stu-miR7984d-3p 0 0 
Sly-MIR7985 sly-miR7985 178 sly-miR7985 cgggcuugccuagugcggguuacc 24 85-108 stu-miR7985 2 0 
Sly-MIR7987 sly-miR7987 208 sly-miR7987-3p acacuaguugaucuuauugaugac 24 130-153 stu-miR7987 0 0 sly-miR7987-5p acacuagcugaugcuauugaugac 24 12-35 stu-miR7987 3 0 
Sly-MIR7990 
sly-miR7990a-1 102 sly-miR7990a-1 uucaaaugaucguaacuuuggccu 24 79-102 stu-miR7990a 0 0 
sly-miR7990a-2 211 sly-miR7990a-2 uucaaaugaucguaacuuuggccu 24 133-156 stu-miR7990a 0 0 
sly-miR7990a-3 219 sly-miR7990a-3 uucaaaugaucguaacuuuugccu 24 128-151 stu-miR7990a 1 0 
Sly-MIR7992 sly-miR7992 208 sly-miR7992-3p ugucuagaugugcacuccaaagu 23 172-194 stu-miR7992-3p 2 0 sly-miR7992-5p aguacacauccagacacu 18 24-41 stu-miR7992-5p 3 0 
Sly-MIR7993 sly-miR7993a 218 sly-miR7993a auauuuuauguuguuaacuuaacu 24 156-179 stu-miR7993a 1 0 
Sly-MIR7997 sly-miR7997a 128 sly-miR7997a augcugcucggacucuucaaa 21 6-26 stu-miR7997a 0 0 
Sly-MIR8001 
sly-miR8001a 139 sly-miR8001a uccuggggauuaguaugaaaauuc 24 34-57 stu-miR8001a 0 0 
sly-miR8001b-1 132 sly-miR8001b-1-3p acuuuuauacuaauucccagga 22 73-94 stu-miR8001b-3p 4 0 sly-miR8001b-1-5p auggggauuaguaugaaaauuugc 24 28-51 stu-miR8001b-5p 0 0 
sly-miR8001b-2 90 sly-miR8001b-2-5p auggggauuaguaugaaaauuugc 24 28-51 stu-miR8001b-5p 1 0 
Sly-MIR8006 sly-miR8006-1 243 
sly-miR8006-1-3p ugcccugccguccaaaaacuaga 23 211-233 stu-miR8006-3p 1 0 
sly-miR8006-1-5p uaguuuuuggauuacagagacacc 24 14-37 stu-miR8006-5p 4 0 
sly-miR8006-2 184 sly-miR8006-2-5p uaguuuuugaacgacaggggcacc 24 38-61 stu-miR8006-5p 1 0 
Sly-MIR8007 
sly-miR8007a 149 sly-miR8007a-5p auguggcacuuuucggauuucgag 24 75-98 stu-miR8007a-5p 1 0 
sly-miR8007b 270 sly-miR8007b-5p augugacacuuuuuggauuucgag 24 24-47 stu-miR8007b-5p 1 0 sly-miR8007b-3p aaaaacgaaaagugcca 17 227-243 stu-miR8007b-3p 2 0 
Sly-MIR8008 
sly-miR8008a-1 54 sly-miR8008a-1 auuuccagaaaagcgacggacag 23 1-23 stu-miR8008a 0 0 sly-miR8008a-2-3p auuuacagaaaagcgacgga 20 166-185 stu-miR8008a 1 0 
sly-miR8008a-2 188 sly-miR8008a-2-5p auuuccagaaaagugacggacagu 24 101-124 stu-miR8008a 1 0 sly-miR8008b-1-3p caaggaaagcgacagacauu 20 155-174 stu-miR8008b 4 0 
sly-miR8008b-1 223 sly-miR8008b-1-5p aaacccagaaaagcgacggaca 22 86-107 stu-miR8008b 0 0 
sly-miR8008b-2 192 sly-miR8008b-2-3p aaacccagaaaagcgacagacag 23 72-94 stu-miR8008b 1 0 sly-miR8008b-2-5p aaaaaaucgacggacag 17 14-30 stu-miR8008b 2 0 
sly-miR8008b-3 193 sly-miR8008b-3-3p aaacccagaaaagcgacggaca 22 136-157 stu-miR8008b 0 0 sly-miR8008b-3-5p aaucccagaaaagcgacugaca 22 5-26 stu-miR8008b 2 0 
Sly-MIR8011 sly-miR8011a-1 100 sly-miR8011a-1-3p acaaaaagaagccucacacaacu 24 72-94 stu-miR8011a-3p 1 0 sly-miR8011a-2 168 sly-miR8011a-2-5p uugugugaggucucuuuuuguuu 23 40-62 stu-miR8011a-5p 1 0 
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sly-miR8011a-2-3p aauaaaaagaagucucacgcaacu 24 107-130 stu-miR8011a-3p 2 0 
Sly-MIR8013 sly-miR8013 216 sly-miR8013 agaagaaaaucacaccgucagaag 24 44-67 stu-miR8013 2 0 
Sly-MIR8019 
sly-miR8019-1 283 sly-miR8019-1-3p aaaagaaugaccugguuugacuug 24 33-56 stu-miR8019-3p 0 0 sly-miR8019-1-5p aggaaaggagguuauucuuuuug 23 233-255 stu-miR8019-5p 4 0 
sly-miR8019-2 262 sly-miR8019-2-3p aaaagaaugaccugguuugacuug 24 22-45 stu-miR8019-3p 0 0 sly-miR8019-2-5p gaaagaggucauucuuuuu 19 188-206 stu-miR8019-5p 3 0 
Sly-MIR8020 sly-miR8020 123 sly-miR8020 aauuucauugaguauguuguuguu 24 20-43 stu-miR8020 0 0 
Sly-MIR8021 
sly-miR8021-1 219 sly-miR8021-1 auucaaggcucaaacucgagaccu 24 1-24 stu-miR8021 0 0 
sly-miR8021-2 233 sly-miR8021-2 auucaaggcucaaacucgagaccu 24 4-27 stu-miR8021 0 0 
sly-miR8021-3 232 sly-miR8021-3 auucaaggcucaaacucgagaccu 24 8-31 stu-miR8021 0 0 
Sly-MIR8025 sly-miR8025 137 sly-miR8025-3p uuuaauugcaugccgacugugug 23 115-137 stu-miR8025-3p 2 0 sly-miR8025-5p acacacuacacaugcaauuaaauu 24 28-51 stu-miR8025-5p 3 0 
Sly-MIR8032 sly-miR8032d 311 sly-miR8032d-3p agugugaguuggugcgauuagg 22 117-138 stu-miR8032d-3p 0 0 
Sly-MIR8033 sly-miR8033 108 sly-miR8033-3p auuucugcagcuuuggaauu 20 71-90 stu-miR8033-3p 4 0 sly-miR8033-5p uuccaaagcugcagaaaugagu 22 21-42 stu-miR8033-5p 0 0 
Sly-MIR8038 sly-miR8038a 136 sly-miR8038a-3p uucagcuuacucacuugga 19 94-112 stu-miR8038a-3p 2 0 sly-miR8038a-5p ccuugugaguaaguugaaucuc 22 26-47 stu-miR8038a-5p 0 0 
Sly-MIR8039 sly-miR8039-1 181 sly-miR8039-1 uuuccuaucugaacuaugacc 21 72-92 stu-miR8039 1 0 sly-miR8039-2 159 sly-miR8039-2 uuuccuaucggaacuaucacc 21 57-77 stu-miR8039 1 0 
Sly-MIR8045 
sly-miR8045-1 95 sly-miR8045-1 auugauaguugagguguguuu 21 75-95 stu-miR8045 0 0 
sly-miR8045-2 186 sly-miR8045-2-3p ugauaguuuagguuug 16 139-154 stu-miR8045 2 0 sly-miR8045-2-5p auugauaguugagguguguuu 21 76-96 stu-miR8045 0 0 
Sly-MIR8051 sly-miR8051 257 sly-miR8051-5p uaguaugguagaaagauuca 20 122-141 stu-miR8051-5p 0 0 
Sly-MIR8172 sly-miR8172 92 sly-miR8172 auggaucaucuagauggagau 21 11-31 ath-miR8172 0 0 
Sly-MIR8175 sly-miR8175 171 sly-miR8175 gauccccggcaacggcgcca 20 27-46 ath-miR8175 0 0 
Sly-MIR827 sly-miR827 108 sly-miR827-3p uuagaugaacaucaacaaaca 21 78-98 nta-miR827 0 0 sly-miR827-5p uuuguugauggucaucuauuc 21 12-32 stu-miR827-5p 0 0 
Sly-MIR828 sly-miR828a 119 sly-miR828a ucuugcucaaaugaguauucca 22 28-49 vvi-miR828a 0 0 
Sly-MIR845 sly-miR845b 285 sly-miR845b-5p ucaauugguaucagagcaa 19 206-224 aly-miR845b-5p 0 0 
Sly-MIR9471 
sly-miR9471a 180 sly-miR9471a-3p uuggcugagugagcaucacgg 21 130-150 sly-miR9471a-3p 0 0 sly-miR9471a-5p caggugcucacucagcuaaua 21 43-63 sly-miR9471a-5p 0 0 
sly-miR9471b 147 sly-miR9471b-3p uuggcugagugagcaucacug 21 108-128 sly-miR9471b-3p 0 0 sly-miR9471b-5p gaggugcucacucagcuaaua 21 21-41 sly-miR9471b-5p 0 0 
Sly-MIR9472 sly-miR9472 180 sly-miR9472-3p uucacaaucucugcugaaaaa 21 141-161 sly-miR9472-3p 0 0 
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sly-miR9472-5p uuucaguagacguugugaaua 21 23-43 sly-miR9472-5p 0 0 
Sly-MIR9473 
sly-miR9473-1 120 sly-miR9473-1-5p uggcuguaaaucuaaacucgu 21 12-32 sly-miR9473-5p 0 0 sly-miR9473-1-3p aaacgaguucagauuuacagc 21 90-100 sly-miR9473-3p 0 0 
sly-miR9473-2 118 sly-miR9473-2-5p acgaguuuagauuuacagcca 21 111-91 sly-miR9473-5p 0 0 sly-miR9473-2-3p gcuguaaaucugaacucguuu 21 33-13 sly-miR9473-3p 0 0 
Sly-MIR9476 
sly-miR9476-1 94 sly-miR9476-1-3p aaaaagaugcaggacuagacc 21 63-83 sly-miR9476-3p 0 0 sly-miR9476-1-5p ucuaguccugcaucuuuuuuu 21 14-34 sly-miR9476-5p 0 0 
sly-miR9476-2 94 sly-miR9476-2-3p aaaaagaugcaggacuagacc 21 63-83 sly-miR9476-3p 0 0 sly-miR9476-2-5p ucuaguccugcaucuuuuuuu 21 14-34 sly-miR9476-5p 0 0 
Sly-MIR9478 sly-miR9478-5p 211 sly-miR9478-3p uucgaugacauauuugagccu 21 174-194 sly-miR9478-3p 0 0 sly-miR9478-5p gcuuaaauauguagaucgaacu 22 20-41 sly-miR9478-5p 0 0 
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Tabela S6 – Caracterização das famílias e sequências maduras e precursoras de miRNAs em Solanum pennellii. Tamanho (Tam) 
Família miRNA precursor 
Tamanho 
do miRNA 
precursor 
miRNA maduro Sequência do miRNA maduro 
Tamanho 
do 
miRNA 
maduro 
Localizaçã
o do 
maduro no 
precursor 
miRNA maduro 
ortólogo 
Número de 
mismatches 
com o 
miRNA 
ortólogo 
Número de 
gaps com 
o miRNA 
ortólogo 
Spe-MIR1128 spe-miR1128 301 spe-miR1128-5p uacuacucccuccgucccaaa 21 91-111 ssp-miR1128 0 0 
Spe-MIR1446 spe-miR1446 139 spe-miR1446-5p ugaacucucucccucaauggcu 22 26-47 nta-miR1446 0 0 spe-miR1446a 96 spe-miR1446a-5p uucugaacucucucccucaa 20 8-27 ptc-miR1446a 0 0 
Spe-MIR156 
spe-miR156-1 149 spe-miR156-1-5p uugacagaagauagagagcac 21 22-42 sly-miR156a  0 0 spe-miR156-1-3p gcucucuaugcuuccgucauc 21 111-131 stu-miR156d-3p 1 0 
spe-miR156-10 108 spe-miR156-10-5p ugacagaagagagugagcaca 21 10-30 rco-miR156a 0 0 spe-miR156-10-3p  gcucacugcucuaucugucacc  22 80-101 sly-miR156d-3p 0 0 
spe-miR156-11 157  spe-miR156-11-5p  ugacagaagggcgugagcaca 21 35-55 rco-miR156a 2 0 spe-miR156-11-3p gcucacugcucuaucuuucauc 22 100-121 sly-miR156d-3p 2 0 
spe-miR156-12 91  spe-miR156-12-5p  ugacagaagagagugagcaca  21 3-23 rco-miR156a  0 0 spe-miR156-12-3p gcucacuucucauucugucagc 22 69-90 zma-miR156d-3p 1 0 
spe-miR156-2 101 spe-miR156-2-5p uugacagaagauagagagcac 21 1-21 sly-miR156a 0 0 spe-miR156-2-3p gcucucuaugcuucugucauc 21 81-101 stu-miR156d-3p 0 0 
spe-miR156-3 188 spe-miR156-3-5p uugacagaagauagagagcac 21 52-72 sly-miR156a 0 0 spe-miR156-3-3p gcucuuuauucuucugucauc 21 117-137 mtr-miR156h-3p 0 0 
spe-miR156-4 86  spe-miR156-4-5p uugacagaagauagagagcac 21 2-22 sly-miR156a 0 0 spe-miR156-4-3p gcucuuuauucuucugucau 20 6-86 mtr-miR156h-3p 1 0 
spe-miR156-5 86 spe-miR156-5-5p uugacagaagauagagagcac 21 2-22 sly-miR156a 0 0 spe-miR156-5-3p gcucuuuauucuucugucac 20 6-86 mtr-miR156h-3p 2 0 
spe-miR156-6 108 spe-miR156-6-5p uugacagaagauagagagcac 21 14-34 sly-miR156a 0 0 spe-miR156-6-3p gcucucuauucuucugucauca 22 78-99 stu-miR156d-3p 1 0 
spe-miR156-7 97 spe-miR156-7-5p  ugacagaagagagugagcaca  21 4-24 rco-miR156a  0 0 spe-miR156-7-3p  gcuuacucucuaucugucacc 21 76-96 sly-miR156e-3p 0 0 
spe-miR156-8 92  spe-miR156-8-5p  ugacagaagagagugagcaca  21 4-24 rco-miR156a  0 0 spe-miR156-8-3p gcucacuucucuaucugucacc  22 70-91 sly-miR156d-3p 1 0 
spe-miR156-9 101  spe-miR156-9-5p ugacagaagagagugagcaca 21 9-29 rco-miR156a 0 0 spe-miR156-9-3p gcucacugcucuaucugucacc 22 75-96 sly-miR156d-3p 0 0 
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Spe-MIR160 
spe-miR160-1 88  spe-miR160-1-5p ugccuggcucccuguaugccauu 23 4-26 mes-miR160h 0 0 spe-miR160-1-3p gcguaugaggagccaagcaua 21 68-88 stu-miR160a-3p 0 0 
spe-miR160-2 116  spe-miR160-2-5p ugccuggcuccuuguaugccauu 23 19-41 mes-miR160h 1 0 spe-miR160-2-3p gcauucuaggagcuaagcaug 21 80-100 zma-miR160b-3p  4 0 
spe-miR160a 103  spe-miR160a-5p  ugccuggcucccuguaugcca 21 12-32 sly-miR160a   0 0 spe-miR160a-3p  gcguauaaggagccaagcaua  21 73-93 stu-miR160a-3p 1 0 
spe-miR160c 87 spe-miR160c-5p ugccuggcucccuggaugcca 21 2-22 tcc-miR160c 0 0 
spe-miR160g-1 95  spe-miR160g-1-5p ugcuuggcuccucauacgcca 21 7-27 ppt-miR160g 4 0 spe-miR160g-1-3p uggcauacagggagccaggca 21 69-89 aau-miR160 0 0 
spe-miR160g-2 95  spe-miR160g-2-5p ugcuuggcuccuuauacgcca 21 8-28 ppt-miR160g  3 0 spe-miR160g-2-3p  uggcauacagggagccaggca 21 67-87 aau-miR160 0 0 
Spe-MIR162 
spe-miR162a-1 110  spe-miR162a-1-5p ggaggcagcgguucaucgauc 21 17-37 stu-miR162a-5p 0 0 spe-miR162a-1-3p ucgauaaaccucugcauccag 21 77-97 sly-miR162  0 0 
spe-miR162a-2 130  spe-miR162a-2-5p ggaggcagcgguucaucgauc 21 19-39 stu-miR162a-5p 0 0 spe-miR162a-2-3p  ucgauaaaccucugcauccag 21 96-116 sly-miR162 0 0 
Spe-MIR164 
spe-miR164 98  spe-miR164-5p uggagaagcagggcacaugcu 21 12-32 stu-miR164-5p 0 0 spe-miR164-3p caugugcucuagcucuccagc 21 68-88 stu-miR164-3p 0 0 
spe-miR164a 165  spe-miR164a-5p uggagaagcagggcacgugca 21 4-24 sly-miR164a-5p  0 0 spe-miR164a-3p caugugccuguuuuccccauc 21 143-163 sly-miR164a-3p 0 0 
spe-miR164b 112  spe-miR164b-5p uggagaagcagggcacgugca 21 19-39 sly-miR164b-5p 0 0 spe-miR164b-3p  cacguguucuccuucuccaac 21 92-112 sly-miR164b-3p 0 0 
Spe-MIR166 
spe-miR166-1 117  spe-miR166-1-5p  agaaugucgucugguucgaga  21 11-31 stu-miR166d-5p   0 0 spe-miR166-1-3p ucggaccaggcuucauucccc 21 89-109 sly-miR166a  0 0 
spe-miR166-2 107  spe-miR166-2-5p ggaauguuguuuggcucgagg 21 13-33 stu-miR166c-5p 0 0 spe-miR166-2-3p ucggaccaggcuucauucccc 21 77-97 sly-miR166a 0 0 
spe-miR166a-1 146 spe-miR166a-1-3p ucggaccaggcuucauucccc  21 103-123 sly-miR166a  0 0 
spe-miR166a-2 93 spe-miR166a-2-3p ucggaccaggcuucauucccc  21 69-89 sly-miR166a 0 0 
spe-miR166a-3 174  spe-miR166a-3-5p ggaauguugucuggcucgaag 21 18-38 stu-miR166a-5p  1 0 spe-miR166a-3-3p ucggaccaggcuucauucccc   21 140-160 sly-miR166a 0 0 
spe-miR166c 187  spe-miR166c-5p gggauguugucuggcucgaca 21 21-41 sly-miR166c-5p 0 0 spe-miR166c-3p  ucggaccaggcuucauuccuc  21 145-165 sly-miR166c-3p 0 0 
Spe-MIR167 spe-miR167-1 85  
spe-miR167-1-5p ugaagcugccagcaugaucua 21 7-27 sly-miR167a 0 0 
spe-miR167-1-3p gaucauguggcagcaucacc 20 61-80 stu-miR167b-3p 0 0 
spe-miR167-2 86  spe-miR167-2-5p ugaagcugccagcaugaucua  21 7-27 sly-miR167a 0 0 
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spe-miR167-2-3p gaucaugugguugcuucacc  20 62-81 stu-miR167d-3p  0 0 
spe-miR167-3 84  spe-miR167-3-5p ugaagcugccagcaugaucua 21 2-22 sly-miR167a 0 0 spe-miR167-3-3p ggucaugcucggacagccucacu  23 62-84 stu-miR167c-3p 0 0 
spe-miR167a 93  spe-miR167a-5p ugaagcugccagcaugaucua 21 8-28 sly-miR167a    0 0 spe-miR167a-3p gaucauguggcagccucacc 20 69-88 stu-miR167a-3p 0 0 
spe-miR167h 196 spe-miR167h-3p  aucaugcuggcagcuucaacugau 24 117-140 gma-miR167h 1 0 
Spe-MIR168 
spe-miR168a 186  spe-miR168a-5p ucgcuuggugcaggucgggac 21 22-42 sly-miR168a-5p  0 0 spe-miR168a-3p ccugccuugcaucaacugaau 21 147-167 sly-miR168a-3p 0 0 
spe-miR168b 170  spe-miR168b-5p ucgcuuggugcaggucgggac 21 16-36 sly-miR168b-5p 0 0 spe-miR168b-3p cccgccuugcaucaacugaau 21 131-151 sly-miR168b-3p 0 0 
Spe-MIR169 
spe-miR169-1 155  spe-miR169-1-5p  cagccaaggaugacuugccgg 21 44-64 sly-miR169a  0 0 spe-miR169-1-3p ccggcaaguuguuuuuggcuau 22 92-113 gma-miR169l-3p 2 0 
spe-miR169-2 190  spe-miR169-2-5p uagccaaggaugacuugccua 21 46-66 sly-miR169d 0 0 spe-miR169-2-3p gcaaguuauccuggcuauc 19 126-144 stu-miR169e-3p 0 0 
spe-miR169-3 164  spe-miR169-3-5p uagccaagaaugacuugccug 21 43-63 sly-miR169b 1 0 spe-miR169-3-3p  gcaggucaucuuuagcuaacu  21 103-123 stu-miR169d-3p 0 0 
spe-miR169-4 192  spe-miR169-4-5p  uagccaaggaugacuugccug  21 51-71 sly-miR169b 0 0 spe-miR169-4-3p gcaggucaucuuuagcuaacu 21 121-141 stu-miR169d-3p 0 0 
spe-miR169-5 224  spe-miR169-5-5p cagccaaggaugacuugccga 21 58-78 sly-miR169c 0 0 
spe-miR169-5-3p ggcaagugguccuuggcuaca   21 153-173 ata-miR169d-3p 1 0 
spe-miR169a-1 147  spe-miR169a-1-5p cagccaaggaugacuugccgg 21 41-61 sly-miR169a 0 0 spe-miR169a-1-3p ggcaaguuguucuuggcuaua 21 91-111 zma-miR169a-3p 1 0 
spe-miR169a-2 161 spe-miR169a-2-5p cagccaaggaugacuugccgg 21 49-69 sly-miR169a 0 0 
spe-miR169c 98 spe-miR169c-5p cagccaaggaugacuugccga 21 20-40 sly-miR169c 0 0 
spe-miR169e 179  spe-miR169e-5p uagccaaggaugacuugccuuu 22 48-69 sly-miR169e-5p 0 0 spe-miR169e-3p uggcaagcaucuuuggcgacu 21 119-139 sly-miR169e-3p  0 0 
Spe-MIR170/171 
spe-miR171 110  spe-miR171-5p  ugggauguuggugugguucaa  21 10-30 mdm-miR171o 1 0 spe-miR171-3p  ugauugagccgugccaauauc 21 72-92 sly-miR171a 0 0 
spe-miR171-1 81  spe-miR171-1-5p agauauuggugcgguucaauu 21 1-21 stu-miR171d-5p 0 0 spe-miR171-1-3p uaauugagccgugccaauauc 21 59-79 aqc-miR171f  0 0 
spe-miR171-2 75  spe-miR171-2-5p uauuggugcgguucaaugaga 21 1-21 sly-miR171c   0 0 spe-miR171-2-3p ugauugagccgcgccaauau 20 56-75 ath-miR171a-3p  0 0 
spe-miR171-3 92  spe-miR171-3-5p gauauuggcacggcucaauu 21 8-27 zma-miR171b-5p  3 0 
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spe-miR171-3-3p  uaauugaaccgcaccaauauc 21 65-85 aqc-miR171c    1 0 
spe-miR171-4 86  spe-miR171-4-5p agauauugaugcgguucaauc 21 2-22 ath-miR171c-5p 1 0 spe-miR171-4-3p uugagccgcgucaauaucucu 21 66-86 sly-miR171e  0 0 
spe-miR171-5 112  spe-miR171-5-5p  uguuggaauggcucaaucaaa 21 21-41 ata-miR171b-5p 1 0 
spe-miR171-5-3p ugauugagccgugccaauauc  21 74-94 sly-miR171a 0 0 
spe-miR171-6 134  spe-miR171-6-5p uauuggccugguucacucaga 21 37-57 stu-miR171a-5p 0 0 spe-miR171-6-3p ugauugagccgugucaauauc 21 86-106 stu-miR171c-3p 0 0 
spe-miR171-7 112  spe-miR171-7-5p  agugauauugguucggcucauc 22 21-42 ptc-miR171l-5p 2 0 spe-miR171-7-3p gugagccgaaccaauaucacg 21 71-91 osa-miR171h 1 0 
spe-miR171a 89  spe-miR171a-5p uauuggccugguucacucaga 21 1-21 stu-miR171a-5p 0 0 spe-miR171a-3p ugauugagccgugccaauau 20 70-89 sly-miR171a 1 0 
spe-miR171e-1 127  spe-miR171e-1-5p cgauguuggugagguucaauc  21 24-44 mtr-miR171e-5p 0 0 spe-miR171e-1-3p  agauugagccgcgccaauauc 21 85-105 mtr-miR171e-3p 0 0 
spe-miR171e-2 100  spe-miR171e-2-5p cgauguuggugagguucaauc 21 9-29 mtr-miR171e-5p   0 0 spe-miR171e-2-3p  agauugagccgcgccaauauc 21 71-91 mtr-miR171e-3p  0 0 
Spe-MIR172 
spe-miR172-1 159  spe-miR172-1-5p guagcaucaucaagauucaua 21 8-28 mtr-miR172c-5p 1 0 spe-miR172-1-3p agaaucuugaugaugcugcau 21 120-140 sly-miR172a 0 0 
spe-miR172-2 186  spe-miR172-2-5p  gcagcaucaucaagauucuca 21 29-49 lus-miR172j  1 0 spe-miR172-2-3p ugaaucuugaugaugcuacau 21 141-161 vvi-miR172a 0 0 
spe-miR172-3 169  spe-miR172-3-5p gcaacaucaucaagauucaca 21 21-41 stu-miR172e-5p 0 0 spe-miR172-3-3p ggaaucuugaugaugcugcau 21 130-150 nta-miR172j 0 0 
spe-miR172-4 169  spe-miR172-4-5p gcagcaucaucaagauuccca 21 22-42 lus-miR172j 0 0 spe-miR172-4-3p ugugaaucuugaugauguugcau 23 129-151 vvi-miR172d   2 0 
spe-miR172-5 132  
spe-miR172-5-5p gcagcaucaucaagauuccca  21 21-41 lus-miR172j 0 0 
spe-miR172-5-3p ugaaucuugaugaugcuccac 21 93-113 osa-miR172c 1 0 
spe-miR172-6 105  spe-miR172-6-5p gcagcaccauuaagauucaca 21 12-32 bra-miR172b-5p 0 0 spe-miR172-6-3p agaaucuugaugaugcugcau 21 75-95 sly-miR172a 0 0 
spe-miR172-7 105  spe-miR172-7-5p gcagcacuauuaagauucuca 21 19-39 bra-miR172b-5p 2 0 spe-miR172-7-3p ugaaucuugaugaugcugcau 21 70-90 gma-miR172k 0 0 
spe-miR172-8 110  spe-miR172-8-5p gcagcaucaucaagauucaca  21 21-41 stu-miR172b-5p  1 0 spe-miR172-8-3p ugagaaucuuaauagugcugcau 23 70-92 vvi-miR172d 3 0 
spe-miR172a 142  spe-miR172a-5p guagcauaaucaagauucaca 21 21-41 stu-miR172a-5p 0 0 spe-miR172a-3p agaaucuugaugaugcugcau 21 104-124 sly-miR172a 0 0 
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spe-miR172d 94  spe-miR172d-5p ggagcaucaucaagauucaca  21 2-22 mtr-miR172d-5p 0 0 spe-miR172d-3p ggaaucuugaugaugcugcag 21 74-94 stu-miR172d-3p 0 0 
Spe-MIR1886 
spe-miR1886-1 131  spe-miR1886-1-5p augagauggaauuaggguuuggac 24 39-62 stu-miR1886i-5p  3 0 spe-miR1886-1-3p auuuuacguugauuucaucucaug  24 68-91 stu-miR1886h 0 0 
spe-miR1886-2 116  spe-miR1886-2-5p augguaucgugagaugaaaucagc 24 24-47 stu-miR1886f 0 0 spe-miR1886-2-3p auuuuacgcugauuccaucucaug 24 61-84 stu-miR1886h 2 0 
spe-miR1886h-1 173 spe-miR1886h-1-3p auuuuacguugauuucaucucaug 24 89-112 stu-miR1886h 3 0 
spe-miR1886h-2 97 spe-miR1886h-2-5p auuuuacguugauuucaucucaug 24 12-35 stu-miR1886h 0 0 
Spe-MIR1917 
spe-miR1917-1 214 spe-miR1917-1-5p auuaauaaagagugcuaaagu 21 45-65 sly-miR1917 0 0 
spe-miR1917-2 136 spe-miR1917-2-5p auuaauaaagagugcuaaagu 21 27-47 sly-miR1917 0 0 
spe-miR1917-3 201 spe-miR1917-3-5p  auuaauaaagagugcuaaagu 21 44-64 sly-miR1917  0 0 
spe-miR1917-4 240 spe-miR1917-4-5p  auuaauaaagagugcuaaagu 21 22-42 sly-miR1917 0 0 
Spe-MIR1918 spe-miR1918 197 spe-miR1918-5p uguuggugagaguucgauucuc 22 51-72 sly-miR1918   0 0 
Spe-MIR1919 
spe-miR1919 177  spe-miR1919-5p  ugucgcagaugacuuucgccc 21 47-67 stu-miR1919-5p  0 0 spe-miR1919-3p acgagagucaucugugacagg  21 113-133 stu-miR1919-3p  0 0 
spe-miR1919c 160  spe-miR1919c-5p  ugucgcagaugacuuucgccc 21 34-54 stu-miR1919-5p  0 0 spe-miR1919c-3p acgagagucaucugugacagg  21 110-130 sly-miR1919c-3p 0 0 
Spe-MIR2111 spe-miR2111a 71  spe-miR2111a-5p  uaaucugcauccugagguuua  21 4-24 ath-miR2111a-5p 0 0 spe-miR2111a-3p guccuuaggaugcagauuauc 21 51-71 lja-miR2111-3p 1 0 
Spe-MIR319 
spe-miR319-1 187  spe-miR319-1-5p gagcucucuccgguccaguc 20 10-29 zma-miR319a-5p 3 0 spe-miR319-1-3p uuggacugaagggagcucccu 21 161-181 sly-miR319b 0 0 
spe-miR319-2 185  spe-miR319-2-5p agagcuuccuuuaguccacuc 21 10-30 mtr-miR319a-5p 1 0 spe-miR319-2-3p uuggacugaagggagcucccu 21 159-179 sly-miR319b 0 0 
spe-miR319-3 179  spe-miR319-3-5p aggaaacuguuuaguccaacc 21 2-22 stu-miR319-5p 0 0 spe-miR319-3-3p uuggacugaaggguucccuuc 21 159-179 stu-miR319-3p 0 0 
spe-miR319-4 197 spe-miR319-4-3p uuggacugaaggguuuccuuc 21 167-187 stu-miR319-3p 1 0 
spe-miR319a 170  
spe-miR319a-5p.1  agagcuuucuucaguccacac 21 1-21 stu-miR319a-5p 1 0 
spe-miR319a-5p.2 uugcugccgacucauucaucca 22 44-65 ppe-miR319b 2 0 
spe-miR319a-3p cuuggacugaagggagcucc 20 151-170 sly-miR319a 0 0 
spe-miR319c-1 177 spe-miR319c-1-3p uuggacugaagggagcuccu 20 158-177 sly-miR319c-3p 1 0 
spe-miR319c-2 178  
spe-miR319c-2-5p.1  agagcuuccuucagcccacuc 21 5-25 sly-miR319c-5p  0 0 
spe-miR319c-2-5p.2  uagcugccgacucauucaucca 22 49-70 ppe-miR319b 1 0 
spe-miR319c-2-3p uuggacugaagggagcuccuu 21 157-177 sly-miR319c-3p 0 0 
spe-miR319c-3 179  spe-miR319c-3-5p aggaaacuguuuaguccaacc 21 2-22 stu-miR319-5p 0 0 
 132 
 
spe-miR319c-3-3p cuccaaugaugcaggagcuga 21 115-135 mdm-miR319c 3 0 
Spe-MIR3627 
spe-miR3627-1 83  spe-miR3627-1-5p ucgcaggagagauggcacuuac 22 2-23 stu-miR3627-5p 1 0 spe-miR3627-1-3p  aagugccucugucuuucgaca 21 63-83 stu-miR3627-3p 0 0 
spe-miR3627-2 148  spe-miR3627-2-5p uugucgcaggagagauggcacu 22 34-55 vvi-miR3627-5p 1 0 spe-miR3627-2-3p aagugccucugucuuucgaca 21 98-118 stu-miR3627-3p 0 0 
Spe-MIR390 
spe-miR390 110  spe-miR390-5p aagcucaggagggauagcgcc 21 18-38 sly-miR390b-5p 0 0 spe-miR390-3p cgcuauccauccugaguuuua 21 76-96 sly-miR390a-3p 0 0 
spe-miR390a 103  
spe-miR390a-5p aagcucaggagggauagcacc 21 18-38 sly-miR390a-5p 0 0 
spe-miR390a-3p cgcuauccauccugaguuuua 21 67-87 sly-miR390a-3p  0 0 
Spe-MIR393 spe-miR393 78  spe-miR393-5p uccaaagggaucgcauugaucc 22 2-23 stu-miR393-5p 0 0 spe-miR393-3p aucaugugaucucuucggaau 21 58-78 stu-miR393-3p  1 0 
Spe-MIR394 
spe-miR394-1 203 spe-miR394-1-5p uuggcauucuguccaccucc 20 51-70 sly-miR394-5p 0 0 spe-miR394-1-3p aggugggcauacugucaaca 20 139-158 sly-miR394-3p 0 0 
spe-miR394-2 196 spe-miR394-2-5p uuggcauucuguccaccucc 20 51-70 sly-miR394-5p 0 0 spe-miR394-2-3p aggugggcauacugccaauag  21 124-144 ath-miR394b-3p 0 0 
spe-miR394-3 61 spe-miR394-3-5p uuggcauucuguccaccucc 20 2-21 sly-miR394-5p 0 0 spe-miR394-3-3p agggggccaaagugccaaac 20 42-61 stu-miR384-3p 0 0 
Spe-MIR395 
spe-miR395a 103 spe-miR395a-3p cugaaguguuugggggaacuuc 22 69-90 sly-miR395a  1 0 
spe-miR395d 100 spe-miR395d-3p  ugaaguguuugggggaacuuu 21 66-86 gma-miR395d 0 0 
spe-miR395g 154 spe-miR395g-3p uugaaguguuugggggaacuc 21 93-113 mtr-miR395g 0 0 
spe-miR395i 174 spe-miR395i-5p cugaaguguuuggaggaacuc 21 15-35 aly-miR395i 0 0 
Spe-MIR396 
spe-miR396-1 122  spe-miR396-1-5p uuccacagcuuucuugaacuu 21 11-31 stu-miR396-5p 0 0 spe-miR396-1-3p  guccaagaaagcugugggaaa 21 93-113 stu-miR396-3p 0 0 
spe-miR396-2 131  spe-miR396-2-5p  ucccacagcuuucuuggacuu   21 16-36 ath-miR396b-5p 2 0 spe-miR396-2-3p guucaagaaagcuguggaaaa 21 98-118 zma-miR396g-3p 1 0 
spe-miR396a 107  spe-miR396a-5p  uuccacagcuuucuugaacug  21 12-32 sly-miR396a-5p 0 0 spe-miR396a-3p  guucaauaaagcugugggaag   21 81-101 sly-miR396a-3p 0 0 
Spe-MIR397 spe-miR397 116  spe-miR397-5p auugagugcagcguugaugac 21 19-39 stu-miR397-5p 0 0 spe-miR397-3p caucaacgcuacacucgauca 21 79-99 stu-miR397-3p 1 0 
Spe-MIR398 
spe-miR398 93  spe-miR398-5p agggcaacuugagaucacaug 21 3-23 hbr-miR398 4 0 spe-miR398-3p uguguucucaggucgccccug   21 73-93 stu-miR398a-3p 1 0 
spe-miR398a 90  spe-miR398a-5p ggguugauuugagaacauaug 21 1-21 stu-miR398a-5p 0 0 spe-miR398a-3p uauguucucaggucgccccu 20 71-90 stu-miR398a-3p 0 0 
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spe-miR398b-1 82  spe-miR398b-1-5p gagugugccuaagaacacaggu 22 2-23 stu-miR398b-5p 1 0 spe-miR398b-1-3p uuguguucucaggucaccccu 21 62-82 stu-miR398b-3p 0 0 
spe-miR398b-2 218  spe-miR398b-2-5p gagugugccuggaaacacaggu 22 67-88 stu-miR398b-5p 3 0 spe-miR398b-2-3p uuguguucucaggucaccccu 21 133-153 stu-miR398b-3p 0 0 
Spe-MIR399 
spe-miR399-1 175  spe-miR399-1-5p  gggcuacgcucuauuggcaug  21 42-62 stu-miR399a-5p 1 0 spe-miR399-1-3p ugccaaaggagaguugcccug  21 115-135 ath-miR399b 0 0 
spe-miR399-2 107 spe-miR399-2-3p ugccaaaggagaguugcccua 21 66-86 sly-miR399  0 0 
spe-miR399-3 103  spe-miR399-3-5p gggcuacucucuauuggcaug  21 21-41 stu-miR399a-5p 0 0 spe-miR399-3-3p cgccaaaggagagcugcccug  21 64-84 nta-miR399g 0 0 
spe-miR399-4 103  spe-miR399-4-5p gggcuacucucuauuggcaug  21 21-41 stu-miR399a-5p 0 0 spe-miR399-4-3p cgccaaaggagagcugcccug  21 64-84 nta-miR399g 0 0 
spe-miR399-5 103  spe-miR399-5-5p gggcuacucucuauuggcaug  21 21-41 stu-miR399a-5p 0 0 spe-miR399-5-3p cgccaaaggagagcugcccug  21 64-84 nta-miR399g 0 0 
spe-miR399-6 103  spe-miR399-6-5p gggcuacucucuauuggcaug  21 21-41 stu-miR399a-5p 0 0 spe-miR399-6-3p cgccaaaggagagcugcccug  21 64-84 nta-miR399g 0 0 
spe-miR399-7 258   
spe-miR399-7-5p.1 ggacuacucucuauuggcaug 21 28-48 stu-miR399a-5p 1 0 
spe-miR399-7-5p.2 cgccaaaggaaugcugcacug 21 71-91 stu-miR399j-3p 3 0 
spe-miR399-7-3p ugccaaaggagaguugcccug  21 210-230 ath-miR399b 0 0 
spe-miR399-8 216  spe-miR399-8-5p cagggcaauucuccuuuggca 21 59-79 ata-miR399b-5p  1 0 spe-miR399-8-3p ugccaaaggagaauugcacug 21 134-154 osa-miR399a 1 0 
spe-miR399-9 90 spe-miR399-9-3p  ugccaaaggagauuugcccua 21 63-83 sly-miR399  1 0 
spe-miR399a-1 92 spe-miR399a-1-5p  gggcuacucucuguuggcaug 21 16-36 stu-miR399a-5p   1 0 spe-miR399a-1-3p ugccaaaggagagcugcccug 21 59-79 stu-miR399a-3p 0 0 
spe-miR399a-2 103  spe-miR399a-2-5p gggcuacucucuauuggcaug  21 21-41 stu-miR399a-5p   0 0 spe-miR399a-2-3p ugccaaaggagagcugcccug 21 64-84 stu-miR399a-3p 0 0 
spe-miR399d 187 spe-miR399d-3p ugccaaagaagauuugccccg 21 116-136 ptc-miR399d 0 0 
spe-miR399r-1 123 spe-miR399r-1-3p ugccaaagaagauuugccccg 21 82-102 mtr-miR399r 0 0 
spe-miR399r-2 126 spe-miR399r-2-3p ugccaaagaagauuugccccg 21 86-106 mtr-miR399r 0 0 
Spe-MIR403 
spe-miR403-1 112  spe-miR403-1-5p cguuugugcgugaaucuaacg 21 21-41 sly-miR403-5p   1 0 spe-miR403-1-3p cuagauucacgcacaaacucg 21 74-94 sly-miR403-3p 1 0 
spe-miR403-2 112  spe-miR403-2-5p aguuugugcgugaaucuagca 21 21-41 sly-miR403-5p  1 0 spe-miR403-2-3p uuagauucacgcacaaacgcg 21 74-94 ath-miR403-3p 1 0 
Spe-MIR408 spe-miR408 128  spe-miR408-5p  cagggaagaggcagugcaugg 21 30-50 lja-miR408 1 0 spe-miR408-3p ugcucuggcucguccccgucu 21 80-100 aqc-miR408 4 0 
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spe-miR408b 88  spe-miR408b-5p acggggacgagccagagcaug 21 10-30 stu-miR408b-5p 1 0 spe-miR408b-3p  ugcacugccucuucccuggcu  21 61-81 stu-miR408b-3p 0 0 
Spe-MIR4376 spe-miR4376 96  spe-miR4376-5p uacgcaggagagaugaugcug 21 12-32 stu-miR4376-5p 0 0 spe-miR4376-3p gcaucauacuccugcauauu 20 68-87 stu-miR4376-3p 0 0 
Spe-MIR477 
spe-miR477 114  spe-miR477-5p  ugucucucccucaagggcucc 21 18-38 sly-miR477-5p 0 0 spe-miR477-3p aguucuuguagggugagacauc 22 79-100 sly-miR477-3p 1 0 
spe-miR477a 70  spe-miR477a-5p ccucucccucaagggcuucuc 21 2-22 stu-miR477a-5p 0 0 spe-miR477a-3p gaagcucuagcagggagagcca 22 49-70 stu-miR477a-3p 0 0 
spe-miR477b 72  spe-miR477b-5p acucucccucaaaggcuucug 21 2-22 stu-miR477b-5p 0 0 spe-miR477b-3p gaggucuuucgagugagaguga 22 51-72 stu-miR477b-3p 0 0 
Spe-MIR479 spe-miR479 112  spe-miR479-5p cgugauauugguucggcucacu 22 22-43 ghr-miR479 2 0 spe-miR479-3p  ugagccgaaccaauaucacuc 21 73-93 stu-miR479 0 0 
Spe-MIR482 
spe-miR482-1 159  spe-miR482-1-5p cgugagugguggggaaagaua 21 45-65 stu-miR482d-5p  1 0 spe-miR482-1-3p  ucuugccuacaccgcccaugcc 22 95-117 sly-miR482b 0 0 
spe-miR482-2 110  spe-miR482-2-5p ggagugggugguaugguaaga 21 19-39 stu-miR482b-5p  1 0 spe-miR482-2-3p ucuugccaauaccgcccauucc 22 70-91 sly-miR482c 0 0 
spe-miR482a 91  spe-miR482a-5p ggaauuggugaguuggaaagc 21 12-32 stu-miR482a-5p 2 0 spe-miR482a-3p  uuuccaauuccacccauuccua 22 60-81 sly-miR482a 0 0 
spe-miR482b 119  spe-miR482b-5p ggaguggguggcaugguaaga 21 19-39 stu-miR482b-5p 0 0 spe-miR482b-3p uuaccgauuccccccauuccaa  22 81-102 stu-miR482b-3p 0 0 
spe-miR482d 113  spe-miR482d-5p ggagugggugggauggaaaaa 21 4-24 sly-miR482d-5p 0 0 spe-miR482d-3p uuuccuauuccacccaugccaa 22 75-96 sly-miR482d-3p 0 0 
spe-miR482e 162  spe-miR482e-5p  ugugggugggguggaaagauu 21 36-56 sly-miR482e-5p 0 0 spe-miR482e-3p ucuuuccuacuccucccauacc  22 111-132 sly-miR482e-3p 0 0 
Spe-MIR5014 spe-miR5014a 260 spe-miR5014a-3p uuguacaaauuuaaguguaua 21 101-121 ath-miR5014a-3p 2 0 
Spe-MIR5174 
spe-miR5174d-1 255 spe-miR5174d-1-5p  ucccuccguuucaaaaagauuggc 24 5-28 bdi-miR5174d-5p 1 0 
spe-miR5174d-2 266  spe-miR5174d-2-5p ucccuccguuucaaaaagauuggc 24 10-33 bdi-miR5174d-5p  1 0 spe-miR5174d-2-p cauucuuuuugaaacggaaggagu 24 235-258 bdi-miR5174d-3p 5 0 
spe-miR5174d-3 268  spe-miR5174d-3-5p ucccuccguuucaaaaagauuggc 24 14-37 bdi-miR5174d-5p 1 0 spe-miR5174d-3-3p cauucuuuuuuaaacggagggagu  24 235-158 bdi-miR5174d-3p 5 0 
Spe-MIR530 spe-miR530 93 spe-miR530-5p ucugcauuugcaccugcaccu 21 8-28 stu-miR530  0 0 
Spe-MIR5300 spe-miR5300 265 spe-miR5300-5p uccccaguccaggcauuccaac 22 18-39 sly-miR5300 0 0 
Spe-MIR5303 spe-miR5303 202 spe-miR5303-5p uuuuugaagaguucgagcaac 21 2-22 sly-miR5303  0 0 spe-miR5303-1 126  spe-miR5303-1-5p uuuuggaggauccgagucguaccc 24 68-91 stu-miR5303c 4 0 
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spe-miR5303-1-3p uuuuugaagaguucgagcaac 21 99-119 sly-miR5303 0 0 
spe-miR5303-2 118  spe-miR5303-2-5p uuuuggaggauccaacacguaccc 24 64-87 stu-miR5303c  3 0 spe-miR5303-2-3p  uuuuugaagaguucgagcaac   21 95-115 sly-miR5303 0 0 
spe-miR5303-3 119  spe-miR5303-3-5p uuuugaaggauccggcacacaccc 24 65-88 stu-miR5303c  4 0 spe-miR5303-3-3p uuuuugaagaguucgagcaac  21 96-116 sly-miR5303 0 0 
spe-miR5303c-1 126 spe-miR5303c-1-3p acgggugcggcuacauuuuug 21 85-105 nta-miR5303c 1 0 
spe-miR5303c-2 119 spe-miR5303c-2-3p uuuuggagaauccgacacgcaccc 24 65-88 stu-miR5303c 0 0 
spe-miR5303e 129 spe-miR5303e-3p  uuuuggagaaucugacacgggugc 24 70-93 stu-miR5303e 1 0 
spe-miR5303f-1 310 spe-miR5303f-1-5p  auuuuuggagaaucugacacgggu 24 99-122 stu-miR5303f 0 0 
spe-miR5303f-2 133 spe-miR5303f-2-3p  auuuuuggagaaucugacacgggu 24 70-93 stu-miR5303f  0 0 
spe-miR5303f-3 147 spe-miR5303f-3-3p auuuuuggagaaucugacacgggu 24 77-100 stu-miR5303f 0 0 
spe-miR5303h 341 spe-miR5303h-5p aacauuuuugaagagucugagcaa   21 1-24 stu-miR5303h  0 0 
Spe-MIR5368 spe-miR5368 83 spe-miR5368-5p  ggacagucucagguagaca 19 31-49 gma-miR5368  0 0 
Spe-MIR6024 spe-miR6024 102  spe-miR6024-5p agaaacaacacuugcuaaagga 22 15-36 stu-miR6024-5p 1 0 spe-miR6024-3p uuuuagcaagaguuguuuuccc 22 70-91 stu-miR6024-3p  0 0 
Spe-MIR6027 spe-miR6027 164  spe-miR6027-5p auggguagcacaaggauuaaug 22 22-43 sly-miR6027-5p 0 0 spe-miR6027-3p ugaauccuucggcuauccauaa 22 123-144 sly-miR6027-3p 0 0 
Spe-MIR6144 spe-miR6144 188 spe-miR6144-5p uggcaacuucuucaucauguu 21 18-38 nta-miR6144 2 0 
Spe-MIR6440 spe-miR6440b 197 spe-miR6440b-5p gaguuugaucaauuucgaguu 21 49-69 ptc-miR6440b 1 0 
Spe-MIR6478 spe-miR6478 309 spe-miR6478-5p ccgaccuuagcucaguuggua 21 113-133 ptc-miR6478  1 0 
Spe-MIR7696 spe-miR7696c 239 spe-miR7696c-3p  uuuugaauuaugaguacuuga 21 169-189 mtr-miR7696c-3p 1 0 
Spe-MIR7980 
spe-miR7980b-1 149 spe-miR7980b-1-5p  gagauggaaucaguguuuggacau 24 36-59 stu-miR7980b-3p 0 0 
spe-miR7980b-2 80 spe-miR7980b-2-5p gagauggaaucaguguuuggacau 24 16-39 stu-miR7980b-3p 0 0 
spe-miR7980b-3 114 spe-miR7980b-3-3p guccaaacacugauuccaucucac 24 60-83 stu-miR7980b-5p   1 0 
spe-miR7980b-4 116 spe-miR7980b-4-3p guccaaacacugauuccaucucac 24 61-84 stu-miR7980b-5p 1 0 
spe-miR7980b-5 157 spe-miR7980b-5-5p guccaaacacugauuccaucucag 24 107-130 stu-miR7980b-5p  1 0 
spe-miR7980b-6 159 spe-miR7980b-6-3p  gagauggaaucaguguuuggacau  24 52-75 stu-miR7980b-3p 0 0 
Spe-MIR7981 spe-miR7981 214  spe-miR7981-5p cuuaacuaaacuaagguccuauua 24 9-32 stu-miR7981-5p 3 0 spe-miR7981-3p  auaggacuuuaguuuaguuaaggc 24 185-208 stu-miR7981-3p    1 0 
Spe-MIR7983 
spe-miR7983-1 137  spe-miR7983-1-5p  uaaagccuuuagcgacauugguuc 24 39-62 stu-miR7983-5p 1 0 spe-miR7983-1-3p  acuaaugccgguaaagacuuuaac  24 75-98 stu-miR7983-3p 0 0 
spe-miR7983-2 196  spe-miR7983-2-5p uaaagccuuuagcgacauugguuc 24 89-112 stu-miR7983-5p  1 0 spe-miR7983-2-3p acuaaugccgguaaagacuuuaac 24 125-148 stu-miR7983-3p  0 0 
spe-miR7983-3 221  spe-miR7983-3-5p uaaagccuuuagcgaaauugguug 24 101-124 stu-miR7983-5p  2 0 
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spe-miR7983-3-3p acuaaugccgguaaagacuuuaac 24 137-160 stu-miR7983-3p  0 0 
spe-miR7983-4 140  spe-miR7983-4-5p uaaagucuuuagcgacauugguuc  24 41-64 stu-miR7983-5p  0 0 spe-miR7983-4-3p acuaaugccgauaaagacuuuaac 24 77-100 stu-miR7983-3p  1 0 
spe-miR7983-5 141  spe-miR7983-5-5p uaaagucuuuagcgacauugguuc  24 41-64 stu-miR7983-5p  0 0 spe-miR7983-5-3p acuaaugccgauaaagacuuuaac 24 77-100 stu-miR7983-3p  2 0 
spe-miR7983-6 216  spe-miR7983-6-5p uaaagucuuuagcgacauugguuc  24 99-122 stu-miR7983-5p  0 0 spe-miR7983-6-3p acuaaugccgguaaagacuuuagu 24 135-158 stu-miR7983-3p 2 0 
spe-miR7983-7 213  spe-miR7983-7-5p uaaagccuuuagcgacauugguuc 24 98-121 stu-miR7983-5p 1 0 spe-miR7983-7-3p  acuaaugccgguaaagacuuuaac 24 134-157 stu-miR7983-3p 0 0 
Spe-MIR7984 
spe-miR7984 230  spe-miR7984-5p aucccaaacuuuggaaaugacucu 24 47-70 stu-miR7984b-5p   5 0 spe-miR7984-3p caauuucggucaaaguucagauau  24 186-209 stu-miR7984d-3p   1 0 
spe-miR7984b 205  spe-miR7984b-5p auaucaaacuuuggaaaugaccuu 24 5-28 stu-miR7984b-5p 2 0 spe-miR7984b-3p  ggucuuucauaaaauuugguauug 24 159-182 stu-miR7984b-3p 1 0 
spe-miR7984c 319 spe-miR7984c-3p ccuucauaaaguuugguaucguaa 24 192-215 stu-miR7984c-3p 0 0 
Spe-MIR7987 spe-miR7987 98 spe-miR7987-5p acacuaguugaucuuauugaugac 24 17-40 stu-miR7987   0 0 
Spe-MIR7990 spe-miR7990a-1 110 spe-miR7990a-1-3p  uucaaaugaucguaacuuuggccu  24 84-107 stu-miR7990a 0 0 spe-miR7990a-2 119 spe-miR7990a-2-3p  uucaaaugaucguaacuuuggccu  24 88-111 stu-miR7990a 0 0 
Spe-MIR7992 spe-miR7992 248 spe-miR7992-3p  ugucuagaugugcacuccaaagu 23 191-213 stu-miR7992-3p 2 0 
Spe-MIR7993 
spe-miR7993a 177 spe-miR7993a-3p auauuuuaugugguuaacuuaaau 24 137-160 stu-miR7993a  1 0 
spe-miR7993b-1 276  spe-miR7993b-1-5p  uuaaguuaaccacauacaguaugu 24 91-114 stu-miR7993b-5p  2 0 spe-miR7993b-1-3p uuaauuuacgugguuaaauuaacu 24 205-228 stu-miR7993b-3p  4 0 
spe-miR7993b-2 239 spe-miR7993b-2-5p auauuuuaugugguuaacguaauu 24 88-111 stu-miR7993b-3p 2 0 
Spe-MIR7997 
spe-miR7997a 184 spe-miR7997a-5p augcugcucggacucuucaaa 21 36-56 stu-miR7997a 0 0 
spe-miR7997a-1 129 spe-miR7997a-1-5p augcugcucggacucuucaaa 21 7-27 stu-miR7997a 0 0 
spe-miR7997a-2 128 spe-miR7997a-2-5p augcugcucggacucuucaaa  21 6-26 stu-miR7997a 0 0 
Spe-MIR7998 spe-miR7998 231 spe-miR7998-5p acggaccguagaucaauccacggu 24 95-118 stu-miR7998  1 0 
Spe-MIR8001 
spe-miR8001a 144 spe-miR8001a-5p  uccuggggauuaguaugaaaauuc 24 38-61 stu-miR8001a  0 0 
spe-miR8001b-1 341 spe-miR8001b-1-3p ggauuuucauacuaauuccuagga  24 189-212 stu-miR8001b-3p 1 0 
spe-miR8001b-2 90 spe-miR8001b-2-5p auggggauuaguaugaaaauuugc 24 28-51 stu-miR8001b-5p  0 0 
Spe-MIR8005 spe-miR8005 170  
spe-miR8005-5p uuuagaguuuaggauuuaguguuu 24 31-54 stu-miR8005a 3 0 
spe-miR8005-3p.1  uuuagaguuuaggguuuaggguuu 24 80-103 stu-miR8005a 2 0 
spe-miR8005-3p.2 uuuaggguuuaaggauuaggcuua 24 115-138 stu-miR8005b-3p 5 0 
Spe-MIR8006 spe-miR8006 256 spe-miR8006-3p uaguuuuuggacggcaggggcacc 24 190-213 stu-miR8006-5p 1 0 
Spe-MIR8007 spe-miR8007a 268  spe-miR8007a-5p augugacacuuuucggauuucgag 24 24-47 stu-miR8007a-5p 2 0 
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spe-miR8007a-3p cgaaaaaugaaaagugccacauaa 24 224-247 stu-miR8007a-3p 0 0 
Spe-MIR8008 
spe-miR8008-1 127  spe-miR8008-1-5p  aaacccagaaaagcgacggacaag 24 38-61 stu-miR8008b 2 0 spe-miR8008-1-3p  auuucaaggaaagcgacagacauu  24 103-126 stu-miR8008a  4 0 
spe-miR8008-2 154  spe-miR8008-2-5p aaacucagaaaagcgacggacaga 24 20-43 stu-miR8008b  2 0 spe-miR8008-2-3p auuuccagaaaagugacggacagu 24 85-108 stu-miR8008a 1 0 
spe-miR8008a-1 130 spe-miR8008a-1-3p auuuccagaaaagcgacgaacagu 24 72-95 stu-miR8008a  1 0 
spe-miR8008a-2 206 spe-miR8008a-2-5p auuuccagaaaagcgacgaacagu 24 3-26 stu-miR8008a  1 0 
spe-miR8008b-1 54 spe-miR8008b-1-5p aaacccagaaaagcgacggacagg 24 1-24 stu-miR8008b 1 0 
spe-miR8008b-2 194 spe-miR8008b-2-5p  aaacccagaaaagcgacagacuua 24 71-94 stu-miR8008b   4 0 
spe-miR8008b-3 115 spe-miR8008b-3-5p aaacccagaaaagcgacggacauu 24 32-55 stu-miR8008b  1 0 
Spe-MIR8011 
spe-miR8011 101  spe-miR8011-5p acucauuuuugucucacaaaaa 22 18-39 stu-miR8011b-5p 0 0 spe-miR8011-3p acaaaaagaagucucacacaacu  24 72-95 stu-miR8011a-3p 3 0 
spe-miR8011a-1 168  spe-miR8011a-1-5p uugugugaggucucuuuuuguuuu 24 40-63 stu-miR8011a-5p 2 0 spe-miR8011a-1-3p aauaaaaagaagucucacgcaacu 24 107-130 stu-miR8011a-3p 2 0 
spe-miR8011a-2 122 spe-miR8011a-2-3p aauaaaaagaagccucacagaacu 24 88-111 stu-miR8011a-3p 1 0 
Spe-MIR8013 spe-miR8013 287 spe-miR8013-3p agaagaaaaucgcuucgucaggag 24 246-269 stu-miR8013  2 0 
Spe-MIR8016 spe-miR8016 172 spe-miR8016-3p auuuuugaauggaaggcccaugug 24 104-127 stu-miR8016  0 0 
Spe-MIR8019 spe-miR8019 270 spe-miR8019 uaaagaaugaccugguuugaguug 24 24-47 stu-miR8019-3p 2 0 
Spe-MIR8020 spe-miR8020 88 spe-miR8020-5p aauuucauugaguauguuguuguu  24 2-25 stu-miR8020 0 0 
Spe-MIR8021 spe-miR8021 226 spe-miR8021-5p auucaaggcucaaacucgagaccu 24 1-24 stu-miR8021 0 0 
Spe-MIR8024 
spe-miR8024 85   
spe-miR8024-5p.1 uuggaguauuugaagacuuuagcu 24 2-25 stu-miR8024b 4 0 
spe-miR8024-5p.2 uuggaggauuuaaagacuucagcu 24 31-54 stu-miR8024a-5p 3 0 
spe-miR8024-3p uuggaggauuugaagacuucaacu 24 62-85 stu-miR8024a-3p 1 0 
spe-miR8024a 243 
spe-miR8024a-5p.1 uuaaagaauuugaagacuucagcu 24 1-24 stu-miR8024a-5p 3 0 
spe-miR8024a-5p.2 uuaaaguauuugaagacuucaacu 24 91-114 stu-miR8024a-5p  3 0 
spe-miR8024a-3p.1  uugaaugauuugaagacuucaucu 24 122-145 stu-miR8024a-3p   4 0 
spe-miR8024a-3p.2 uuggaggauuugaagauuucaacu 24 184-207 stu-miR8024a-3p 0 0 
Spe-MIR8025 spe-miR8025 137 spe-miR8025-5p acacacuacacaugcaauuaaauu 24 28-51 stu-miR8025-5p  3 0 spe-miR8025-3p uuuaauugcaugccgagugucug 23 115-137 stu-miR8025-3p 2 0 
Spe-MIR8026 spe-miR8026 124 spe-miR8026-3p  auguagagaauaugugguaacccu 24 69-92 stu-miR8026 0 0 
Spe-MIR8032 spe-miR8032a 283  spe-miR8032a-5p  uugucgacaugacucccgaagu 22 86-107 stu-miR8032a-5p 3 0 spe-miR8032a-3p  agugugaguuggugugauuagg 22 112-133 stu-miR8032a-3p 1 0 
Spe-MIR8036 spe-miR8036 86 spe-miR8036-3p uaugucuuuccgaugccuccca 22 65-86 stu-miR8036-3p 0 0 
Spe-MIR8038 spe-miR8038a 136 spe-miR8038a-5p ccuugugaguaaguuggaucuc 22 26-47 stu-miR8038a-5p 1 0 
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Spe-MIR8039 spe-miR8039 142 spe-miR8039-5p uuuccuaucugaacuaucacc 21 22-42 stu-miR8039  0 0 
Spe-MIR8042 spe-miR8042 158 spe-miR8042-3p auuagacugaaaugcugaucu  21 110-130 stu-miR8042 1 0 
Spe-MIR8045 spe-miR8045 262 spe-miR8045-3p  auugauaguugagguguguuu  21 206-226 stu-miR8045 0 0 
Spe-MIR8047 spe-miR8047 208 spe-miR8047-5p ccauuuuuucgaaauuagacc 21 50-70 stu-miR8047 0 0 
Spe-MIR8051 spe-miR8051 334 spe-miR8051-5p uaguaugguagaaagauuca 20 285-304 stu-miR8051-5p 0 0 
Spe-MIR8175 spe-miR8175-1 237 spe-miR8175-1-5p gauccccggcaacggcgcca 20 58-77 ath-miR8175 0 0 spe-miR8175-2 173 spe-miR8175-2-3p gauccccggcaacggcgcca 20 101-120 ath-miR8175   0 0 
Spe-MIR827 spe-miR827 88  spe-miR827-5p uuuguugauggucaucuauuc 21 2-22 stu-miR827-5p 0 0 spe-miR827-3p uuagaugaacaucaacaaaca 21 68-88 nta-miR827 0 0 
Spe-MIR828 spe-miR828a 119  spe-miR828a-5p  ucuugcucaaaugaguauucca 22 28-49 gma-miR828a 0 0 spe-miR828a-3p agauacucauuuggguaagaag 22 76-97 aly-miR828-3p 1 0 
Spe-MIR9469 spe-miR9469 141  spe-miR9469-5p ccauauaaggagaccaaauuc 21 36-56 sly-miR9469-5p  3 0 spe-miR9469-3p auucggucuucuuauauggac 21 90-110 sly-miR9469-3p 1 0 
Spe-MIR9471b spe-miR9471b 147  spe-miR9471b-5p  gaggugcucacucagcuaaua  21 21-41 sly-miR9471b-5p 0 0 spe-miR9471b-3p uuggcugagugagcaucacug 21 108-128 sly-miR9471b-3p 0 0 
Spe-MIR9473 
spe-miR9473-1 118 spe-miR9473-1-5p uggcuguaaaucugaacucgu  21 11-31 sly-miR9473-5p 1 0 
spe-miR9473-2 178  spe-miR9473-2-5p  uggcuguaaaccuaaacucgu  21 29-49 sly-miR9473-5p 1 0 spe-miR9473-2-3p aaacgaguucagauuuacagc 21 128-148 sly-miR9473-3p 0 0 
Spe-MIR9476 
spe-miR9476-1 108  spe-miR9476-1-5p ucuaguccugcaucucuuuuu 21 22-42 sly-miR9476-5p 1 0 spe-miR9476-1-3p aaaaaaaugcaggacuagacc 21 71-91 sly-miR9476-3p 1 0 
spe-miR9476-2 110  spe-miR9476-2-5p ucuaguccugcauuuuuuuuu 21 23-43 sly-miR9476-5p  1 0 spe-miR9476-2-3p aaagagaugcaggacuagacc 21 72-92 sly-miR9476-3p 1 0 
Spe-MIR9477 spe-miR9477 154  spe-miR9477-5p uaucaguuguucucuuuuccuacc 24 45-68 sly-miR9477-5p  2 0 spe-miR9477-3p uugggaaagggaacaacugauagu  24 91-114 sly-miR9477-3p  0 0 
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Tabela S7 – Distribuição e clusterização dos miRNAs no genoma de S lycopersicum. 
Pré-miRNAs 
Genoma 
Presença em cluster 
Cromossomo Início Fim Fita 
sly-miR2604 Chr00 11345900 11346098 - Cluster sly-miR2604 / miR5282 
sly-miR5282 Chr00 11353515 11353642 + Cluster sly-miR2604 / miR5282 
sly-miR396a Chr00 12537497 12537640 + Cluster sly-miR396a / miR396g-2 
sly-miR396g-2 Chr00 12537504 12537633 - Cluster sly-miR396a / miR396g-2 
sly-miR395a-1 Chr00 17038626 17038776 - - 
sly-miR8172 Chr00 21656381 21656472 + - 
sly-miR7997a Chr01 597071 597198 - - 
sly-miR8011a-2 Chr01 830954 831121 + - 
sly-miR5532-1 Chr01 1891134 1891296 + Cluster pvu-miR172c / miR172d 
sly-miR8045-1 Chr01 2127610 2127704 - Cluster pvu-miR172c / miR172d 
sly-miR8001a Chr01 3785429 3785567 + - 
sly-miR7987 Chr01 6124336 6124543 + - 
sly-miR8021-2 Chr01 7080736 7080968 + - 
sly-miR8021-3 Chr01 7560721 7560952 + - 
sly-miR5532-2 Chr01 23884288 23884550 + - 
sly-miR8008a-2 Chr01 58955541 58955728 - - 
sly-miR403 Chr01 70879746 70879857 + Cluster sly-miR403 / miR403a 
sly-miR403a Chr01 70879746 70879857 - Cluster sly-miR403 / miR403a 
sly-miR6024 Chr01 74999715 74999830 - - 
sly-miR8019-2 Chr01 77466434 77466695 - - 
sly-miR477a Chr01 78638982 78639051 + Cluster sly-miR477a / miR477b 
sly-miR477b Chr01 78639098 78639169 + Cluster sly-miR477a / miR477b 
sly-miR166a-4 Chr01 79167027 79167184 + - 
sly-miR9476-1 Chr01 79871305 79871398 - Cluster sly-miR9476-1 / miR9476-2 
sly-miR9476-2 Chr01 79871305 79871398 + Cluster sly-miR9476-1 / miR9476-2 
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sly-miR164e Chr01 81732058 81732154 + - 
sly-miR8033 Chr01 82368195 82368302 + - 
sly-miR408a Chr01 82792800 82792871 - Cluster sly-miR408a / miR408-1 / miR408-2 
sly-miR408-1 Chr01 82801294 82801421 + Cluster sly-miR408a / miR408-1 / miR408-2 
sly-miR408-2 Chr01 82801313 82801400 - Cluster sly-miR408a / miR408-1 / miR408-2 
sly-miR166g Chr01 84381886 84382072 - - 
sly-miR394a Chr01 84522976 84523056 + - 
sly-miR5304 Chr01 88965235 88965376 + - 
sly-miR5303f Chr02 15421474 15421599 - - 
sly-miR160 Chr02 16516599 16516693 + Cluster sly-miR160 / miR160a 
sly-miR160a Chr02 16516603 16516688 - Cluster sly-miR160 / miR160a 
sly-miR395a-4 Chr02 27508317 27508618 - - 
sly-miR395a-3 Chr02 27526657 27526763 - Cluster sly-miR395a-3 / miR395a-2 
sly-miR395a-2 Chr02 27532948 27533117 - Cluster sly-miR395a-3 / miR395a-2 
sly-miR395g Chr02 27549467 27549629 - - 
sly-miR170-1 Chr02 27921825 27921936 - - 
sly-miR157a-1 Chr02 29897653 29897798 + - 
sly-miR171b-1 Chr02 39361365 39361456 - Cluster sly-miR171b-1 / miR171c-4 
sly-miR171c-4 Chr02 39361365 39361456 + Cluster sly-miR171b-1 / miR171c-4 
sly-miR170-2 Chr02 41330648 41330736 - - 
sly-miR3627 Chr02 44533182 44533306 + - 
sly-miR169b-3 Chr02 44891179 44891362 + Cluster sly-miR169b-3 / miR169m 
sly-miR169m Chr02 44891179 44891362 - Cluster sly-miR169b-3 / miR169m 
sly-miR1917-2 Chr02 45673075 45673265 - - 
sly-miR157a-2 Chr02 47055452 47055653 + - 
sly-miR7983-4 Chr02 47187308 47187444 - - 
sly-miR166a-3 Chr03 292993 293085 - - 
sly-miR399d-1 Chr03 731272 731394 + Cluster sly-miR399d-1 / miR399d-2 / miR399a-1 / miR399a-2 
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sly-miR399d-2 Chr03 736833 737003 + Cluster sly-miR399d-1 / miR399d-2 / miR399a-1 / miR399a-2 
sly-miR399a-1 Chr03 740609 740748 + Cluster sly-miR399d-1 / miR399d-2 / miR399a-1 / miR399a-2 
sly-miR399a-2 Chr03 740609 740748 - Cluster sly-miR399d-1 / miR399d-2 / miR399a-1 / miR399a-2 
sly-miR7984c Chr03 1702228 1702429 + - 
sly-miR393a Chr03 7461883 7461960 + - 
sly-miR8032d Chr03 8135655 8135965 + - 
sly-miR399d-3 Chr03 8195070 8195158 - Cluster sly-miR399d-3 / miR399a-3 / miR399a-4 
sly-miR399a-3 Chr03 8197014 8197116 - Cluster sly-miR399d-3 / miR399a-3 / miR399a-4 
sly-miR399a-4 Chr03 8200883 8201205 - Cluster sly-miR399d-3 / miR399a-3 / miR399a-4 e Cluster sly-miR399a-4 / miR399i-1 
sly-miR399i-1 Chr03 8207302 8207404 + Cluster sly-miR399a-4 / miR399i-1 
sly-miR399a-5 Chr03 8244828 8245044 - Cluster sly-miR399a-5 / miR399j-3 
sly-miR399j-3 Chr03 8246157 8246226 + Cluster sly-miR399a-5 / miR399j-3 
sly-miR169g Chr03 9599328 9599535 - - 
sly-miR8008b-3 Chr03 13534101 13534293 - - 
sly-miR437 Chr03 35592342 35592574 + - 
sly-miR7980b-1 Chr03 45198462 45198572 - Cluster sly-miR7980b-1 / miR7980b-2 
sly-miR7980b-2 Chr03 45198462 45198572 + Cluster sly-miR7980b-1 / miR7980b-2 
sly-miR166-3 Chr03 46023547 46023712 - - 
sly-miR171f Chr03 46143098 46143209 + - 
sly-miR8011a-1 Chr03 48193159 48193258 - - 
sly-miR319c-2 Chr03 49898464 49898640 + - 
sly-miR8006-1 Chr03 50967695 50967937 - - 
sly-miR162-2 Chr03 58491529 58491638 + - 
sly-miR482a-2 Chr03 58819307 58819397 + - 
sly-miR1446-2 Chr03 61083454 61083561 - Cluster sly-miR1446-2 / miR1446-1 
sly-miR1446-1 Chr03 61088238 61088350 - Cluster sly-miR1446-2 / miR1446-1 
sly-miR157a-4 Chr03 61719977 61720222 + - 
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sly-miR159a Chr03 61786066 61786243 + Cluster sly-miR159a / miR319-2 
sly-miR319-2 Chr03 61794558 61794736 + Cluster sly-miR159a / miR319-2 
sly-miR7992 Chr03 61917376 61917583 - - 
sly-miR319c-1 Chr03 62165535 62165711 - - 
sly-miR5300 Chr04 423124 423389 + - 
sly-miR8038a Chr04 2889569 2889704 + - 
sly-miR172d-7 Chr04 4093777 4093942 - - 
sly-miR7983-6 Chr04 8229792 8229891 - - 
sly-miR8019-1 Chr04 38381381 38381663 + - 
sly-miR5162 Chr04 55034615 55034753 - - 
sly-miR482a-1 Chr04 55142233 55142368 + - 
sly-miR319a-1 Chr05 2723769 2723955 - - 
sly-miR5303h-2 Chr05 4271187 4271310 - - 
sly-miR7983-3 Chr05 5360539 5360720 + - 
sly-miR7696c-
3p Chr05 20822351 20822596 + - 
sly-miR8008b-1 Chr05 40031567 40031789 - - 
sly-miR1128 Chr05 61592931 61593199 + - 
sly-miR172d-8 Chr05 62347683 62347808 + Cluster sly-miR172d-8 / miR172j-1 
sly-miR172j-1 Chr05 62347692 62347800 - Cluster sly-miR172d-8 / miR172j-1 
sly-miR172d-3 Chr05 64339677 64339769 + - 
sly-miR160h-1 Chr05 64582685 64582779 - - 
sly-miR172j-2 Chr06 654146 654314 - Cluster sly-miR172j-2 / miR172d-5 
sly-miR172d-5 Chr06 654152 654315 + Cluster sly-miR172j-2 / miR172d-5 
sly-miR319a-2 Chr06 1551725 1551913 + - 
sly-miR166a-1 Chr06 2516280 2516399 - - 
sly-miR4376 Chr06 4541878 4541973 + - 
sly-miR166-1 Chr06 33130261 33130406 + - 
sly-miR482c Chr06 33869896 33870040 - Cluster sly-miR482c / miR482d / miR482e 
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sly-miR482d Chr06 33870218 33870328 - Cluster sly-miR482c / miR482d / miR482e 
sly-miR482e Chr06 33877958 33878106 - Cluster sly-miR482c / miR482d / miR482e 
sly-miR5303c Chr06 34020808 34020943 + - 
sly-miR8013 Chr06 35292068 35292283 - - 
sly-miR164f Chr06 36194242 36194329 + - 
sly-miR171b-3 Chr06 39151942 39152051 + - 
sly-miR157a-3 Chr06 39241675 39241775 - - 
sly-miR162-1 Chr06 39463102 39463229 + - 
sly-miR8007a Chr06 42323490 42323638 + - 
sly-miR172d-4 Chr06 42918718 42918859 + Cluster sly-miR172d-4 /  miR172d-2 
sly-miR172d-2 Chr06 42918809 42919082 + Cluster sly-miR172d-4 /  miR172d-2 
sly-miR167a-1 Chr06 45629353 45629474 - Cluster sly-miR167a-1 / miR167h-1 
sly-miR167h-1 Chr06 45629353 45629474 + Cluster sly-miR167a-1 / miR167h-1 
sly-miR156a-2 Chr07 324084 324176 + - 
sly-miR8001b-2 Chr07 1371921 1372010 - - 
sly-miR169f.1 Chr07 2171582 2171769 - Cluster sly-miR169f.1 / miR169d 
sly-miR169d Chr07 2181139 2181302 + Cluster sly-miR169f.1 / miR169d 
sly-miR396g-1 Chr07 2628752 2628895 + Cluster sly-miR396g-1 / miR396b 
sly-miR396b Chr07 2628764 2628883 - Cluster sly-miR396g-1 / miR396b 
sly-miR171c-3 Chr07 2683183 2683282 + - 
sly-miR9473-1 Chr07 3076296 3076415 + Cluster sly-miR9473-1 / miR9473-2 
sly-miR9473-2 Chr07 3076300 3076417 - Cluster sly-miR9473-1 / miR9473-2 
sly-miR169a-2 Chr07 4210773 4210930 + - 
sly-miR169b-1 Chr07 4225316 4225517 + - 
sly-miR169a-1 Chr07 4249346 4249660 - Cluster sly-miR169a-1 / miR169b-2 
sly-miR169b-2 Chr07 4249593 4249739 - Cluster sly-miR169a-1 / miR169b-2 
sly-miR1886h-2 Chr07 8054845 8055018 - - 
sly-miR171i Chr07 58089164 58089249 + - 
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sly-miR171b-2 Chr07 58137045 58137203 + - 
sly-miR156f Chr07 58834506 58834669 - - 
sly-miR397-1 Chr07 63282721 63282847 - Cluster sly-miR397-1 / miR397-2 
sly-miR397-2 Chr07 63282721 63282847 + Cluster sly-miR397-1 / miR397-2 
sly-miR168a-2 Chr08 558752 558911 + - 
sly-miR5303 Chr08 1444246 1444371 - - 
sly-miR8045-2 Chr08 2128091 2128276 - - 
sly-miR1917-1 Chr08 2461914 2462061 - - 
sly-miR166a-2 Chr08 2978416 2978522 + - 
sly-miR8008b-2 Chr08 9039778 9039969 - - 
sly-miR7805 Chr08 9491933 9492271 + - 
sly-miR8008a-1 Chr08 38633053 38633106 - - 
sly-miR2101 Chr08 39950644 39950725 - - 
sly-miR5368 Chr08 44162989 44163071 + - 
sly-miR156l-2 Chr08 49122866 49122977 - - 
sly-miR156i-1 Chr08 49142551 49142705 - Cluster sly-miR156i-1 / miR156i-2 / miR156a-1 
sly-miR156i-2 Chr08 49142800 49142903 - Cluster sly-miR156i-1 / miR156i-2 / miR156a-1 
sly-miR156a-1 Chr08 49143790 49143881 - Cluster sly-miR156i-1 / miR156i-2 / miR156a-1 
sly-miR156c Chr08 49154388 49154486 - - 
sly-miR156l-1 Chr08 49276189 49276298 + - 
sly-miR7983-5 Chr08 52683068 52683140 - - 
sly-miR1919a-1 Chr08 53776365 53776541 + - 
sly-miR1919a-3 Chr08 53821465 53821628 + - 
sly-miR169e Chr08 54794591 54794783 + - 
sly-miR9472 Chr08 56132627 56132806 + - 
sly-miR7984d Chr08 59496891 59497106 + - 
sly-miR399j-2 Chr08 60677208 60677353 - - 
sly-miR159b Chr08 61503118 61503376 - - 
 145 
 
sly-miR319c-3 Chr08 61949535 61949705 - - 
sly-miR1918 Chr08 62590533 62590698 - - 
sly-miR166-2 Chr08 62860619 62860776 + - 
sly-miR5014a Chr09 958808 959030 - - 
sly-miR160h-2 Chr09 1279200 1279284 - - 
sly-miR530 Chr09 1677562 1677643 + - 
sly-miR5303h-1 Chr09 2021102 2021232 - - 
sly-miR2111a Chr09 4692768 4692838 - - 
sly-miR7981 Chr09 5246889 5247098 - - 
sly-miR164a Chr09 7197974 7198138 + - 
sly-miR1886a Chr09 7214036 7214222 - - 
sly-miR390a Chr09 8388183 8388292 + - 
sly-miR7990a-2 Chr09 30262124 30262334 + - 
sly-miR7990a-1 Chr09 30276169 30276270 + - 
sly-miR8007b Chr09 57813155 57813424 - - 
sly-miR167c Chr09 59575909 59575992 + Cluster sly-miR167c / miR167h-2 / miR167h-3 
sly-miR167h-2 Chr09 59584668 59584780 - Cluster sly-miR167c / miR167h-2 / miR167h-3 
sly-miR167h-3 Chr09 59584682 59584766 + Cluster sly-miR167c / miR167h-2 / miR167h-3 
sly-miR7990a-3 Chr09 60617950 60618168 - - 
sly-miR8020 Chr09 61806957 61807079 + - 
sly-miR167a-2 Chr09 63883409 63883494 + - 
sly-miR7983-1 Chr09 63913426 63913598 + - 
sly-miR1886h-1 Chr09 66120260 66120330 + - 
sly-miR828a Chr10 3437920 3438038 - - 
sly-miR477 Chr10 3641769 3641882 - - 
sly-miR390b Chr10 58674337 58674439 - - 
sly-miR6027 Chr10 62182517 62182669 + - 
sly-miR172d-1 Chr10 63061173 63061283 + Cluster sly-miR172d-1 / miR172d-9 
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sly-miR172d-9 Chr10 63061173 63061283 - Cluster sly-miR172d-1 / miR172d-9 
sly-miR5303j-2 Chr10 63285938 63286065 - - 
sly-miR7983-2 Chr11 391752 391973 - - 
sly-miR8006-2 Chr11 1086152 1086335 - - 
sly-miR172d-6 Chr11 2634492 2634739 + Cluster sly-miR172d-6 / miR172d-10 
sly-miR172d-10 Chr11 2634501 2634688 - Cluster sly-miR172d-6 / miR172d-10 
sly-miR5174d Chr11 9329701 9329948 - - 
sly-miR8021-1 Chr11 10809746 10809964 - - 
sly-miR7122 Chr11 11628507 11628585 + - 
sly-miR8051 Chr11 13828426 13828682 + - 
sly-miR8175 Chr11 18397967 18398136 + - 
sly-miR398a Chr11 47382920 47383009 - - 
sly-miR9478-5p Chr11 50080141 50080351 + - 
sly-miR8039-2 Chr11 52067290 52067448 - - 
sly-miR8039-1 Chr11 52833028 52833208 - - 
sly-miR171c-1 Chr12 519803 519878 - - 
sly-miR9471a Chr12 1977727 1977906 - Cluster sly-miR9471a / miR9471b 
sly-miR9471b Chr12 1979383 1979529 - Cluster sly-miR9471a / miR9471b 
sly-miR171c-2 Chr12 2882792 2882890 + - 
sly-miR160g Chr12 3988680 3988766 + - 
sly-miR5303g Chr12 4949752 4949879 - - 
sly-miR845b Chr12 6245368 6245652 - - 
sly-miR1919a-2 Chr12 6988842 6989001 - - 
sly-miR7985 Chr12 9939995 9940172 - - 
sly-miR5303j-1 Chr12 24522755 24522861 - - 
sly-miR319-1 Chr12 39442797 39442993 + - 
sly-miR8025 Chr12 46875936 46876072 - - 
sly-miR7993a Chr12 62008795 62009012 + - 
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sly-miR394b Chr12 63002950 63003184 + - 
sly-miR168 Chr12 63569016 63569169 - Cluster sly-miR168 / miR168a-1 
sly-miR168a-1 Chr12 63569016 63569169 + Cluster sly-miR168 / miR168a-1 
sly-miR827 Chr12 63794575 63794682 + - 
sly-miR8001b-1 Chr12 64198687 64198818 - - 
sly-miR398b Chr12 65125271 65125381 + - 
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Tabela S8 – Localização e clusterização dos miRNAs no genoma de S. pennellii 
Pré-miRNAs 
Genoma 
Presença em cluster 
Cromossomo Início Fim Fita 
spe-miR7997a-2 Chr01 763648 763775 - - 
spe-miR7983-6 Chr01 776877 777092 - - 
spe-miR8011a-1 Chr01 993461 993628 + - 
spe-miR1917-4 Chr01 1337263 1337502 - - 
spe-miR7993a Chr01 6222383 6222559 - - 
spe-miR8019 Chr01 42041349 42041618 + - 
spe-miR7983-2 Chr01 53590384 53590579 - - 
spe-miR169-5 Chr01 54778561 54778784 - - 
spe-miR5303h Chr01 60381443 60381783 - - 
spe-miR6440b Chr01 62433325 62433521 + - 
spe-miR8008-2 Chr01 72794167 72794320 - - 
spe-miR5174d-1 Chr01 87185558 87185812 - - 
spe-miR403-1 Chr01 88519607 88519718 + Cluster spe-miR403-1 / miR403-2 
spe-miR403-2 Chr01 88519607 88519718 - Cluster spe-miR403-1 / miR403-2 
spe-miR8006 Chr01 89260620 89260875 - - 
spe-miR8021 Chr01 91805432 91805657 + - 
spe-miR6024 Chr01 93356521 93356622 - - 
spe-miR477a Chr01 97142596 97142665 + Cluster spe-miR477a / miR477b 
spe-miR477b Chr01 97142710 97142781 + Cluster spe-miR477a / miR477b 
spe-miR9476-2 Chr01 98437025 98437134 + Cluster spe-miR9476-2 / miR9476-1 
spe-miR9476-1 Chr01 98437028 98437135 - Cluster spe-miR9476-2 / miR9476-1 
spe-miR164b Chr01 100449370 100449481 + - 
spe-miR408 Chr01 101515027 101515154 + Cluster spe-miR408 / miR408b 
spe-miR408b Chr01 101515046 101515133 - Cluster spe-miR408 / miR408b 
spe-miR166c Chr01 103235074 103235260 - - 
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spe-miR384-3 Chr01 103370640 103370700 + - 
spe-miR8032a Chr01 104953326 104953608 - - 
spe-miR7983-3 Chr01 105741210 105741430 - - 
spe-miR8011a-2 Chr01 106347857 106347978 + - 
spe-miR7696c Chr01 108167418 108167656 - - 
spe-miR7980b-6 Chr02 17944152 17944310 + - 
spe-miR5303f-2 Chr02 18561117 18561249 - - 
spe-miR7997a-1 Chr02 22075866 22075994 - - 
spe-miR160a Chr02 29221649 29221751 + Cluster spe-miR160a / miR160g-2 
spe-miR160g-2 Chr02 29221652 29221746 - Cluster spe-miR160a / miR160g-2 
spe-miR171-6 Chr02 35982720 35982853 - - 
spe-miR156-3 Chr02 38183917 38184104 + Cluster spe-miR156-3 / miR156-4 / miR156-5 
spe-miR156-4 Chr02 38183967 38184052 + Cluster spe-miR156-3 / miR156-4 / miR156-5 
spe-miR156-5 Chr02 38185080 38185165 + Cluster spe-miR156-3 / miR156-4 / miR156-5 
spe-miR7983-1 Chr02 38806430 38806566 - - 
spe-miR399-9 Chr02 46563718 46563807 - - 
spe-miR8042 Chr02 47269772 47269929 - - 
spe-miR171-3 Chr02 48456158 48456249 + Cluster spe-miR171-3 / miR171-1 
spe-miR171-1 Chr02 48456163 48456243 - Cluster spe-miR171-3 / miR171-1 
spe-miR171a Chr02 50680507 50680595 - - 
spe-miR3627-2 Chr02 54121220 54121367 + Cluster spe-miR3627-2 / miR3627-1 
spe-miR3627-1 Chr02 54121255 54121337 + Cluster spe-miR3627-2 / miR3627-1 
spe-miR169a-2 Chr02 54491741 54491901 + - 
spe-miR1917-1 Chr02 55369755 55369968 - - 
spe-miR156-6 Chr02 56825404 56825511 + - 
spe-miR5174d-2 Chr02 59770446 59770711 - - 
spe-miR166a-2 Chr03 294688 294780 - - 
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spe-miR399r-1 Chr03 760858 760980 + Cluster spe-miR399r-1 / miR399r-2 / miR399d / miR399-8 
spe-miR399r-2 Chr03 765358 765483 + Cluster spe-miR399r-1 / miR399r-2 / miR399d / miR399-8 
spe-miR399d Chr03 768014 768200 - Cluster spe-miR399r-1 / miR399r-2 / miR399d / miR399-8 
spe-miR399-8 Chr03 769818 770033 - Cluster spe-miR399r-1 / miR399r-2 / miR399d / miR399-8 
spe-miR393 Chr03 3264505 3264582 + - 
spe-miR399-4 Chr03 4068315 4068417 - Cluster spe-miR399-4 / miR399-5 / miR399a-1 / miR399-3 
spe-miR399-5 Chr03 4072789 4072891 - 
Cluster spe-miR399-4 / miR399-5 / 
miR399a-1 / miR399-3 e Cluster spe- 
miR399-5 / miR399a-1 / miR399-3 / 
miR399a-2 
spe-miR399a-1 Chr03 4074164 4074255 + 
Cluster spe-miR399-4 / miR399-5 / 
miR399a-1 / miR399-3 e Cluster spe- 
miR399-5 / miR399a-1 / miR399-3 / 
miR399a-2 
spe-miR399-3 Chr03 4078241 4078343 - 
Cluster spe-miR399-4 / miR399-5 / 
miR399a-1 / miR399-3 e Cluster spe- 
miR399-5 / miR399a-1 / miR399-3 / 
miR399a-2 
spe-miR399a-2 Chr03 4080459 4080561 + 
Cluster spe- miR399-5 / miR399a-1 / 
miR399-3 / miR399a-2 e Cluster spe- 
miR399a-2 / miR399-6 
spe-miR399-6 Chr03 4089509 4089611 - Cluster spe- miR399a-2 / miR399-6 
spe-miR399-1 Chr03 4140329 4140503 + - 
spe-miR7983-4 Chr03 4924109 4924248 - - 
spe-miR395i Chr03 31337654 31337827 + - 
spe-miR8001a Chr03 33496291 33496434 - - 
spe-miR8175-1 Chr03 41122625 41122861 + - 
spe-miR166a-3 Chr03 53852785 53852958 - - 
spe-miR171-7 Chr03 53981867 53981978 - Cluster spe-miR171-7 / miR479 
spe-miR479 Chr03 53981867 53981978 + Cluster spe-miR171-7 / miR479 
spe-miR398b-1 Chr03 56677168 56677249 + - 
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spe-miR8011 Chr03 56824059 56824159 - - 
spe-miR319c-2 Chr03 58587777 58587954 + - 
spe-miR8047 Chr03 63861049 63861256 + - 
spe-miR8007a Chr03 64725491 64725758 + - 
spe-miR171-5 Chr03 65647221 65647332 - - 
spe-miR162a-1 Chr03 68777282 68777391 + - 
spe-miR482a Chr03 69139850 69139940 + - 
spe-miR1446 Chr03 71566760 71566898 - Cluster spe-miR1446 / miR1446a 
spe-miR1446a Chr03 71572091 71572186 - Cluster spe-miR1446 / miR1446a 
spe-miR156-1 Chr03 72241872 72242020 + - 
spe-miR319c-3 Chr03 72316257 72316435 + Cluster spe-miR319c-3 / miR319-3 
spe-miR319-3 Chr03 72316430 72316608 + Cluster spe-miR319c-3 / miR319-3 
spe-miR7992 Chr03 72436042 72436289 - - 
spe-miR319c-1 Chr03 72682683 72682859 - - 
spe-miR5300 Chr04 532618 532882 + - 
spe-miR1886-1 Chr04 2218162 2218292 + - 
spe-miR8038a Chr04 3062868 3063003 + - 
spe-miR7997a Chr04 5436378 5436561 - - 
spe-miR7998 Chr04 29817477 29817707 - - 
spe-miR5303f-3 Chr04 67270034 67270180 - - 
spe-miR5162 Chr04 67786524 67786663 - - 
spe-miR482e Chr04 67878952 67879113 + Cluster spe-miR482e / miR8036 
spe-miR8036 Chr04 67883283 67883368 + Cluster spe-miR482e / miR8036 
spe-miR838 Chr04 71680733 71681017 - - 
spe-miR384-1 Chr04 76575040 76575242 + - 
spe-miR395g Chr05 1860758 1860911 + - 
spe-miR395d Chr05 1873805 1873904 - - 
spe-miR395a Chr05 1887590 1887692 - - 
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spe-miR319-1 Chr05 2968007 2968193 - - 
spe-miR398b-2 Chr05 6357522 6357739 + - 
spe-miR5174d-3 Chr05 52038749 52039016 - - 
spe-miR8008-1 Chr05 52060864 52060990 - - 
spe-miR7980b-1 Chr05 69649762 69649910 - Cluster spe-miR7980b-1 / miR7980b-3 
spe-miR7980b-3 Chr05 69649795 69649908 + Cluster spe-miR7980b-1 / miR7980b-3 
spe-miR6144 Chr05 73651677 73651864 + - 
spe-miR1128 Chr05 74342704 74343004 + - 
spe-miR172-5 Chr05 75143059 75143190 - Cluster spe-miR172-5 / miR172d 
spe-miR172d Chr05 75143079 75143172 + Cluster spe-miR172-5 / miR172d 
spe-miR5303f-1 Chr05 76336809 76337118 + - 
spe-miR172-6 Chr05 77261541 77261645 + - 
spe-miR160g-1 Chr05 77521943 77522037 + Cluster spe-miR160g-1 / miR160-1 
spe-miR160-1 Chr05 77521947 77522034 - Cluster spe-miR160g-1 / miR160-1 
spe-miR172-3 Chr06 717771 717939 + Cluster spe-miR172-3 / miR172-4 
spe-miR172-4 Chr06 717771 717939 - Cluster spe-miR172-3 / miR172-4 
spe-miR8039 Chr06 810209 810350 - - 
spe-miR319-2 Chr06 1727636 1727820 + - 
spe-miR166-1 Chr06 2799085 2799201 - - 
spe-miR4376 Chr06 4599649 4599744 + - 
spe-miR8024 Chr06 16538507 16538591 + - 
spe-miR5303-2 Chr06 45062879 45062996 - - 
spe-miR166a-1 Chr06 46235742 46235887 + - 
spe-miR1917-3 Chr06 46648812 46649012 - - 
spe-miR482d Chr06 47145145 47145257 - Cluster spe-miR482d / miR482-1/ miR482b /  miR482-2 
spe-miR482-1 Chr06 47145443 47145601 - Cluster spe-miR482d / miR482-1/ miR482b /  miR482-2 
spe-miR482b Chr06 47148823 47148941 - Cluster spe-miR482d / miR482-1/ miR482b /  miR482-2 
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spe-miR482-2 Chr06 47153410 47153519 - Cluster spe-miR482d / miR482-1/ miR482b /  miR482-2 
spe-miR164 Chr06 50067065 50067162 + - 
spe-miR7987 Chr06 51830859 51830956 - - 
spe-miR171 Chr06 53312500 53312609 + - 
spe-miR156-2 Chr06 53412403 53412503 - - 
spe-miR162a-2 Chr06 53636765 53636894 + - 
spe-miR9477 Chr06 54350260 54350413 + - 
spe-miR172a Chr06 57403102 57403243 + - 
spe-miR167a Chr06 60329006 60329098 - - 
spe-miR156-12 Chr07 389305 389395 - - 
spe-miR8001b-2 Chr07 1638009 1638098 - - 
spe-miR169-2 Chr07 2513858 2514047 - Cluster spe-miR169-2 / miR169-4 / miR169-3 
spe-miR169-4 Chr07 2516932 2517123 + Cluster spe-miR169-2 / miR169-4 / miR169-3 
spe-miR169-3 Chr07 2533839 2534002 + Cluster spe-miR169-2 / miR169-4 / miR169-3 
spe-miR396a Chr07 2869277 2869383 + Cluster spe-miR396a / miR396-2 / miR396-1 
spe-miR396-2 Chr07 2878850 2878980 + Cluster spe-miR396a / miR396-2 / miR396-1 
spe-miR396-1 Chr07 2878854 2878975 - Cluster spe-miR396a / miR396-2 / miR396-1 
spe-miR171e-2 Chr07 2946958 2947057 + - 
spe-miR9473-2 Chr07 3372042 3372219 + Cluster spe-miR9473-2 / miR9473-1 
spe-miR9473-1 Chr07 3372084 3372201 - Cluster spe-miR9473-2 / miR9473-1 
spe-miR1886h-1 Chr07 8373616 8373788 - - 
spe-miR5567 Chr07 17517474 17517679 - - 
spe-miR8005 Chr07 18793540 18793709 - - 
spe-miR8008b-3 Chr07 40677099 40677213 - - 
spe-miR169c Chr07 49698756 49698853 + Cluster spe-miR169c / miR169-1 
spe-miR169-1 Chr07 49700826 49700980 + Cluster spe-miR169c / miR169-1 
spe-miR169a-1 Chr07 49721505 49721651 - - 
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spe-miR9469 Chr07 69192435 69192575 - - 
spe-miR171-4 Chr07 71701400 71701485 + - 
spe-miR7984 Chr07 71807970 71808199 + - 
spe-miR5303e Chr07 73490465 73490593 - - 
spe-miR397 Chr07 77142462 77142577 - - 
spe-miR5303-3 Chr08 289072 289190 - - 
spe-miR168a Chr08 633373 633558 + - 
spe-miR5303-1 Chr08 1624119 1624244 - - 
spe-miR7983-5 Chr08 1925318 1925458 - - 
spe-miR8045 Chr08 2181950 2182211 - - 
spe-miR8013 Chr08 2664484 2664770 - - 
spe-miR1917-2 Chr08 2694336 2694471 - - 
spe-miR166-2 Chr08 3223120 3223226 + - 
spe-miR8008b-2 Chr08 10372996 10373189 + Cluster spe-miR8008b-2 / miR8008b-1 
spe-miR8008b-1 Chr08 10373065 10373118 - Cluster spe-miR8008b-2 / miR8008b-1 
spe-miR7984c Chr08 53205515 53205833 + - 
spe-miR156-10 Chr08 55832450 55832557 - - 
spe-miR156-11 Chr08 55860443 55860599 - Cluster spe-miR156-11 / miR156-9 / miR156-8 
spe-miR156-9 Chr08 55860941 55861041 - Cluster spe-miR156-11 / miR156-9 / miR156-8 
spe-miR156-8 Chr08 55861199 55861290 - Cluster spe-miR156-11 / miR156-9 / miR156-8 
spe-miR156-7 Chr08 55884705 55884801 - - 
spe-miR5303 Chr08 58662225 58662426 - - 
spe-miR1919 Chr08 60775494 60775670 + - 
spe-miR1919 Chr08 60800793 60800969 + - 
spe-miR169e Chr08 61831591 61831769 + - 
spe-miR1886-2 Chr08 65611577 65611692 + - 
spe-miR399-2 Chr08 68047718 68047824 - - 
 155 
 
spe-miR319a Chr08 69369759 69369928 - - 
spe-miR1918 Chr08 70028116 70028312 - - 
spe-miR5014a Chr09 995181 995440 - - 
spe-miR7984b Chr09 1178022 1178226 + - 
spe-miR160-2 Chr09 1305450 1305565 - - 
spe-miR530 Chr09 1716007 1716099 + - 
spe-miR7980b-4 Chr09 2750232 2750347 - - 
spe-miR2111a Chr09 4970294 4970364 - - 
spe-miR6232b Chr09 6849301 6849585 - - 
spe-miR164a Chr09 7469784 7469948 + - 
spe-miR390 Chr09 11503984 11504093 + - 
spe-miR2673a Chr09 32197905 32198112 - - 
spe-miR7990a-1 Chr09 36111556 36111665 + Cluster spe-miR7990a-1 / miR7990a-2 
spe-miR7990a-2 Chr09 36121579 36121697 + Cluster spe-miR7990a-1 / miR7990a-2 
spe-miR399-7 Chr09 37782560 37782817 - - 
spe-miR8008a-2 Chr09 54478465 54478670 - Cluster spe-miR8008a-2 / miR8008a-1 
spe-miR8008a-1 Chr09 54478610 54478739 - Cluster spe-miR8008a-2 / miR8008a-1 
spe-miR5368 Chr09 57270433 57270515 - - 
spe-miR8051 Chr09 58910569 58910902 + - 
spe-miR8175-2 Chr09 59756881 59757050 - - 
spe-miR8016 Chr09 62946500 62946671 - - 
spe-miR5368 Chr09 74641352 74641434 - - 
spe-miR167-3 Chr09 75312701 75312784 + - 
spe-miR167-1 Chr09 75320778 75320862 + - 
spe-miR8020 Chr09 77715051 77715138 + - 
spe-miR7993b-2 Chr09 78450026 78450264 - - 
spe-miR167h Chr09 80024502 80024697 - Cluster spe-miR167h / miR167-2 
spe-miR167-2 Chr09 80024558 80024643 + Cluster spe-miR167h / miR167-2 
 156 
 
spe-miR828a Chr10 3597340 3597458 - - 
spe-miR477 Chr10 3890938 3891051 - - 
spe-miR7981 Chr10 46959971 46960184 - - 
spe-miR5303c-2 Chr10 63014597 63014715 - - 
spe-miR390a Chr10 75977018 75977120 - - 
spe-miR6027 Chr10 79748661 79748824 + - 
spe-miR172-8 Chr10 80668535 80668644 - Cluster spe-miR172-8 / miR172-7 
spe-miR172-7 Chr10 80668537 80668641 + Cluster spe-miR172-8 / miR172-7 
spe-miR7983-7 Chr10 80735432 80735644 - - 
spe-miR8001b-1 Chr11 1226731 1227071 + - 
spe-miR1886h-2 Chr11 5485202 5485298 + - 
spe-miR6478 Chr11 7210440 7210748 - - 
spe-miR7980b-5 Chr11 49545167 49545323 + Cluster spe-miR7980b-5 / miR7980b-2 
spe-miR7980b-2 Chr11 49545230 49545309 - Cluster spe-miR7980b-5 / miR7980b-2 
spe-miR398a Chr11 59950774 59950863 - - 
spe-miR172-2 Chr11 64255940 64256125 + Cluster spe-miR172-2 / miR172-1 
spe-miR172-1 Chr11 64255947 64256105 - Cluster spe-miR172-2 / miR172-1 
spe-miR171-2 Chr12 614702 614776 - - 
spe-miR9471b Chr12 2195833 2195979 - - 
spe-miR171e-1 Chr12 3162612 3162738 + - 
spe-miR5303c-1 Chr12 3259679 3259804 - - 
spe-miR160c Chr12 5032210 5032296 + - 
spe-miR1919c Chr12 7326187 7326346 - - 
spe-miR319-4 Chr12 53120856 53121052 + - 
spe-miR7993b-1 Chr12 60349441 60349716 - - 
spe-miR8025 Chr12 61214103 61214239 - - 
spe-miR8024a Chr12 66067103 66067345 - - 
spe-miR8026 Chr12 72433699 72433822 - - 
 157 
 
spe-miR384-2 Chr12 80462369 80462564 + - 
spe-miR168b Chr12 81073196 81073365 + - 
spe-miR827 Chr12 81335316 81335403 + - 
spe-miR398 Chr12 82730667 82730759 + - 
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Tabela S9 – Caracterização estrutural e termodinâmica dos precursores de miRNAs em S. lycopersicum. Tamanho (Tam), conteúdo 
de G, conteúdo de A, conteúdo de C, conteúdo de U, conteúdo de GC, conteúdo de AU, razão de AU (R-AU), razão de GC (R-GC), Energia 
Mínima Livre (MFE), Energia Mínima Livre do Conjunto (MFEE), Frequência da estrutura do MFE no Conjunto (Freq), Diversidade do 
Conjunto (Div), Energia Mínima Livre Ajustada (AMFE), Índice de Energia Mínima Livre (MFEI). 
Pre-miRNA Sequence Tam G A C U GC AU R-AU R-GC MFE MFEE Freq Div AMFE MFEI 
sly-miR1128 
uacuacucccuccgucccaaaauaagugucacu
uuagcaauaaucauacucacuaagaaaaauaa
uaaauagaaagguauaguucaccaaguuaccc
cuauuuauuaguuguuucuugacaauugagca
ugauugauaaguaguucuuuaguacaaaggua
uacuuggaaaaacauacuaauuucugucuuaa
guuccuauggugacacuuauuuuggaaaaaaa
uuuauugcuaaagugacacuuauuuugggacg
gauggaguauuu 
269 15,61338 34,20074 15,61338 34,57249 31,22677 68,77323 1,01087 1 -98,1 -96,7 0,003476 31,09 -36,4684 -1,16786 
sly-miR1446-1 
aauggaaauccaguguuuucugaacucucucc
cucaauggcuucuccaauauauaaauuaauuu
aaaagagcagccaugagagauugaguucagaa
aacuauggcuuuccuag 
113 16,81416 32,74336 19,46903 30,97345 36,28319 63,71681 0,945946 0,863636 -46,8 -44,4 0,109489 4,46 -41,4159 -1,14146 
sly-miR1446-2 
cagaguuuucugaacucucucccucaauggcug
uucauauaauauaugcugcuacuuugcagcuu
aauuaaauaacagcuuuggggguuugagucca
gaaaacucuug 
108 18,51852 25,92593 20,37037 35,18519 38,88889 61,11111 1,357143 0,909091 -51,1 -51,1 0,163176 3,74 -47,3148 -1,21667 
sly-miR156a-1 
cggugacagaagagagugagcacauauggucu
uuucaagcaugauguuuacaugcuugaagcua
ugcgugcucacuucucuaucugucaccc 
92 22,82609 23,91304 22,82609 30,43478 45,65217 54,34783 1,272727 1 -55,6 -55,6 0,317684 2,7 -60,4348 -1,32381 
sly-miR156a-2 
gacugacagaagagagugagcacacgauguca
aauuguauaaauauauauacaauugucauuug
cgugugcucacuucucauucugucagaau 
93 19,35484 32,25806 17,2043 31,1828 36,55914 63,44086 0,966667 1,125 -48,7 -45,7 0,094595 4,25 -52,3656 -1,43235 
sly-miR156c 
uggugauagaagagagugagcacacauggugu
uuucuugcaugauguuuauauauauauaugcu
ugaaacuaugugugcuuacucucuaucuguca
ccc 
99 21,21212 25,25253 16,16162 37,37374 37,37374 62,62626 1,48 1,3125 -56,8 -56,8 0,39483 4,69 -57,3737 -1,53514 
sly-miR156f 
acauaugagauuugguugaggauucaaaguga
gaaauucuauugacagaagagagagaguacaa
ucugucaucagcaaaaugauauuguuguuugu
uggaaugugcucucucugcuucugccaaugga
aacuauaaaaauggauccucaacaaagauuau
acau 
164 20,73171 34,7561 14,02439 30,4878 34,7561 65,2439 0,877193 1,478261 -67 -67 0,08395 6,09 -40,8537 -1,17544 
sly-miR156i-1 
ucuaauuaaguguaaaguaagacaaaaagagg
ugacagaagagcgugagcacauguguguuuuc
uagcaugauguuuauaugcuugaaucuaugcg
ugcucacugcucuaucuuucauccucaucgcuu
155 18,06452 25,80645 19,35484 36,77419 37,41935 62,58065 1,425 0,933333 -50,4 -50,4 0,102397 8,43 -32,5161 -0,86897 
 159 
 
uuccucucucucuagauuuaauuuuc 
sly-miR156i-2 
gggaggugacagaagagagugggcacauaugg
uauuuucucgcaugcuugaaacuaugucugcu
cacuucucuaucugucaucccuaccauuuucuc
cguuucu 
104 21,15385 20,19231 24,03846 34,61538 45,19231 54,80769 1,714286 0,88 -40,8 -40,8 0,169001 5,92 -39,2308 -0,86809 
sly-miR156l-1 
aaaaggggcggugacagaagagagugagcaca
caugguguuuucuagcaugauguuuuacaugc
uugaaacuaugugugcucacugcucuaucugu
caccccccaucgcu 
110 24,54545 24,54545 22,72727 28,18182 47,27273 52,72727 1,148148 1,08 -67,3 -67,3 0,50298 2,24 -61,1818 -1,29423 
sly-miR156l-2 
aaggggcggugacagaagagagugagcacaca
uggcguuuucuggcaugauguuuauauauaua
uaugcuugaaacuaugugugcucacugcucua
ucugucaccucccacc 
112 24,10714 25 21,42857 29,46429 45,53571 54,46429 1,178571 1,125 -64,1 -64,1 0,313 7,58 -57,2321 -1,25686 
sly-miR157a-1 
uguuaaaagaggaggugguaggagauguuguu
gacagaagauagagagcacagaugauaaagug
cauggaaauugucugcaccuuacuccuuugug
cucuuuauucuucugucaucaucauuaauccca
ccuuuuuuuuugauauu 
146 21,23288 26,71233 15,75342 36,30137 36,9863 63,0137 1,358974 1,347826 -67,1 -66,7 0,030551 8,03 -45,9589 -1,24259 
sly-miR157a-2 
cucacaacuguaaguauaaauuauuucaaaga
gagcaggaaaguauugggugagauauuguuga
cagaagauagagagcacgaauaaugaggugcu
aauuggaagcugcaccuuaauucuuugugcuc
ucuauucuucugucaucaucuucagucccuccc
cgacccucucuaccuuaauuuauuucuacguuu
auuguauu 
202 17,82178 27,72277 19,80198 34,65347 37,62376 62,37624 1,25 0,9 -69 -65,8 0,004479 23,11 -34,1584 -0,90789 
sly-miR157a-3 
uugacagaagauagagagcacuaaugaugaua
ugcuaauuucauucaauuugggcagcaaaagc
aucucaauucauuugugcucucuaugcuucug
ucauc 
101 17,82178 29,70297 18,81188 33,66337 36,63366 63,36634 1,133333 0,947368 -43,2 -41,9 0,123911 6,62 -42,7723 -1,16757 
sly-miR157a-4 
auugauuuguguaaaauguagggaggaaaaaa
aaagaggggaaaauggaaugggugauauuguu
gacagaagauagagagcacauaugauggaaug
cugcugcugcugcugcuaaaucuggagagucu
uaacaauaaaaaaaagcauuucacuucauuug
ugcucucuaugcuuccgucaucccuuucauccu
cuucuccuucuauuuuucucuucucucucccua
aaucuauacaauaacucguu 
246 18,69919 29,6748 18,69919 32,92683 37,39837 62,60163 1,109589 1 -81,6 -72,1 0,001928 29,98 -33,1707 -0,88696 
sly-miR159a 
ggagcuccuugaaguccaacagaagaucuaac
agguuagauugagcugcugaccuauggauucc
ucagcccuaucuauuuaugauuucaaacauau
agauagguuuguggguuugcauaugucaggag
cuuuauuuuacccuuuguuugaucauuuuuug
gauugaagggagcucuac 
178 21,91011 24,7191 17,41573 35,95506 39,32584 60,67416 1,454545 1,258065 -79 -76,4 0,018008 12,25 -44,382 -1,12857 
sly-miR159b cuguuuguggauuacacugauauucauauaguugauuuuaacuuguucgaggaagauuagaguu 259 20,46332 28,57143 14,67181 36,29344 35,13514 64,86486 1,27027 1,394737 -89,5 -86,4 0,000123 25,78 -34,556 -0,98352 
 160 
 
cugaauguagagcuuuucugaauuucaaagag
gaucugagagggaaaaucgagcugcuaaucua
uggaucccucaaaccuaucuauucucaaaaua
auuuuagauagguuugugguuugcauauauca
ggagcuucauuuacucuucuaggauccuuauu
ggaaugaagggagcucuacguuugauaaccua
auu 
sly-miR160 
ggugguaugcuuggcuccuuauacgccacccac
ugaucagucaaucaaagaauuggugaaugugu
guggcauacagggagccaggcacauccuuc 
95 26,31579 24,21053 24,21053 25,26316 50,52632 49,47368 1,043478 1,086957 -42,6 -41,9 0,100259 11,91 -44,8421 -0,8875 
sly-miR160a 
augugccuggcucccuguaugccacacacauuc
accaauucuuugauugacugaucagugggugg
cguauaaggagccaagcauac 
86 23,25581 24,4186 25,5814 26,74419 48,83721 51,16279 1,095238 0,909091 -42 -42 0,436629 2,58 -48,8372 -1 
sly-miR160g 
cugccuggcucccuggaugccaacuaagaacag
uauugucaaaaaaauugacacucuuccuaguu
gguaccagaggagacaggcaga 
87 22,98851 31,03448 24,13793 21,83908 47,12644 52,87356 0,703704 0,952381 -47,9 -47,9 0,312156 2,19 -55,0575 -1,16829 
sly-miR160h-1 
cguauaugccuggcucccuguaugccauuugca
aagcucaccguaauauaucgaugggccuuguu
gaauggcguaugaggagccaagcauauucc 
95 24,21053 23,15789 24,21053 28,42105 48,42105 51,57895 1,227273 1 -47,4 -47,4 0,144332 2,94 -49,8947 -1,03043 
sly-miR160h-2 
acaugccuggcuccuuguaugccauuugcauu
guuccaccaagaauugauggccuuuucagaug
gcauucuaggagcuaagcaug 
85 22,35294 22,35294 23,52941 31,76471 45,88235 54,11765 1,421053 0,95 -36,9 -36,7 0,38696 3,21 -43,4118 -0,94615 
sly-miR162-1 
uaguugguugaagacacuggaggcagcgguuc
aucgauccguucccuggaagcugaauauauau
auacgcaaaaauacagcaaaaggaaucggucg
auaaaccucugcauccagugcuuaaccccuaa 
128 21,875 32,03125 22,65625 23,4375 44,53125 55,46875 0,731707 0,965517 -48,4 -47,7 0,011282 12,44 -37,8125 -0,84912 
sly-miR162-2 
guugggugagaacacuggaggcagcgguucau
cgaucuguucccugaaaagcgauaaauacagc
aacaggaagcgaucgauaaaccucugcaucca
gugcuuaacccgcc 
110 25,45455 29,09091 25,45455 20 50,90909 49,09091 0,6875 1 -49 -49 0,057198 7,88 -44,5455 -0,875 
sly-miR164a 
agauggagaagcagggcacgugcauuacuaac
ucauacgcaagauuuaucgauguuucgaaaau
ucugcuaucauaguacuguauuuuacagcaaa
uaguguuuguacuuuacauguaugugauaaaa
ugaugaguuaguuauucaugugccuguuuucc
ccauc 
165 19,39394 29,09091 16,36364 35,15152 35,75758 64,24242 1,208333 1,185185 -58,2 -56,1 0,002523 17,78 -35,2727 -0,98644 
sly-miR164e 
uggguggguaacucauguuggagaagcagggc
acgugcaaauucuuguauucgacaauauaugc
auuacuaaugguaaugcaugaauuuugcacgu
guucuccuucuccaac 
112 23,21429 25,89286 18,75 32,14286 41,96429 58,03571 1,241379 1,238095 -50,8 -50,6 0,021401 11,6 -45,3571 -1,08085 
sly-miR164f 
uuuaagcuggagaagcagggcacaugcugaau
uacuugaaacuuugaccuuucaagaauuuugc
augugcucuagcucuccagcuuaa 
88 20,45455 27,27273 20,45455 31,81818 40,90909 59,09091 1,166667 1 -50,5 -47,5 0,215526 2,29 -57,3864 -1,40278 
sly-miR166-1 acaaaagaaagaaaacauuuguugaggggaauguuguuugguucgaaaucauucaaacaaauua 146 17,12329 34,24658 16,43836 32,19178 33,56164 66,43836 0,94 1,041667 -54,2 -53,5 0,065467 8,11 -37,1233 -1,10612 
 161 
 
aaauucaugcaucucgaugaucgaugaauuga
auaauuucggaccaggcuucauuccccccaacu
caaguuuuuguuuuaau 
sly-miR166-2 
ucucaguugaggggaauguugucuggcucgag
gucaccaauuagauccauaaucccuauauaua
ccaugcuuuucaaaaaaaagauuuauaauaug
aaaagggguuaugaaucauguguuaguguugu
cggaccaggcuucauuccccccaauuguua 
158 20,25316 29,11392 18,35443 32,27848 38,60759 61,39241 1,108696 1,103448 -59 -58,7 0,120311 9,82 -37,3418 -0,96721 
sly-miR166-3 
agcuuccagauuugaggggaauguuguuuggc
ucgaagucauuaucucauuauagaucgaacca
auccaauuuuauauauucaaucuaguuuaaaa
uauaugugaauuacgaugaugaugagauagug
ucuucggaccaggcuucauuccccccaauuugg
aaaca 
166 18,6747 30,12048 17,46988 33,73494 36,14458 63,85542 1,12 1,068966 -66 -60,6 0,034522 17,96 -39,759 -1,1 
sly-miR166a-1 
auauuguugaggagaaugucgucugguucgag
aucuuucauaagaaagguaaaugaaugacaag
uuuucauauauguaucgugaaugauuucggac
caggcuucauuccccucaacucug 
120 21,66667 28,33333 16,66667 33,33333 38,33333 61,66667 1,176471 1,3 -52,2 -51 0,291748 5,74 -43,5 -1,13478 
sly-miR166a-2 
uuaauuuugaggggaauguuguuuggcucgag
gccaccaacuucaucuaaugugagcaaacucuu
uguuagugucgucggaccaggcuucauuccccu
caaaaucuc 
107 21,49533 22,42991 23,36449 32,71028 44,85981 55,14019 1,458333 0,92 -44,5 -40,1 0,039483 13,55 -41,5888 -0,92708 
sly-miR166a-3 
aaacaagaucauguuaaggagaauguugucug
guucgugaccauauaucuuucuucacauaaau
gaucucggaccaggcuucauuccccucaa 
93 17,2043 29,03226 22,58065 31,1828 39,78495 60,21505 1,074074 0,761905 -30,6 -30,6 0,192826 4,67 -32,9032 -0,82703 
sly-miR166a-4 
ggagagagagcuuuuguauugcggggaauguu
gucuggcucgaggaaucaaaaauuguuucuua
uagauagaucuguauauuuuguuuauagaucu
auaauguuuuugaugucgucggaccaggcuuc
auuccccacaaugaauauugcucucucaca 
158 22,1519 25,31646 15,82278 36,70886 37,97468 62,02532 1,45 1,4 -71,2 -71,2 0,176528 5,62 -45,0633 -1,18667 
sly-miR166g 
uguguguggugaguuugagggggauguugucu
ggcucgacacaauuacucuauuguauguauuu
aguuauucguuaucaagauugaugucgauaac
gaauaaauuaaacacauauauacaagauguaa
aaagggaguaaaggcgucggaccaggcuucau
uccucucaaacaauauucuacuuuuac 
187 21,39037 30,48128 14,97326 33,15508 36,36364 63,63636 1,087719 1,428571 -71,3 -68,3 0,00768 17,68 -38,1283 -1,04853 
sly-miR167a-1 
acaucgugcagcacuagcaguugaagcugcca
gcaugaucuaaacuuuccuuuuaguucaaaua
uaauucgaggaaagaucagaucauguggcagc
cuuaccugucaaugccaucacgaauu 
122 18,85246 30,32787 22,95082 27,86885 41,80328 58,19672 0,918919 0,821429 -47,3 -47,1 0,127815 5,41 -38,7705 -0,92745 
sly-miR167a-2 
aucaguugaagcugccagcaugaucuaaacuu
accuauaaauuuauauuaaggcaagaucagau
caugugguugcuucaccuguua 
86 17,44186 31,39535 18,60465 32,55814 36,04651 63,95349 1,037037 0,9375 -31,7 -31,7 0,074858 5,62 -36,8605 -1,02258 
sly-miR167c gugaagcugccagcaugaucuaaacuuggccauuuauaaagaaaaugggugacuaagguuaggu 84 25 29,7619 20,2381 25 45,2381 54,7619 0,84 1,235294 -41,1 -41,1 0,469922 3,19 -48,9286 -1,08158 
 162 
 
caugcucggacagccucacu 
sly-miR167h-1 
aauucgugauggcauugacagguaaggcugcc
acaugaucugaucuuuccucgaauuauauuug
aacuaaaaggaaaguuuagaucaugcuggcag
cuucaacugcuagugcugcacgaugu 
122 22,95082 27,86885 18,85246 30,32787 41,80328 58,19672 1,088235 1,217391 -57,4 -57,4 0,173226 4,72 -47,0492 -1,12549 
sly-miR167h-2 
uuccgcgaaaccaucaacaggugaugcugccac
augaucugaucuuuccucguacggagcaauag
aaaaguuuagaucaugcuggcagcuucaacug
cuagugguucacgauc 
113 22,12389 26,54867 24,77876 26,54867 46,90265 53,09735 1 0,892857 -45,6 -45,6 0,023733 9,57 -40,354 -0,86038 
sly-miR167h-3 
agcaguugaagcugccagcaugaucuaaacuu
uucuauugcuccguacgaggaaagaucagauc
auguggcagcaucaccuguug 
85 23,52941 27,05882 22,35294 27,05882 45,88235 54,11765 1 1,052632 -39,8 -39,8 0,299069 2,42 -46,8235 -1,02051 
sly-miR168 
cagucuccuauucaguugaugcaaggcgggac
ccaaacuacgcaacaacauguaaaaauaagau
ucuuuuuuaccgguacgcugccgucgccgucag
cuaccgccauuguugccggcgagguaggucccg
accugcaccaagcgaaugagaaac 
154 23,37662 26,62338 28,57143 21,42857 51,94805 48,05195 0,804878 0,818182 -56 -53,3 0,081527 15,07 -36,3636 -0,7 
sly-miR168a-1 
guuucucauucgcuuggugcaggucgggaccu
accucgccggcaacaauggcgguagcugacggc
gacggcagcguaccgguaaaaaagaaucuuau
uuuuacauguuguugcguaguuugggucccgc
cuugcaucaacugaauaggagacug 
154 28,57143 21,42857 23,37662 26,62338 51,94805 48,05195 1,242424 1,222222 -70,3 -69 0,01763 13,49 -45,6494 -0,87875 
sly-miR168a-2 
ccucuuauucgcuuggugcaggucgggaccuca
uucgccggcgccgggaauaaugccggacgaacg
acggcgguguuaauucuacuaaagcugucacc
gacggauagauguuugauuagcggcgaaauuu
ggguccugccuugcaucaacugaauuggag 
160 29,375 21,25 23,75 25,625 53,125 46,875 1,205882 1,236842 -66 -63,5 0,016082 21,23 -41,25 -0,77647 
sly-miR169a-1 
uuuuauaguuucggcaaguuguucuuggcuau
aguuugcucucuucuucucaugucauccucguu
agaccuauuuuuuccuacuucucgagaagaau
uuucaauuuugagagaguguuauuugauacga
aggauuuuuaaaaucacuuuuuaaauaguuca
uacguauuaucuaaaaauuguuuguguauaac
auaggaaaacacuauaggaguugaaggugggu
guagggguguuaugauggggugagaucagaga
uguauugaagggcggggaagagacaaccaugu
uaaauacgacuugugaaauuuuagug 
315 22,85714 27,93651 12,06349 37,14286 34,92063 65,07937 1,329545 1,894737 -81,8 -75,6 2,12E-05 58,58 -25,9683 -0,74364 
sly-miR169a-2 
ugucuagagaguuauuguaugaagagguaggg
aguggagugcagccaaggaugacuugccgaga
uguuguagccuaaugcaaugacauaucggcag
gucaucuuuggcuacauuuuauucucuccuau
ucauguaaaacuuuauagacguauauguau 
158 24,68354 27,21519 15,18987 32,91139 39,87342 60,12658 1,209302 1,625 -81,6 -81,6 0,06643 4,17 -51,6456 -1,29524 
sly-miR169b-1 
cauuugauagacaaaucuaaaauuuuuggucu
auaagguuugcaugaaguugaagagagucaag
uugcagccaaggaugacuugccggaccaaaag
202 19,30693 25,24752 18,81188 36,63366 38,11881 61,88119 1,45098 1,026316 -73,3 -73,24 0,00086 21,53 -36,2871 -0,95195 
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uugugaccauuuucuaguuccggcaaguuguu
uuuggcuauaaguuugcucucuucuucucaug
uuauccucguuagaccuauuuuuucccuauuc
ucuacaagag 
sly-miR169b-2 
uagucuaugagguuugcaugaagauguagaga
gugaaguugcagccaaggaugacuugccggac
cauaaauugcuaggguuuuauaguuucggcaa
guuguucuuggcuauaguuugcucucuucuuc
ucaugucauccucguuaga 
147 25,17007 22,44898 17,0068 35,37415 42,17687 57,82313 1,575758 1,48 -66,5 -63,7 0,007425 12,67 -45,2381 -1,07258 
sly-miR169b-3 
uugaauagacaugucuuuauucauguuaaagu
cuugcaugagggaacaaggucauugaauugca
gccaaggaugacuugccggcaagcucgaucaa
uucugcuucaugucuggcaagucauuuuuggc
uacauaucugccucauuuucucaugccagauu
uuuuaugaaacagcuguuguuguu 
184 20,65217 24,45652 19,02174 35,86957 39,67391 60,32609 1,466667 1,085714 -73,5 -68,6 0,013016 17,26 -39,9457 -1,00685 
sly-miR169d 
augagaagaggagucuaguaugaugaaaagag
ucuuauuugguagccaaggaugacuugucugc
accauuuccgaaauguguccuuucguucaugg
ggucaggcaggucaucuuuagcuaacuugaca
agcucuucucuuucaugcaagacuuucucuucu
ucc 
164 21,95122 23,78049 20,73171 33,53659 42,68293 57,31707 1,410256 1,058824 -71,9 -71,9 0,007556 9,02 -43,8415 -1,02714 
sly-miR169e 
uaggaggagaggccuuacaugaauuagaagag
uuucuauuuguuuaguagccaaggaugacuug
ccuuucaucaaugccuuuuguaaaauggaaau
ugauuacaacacuuucuaugguauugggaaaa
ugaguggcaagcaucuuuggcgacuugacaaa
cucuucuuugucauguuaguccaucuucuuccu 
193 20,72539 26,94301 17,09845 35,23316 37,82383 62,17617 1,307692 1,212121 -78,9 -78 0,009237 15,47 -40,8808 -1,08082 
sly-miR169f.1 
auuauugaagagggguuuuauaugaaguugag
aguauuauuuaguagccaaggaugacuugccu
acuucauuugauauauaguuuaaaauaauaau
auugacaauauuugucauuuggucguaggcaa
guuauccuggcuaucuugacaugcucguaauu
uuucauguaagaccuuaucuucuauggc 
188 19,14894 28,7234 12,76596 39,3617 31,91489 68,08511 1,37037 1,5 -76,8 -74,1 0,003635 16,1 -40,8511 -1,28 
sly-miR169g 
gguaaaagaagagugucuuacaugaaggguaa
gugccuauuugauagccaaggaugacuugccu
gcaucauuaauuaauucuugaggcuagcuugu
gauauauaucauguauaugacauguauacaag
cauucuucuuugauggccaggcagucuccuuu
ggcuacucgaauagguuccucucauucaugcu
agacucuucucuucuu 
208 20,19231 25,48077 19,23077 35,09615 39,42308 60,57692 1,377358 1,05 -82,7 -82,4 0,004952 20,96 -39,7596 -1,00854 
sly-miR169m 
aacaacaacagcuguuucauaaaaaaucuggc
augagaaaaugaggcagauauguagccaaaaa
ugacuugccagacaugaagcagaauugaucga
gcuugccggcaagucauccuuggcugcaauuca
augaccuuguucccucaugcaagacuuuaaca
184 19,02174 35,86957 20,65217 24,45652 39,67391 60,32609 0,681818 0,921053 -60,1 -55,1 0,006681 20,24 -32,663 -0,82329 
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ugaauaaagacaugucuauucaa 
sly-miR170-1 
cucuaugaaauaguaacucugauauuggccug
guucacucagacacauauuauuuugauugauu
uuacuuuugauugagccgugucaauaucucag
uuccuuuucacuauac 
112 14,28571 25 19,64286 41,07143 33,92857 66,07143 1,642857 0,727273 -31,7 -31,7 0,238476 5,81 -28,3036 -0,83421 
sly-miR170-2 
uauuggccugguucacucagacaacaaaaugu
aaacuauauuugaaugguugaguuuucguuuu
ucguuugauugagccgugccaauau 
89 20,22472 25,8427 15,73034 38,20225 35,95506 64,04494 1,478261 1,285714 -32,7 -32,7 0,24661 6,11 -36,7416 -1,02187 
sly-miR171b-1 
cuaacgagauauuggugcgguucaauuagaaa
gcgcacuucuuuauauauagaacuucguuauu
uaauugagccgugccaauaucacguauu 
92 18,47826 29,34783 17,3913 34,78261 35,86957 64,13043 1,185185 1,0625 -42 -42 0,591447 1 -45,6522 -1,27273 
sly-miR171b-2 
gucaaaaaggauauguuugaaguugcaaaggu
auaucauacgagauguuggugcgguucaauga
gaaagaaguuguugaauaaguuuuugacccua
cuuuuugauugagccgugccaauaucacgugu
cacuauucuguaaauucucuuccuuuuuuuu 
159 20,75472 27,04403 14,46541 37,73585 35,22013 64,77987 1,395349 1,434783 -55,1 -54 0,063395 8,77 -34,6541 -0,98393 
sly-miR171b-3 
ugaucaacuugcgauguuggugugguucaauu
agauaacaaucuccacguaaaauuauagaguu
uguuauuugauugagccgugccaauaucacau
guaaagaaaauaac 
110 19,09091 33,63636 14,54545 32,72727 33,63636 66,36364 0,972973 1,3125 -42,6 -42,6 0,138369 4,04 -38,7273 -1,15135 
sly-miR171c-1 
uauuggugcgguucaaugagaaagcaguacuu
aagaacauuuuugagucuacuuuuugauugag
ccgcgccaauau 
76 22,36842 27,63158 15,78947 34,21053 38,15789 61,84211 1,238095 1,416667 -41,2 -41,2 0,523609 1,25 -54,2105 -1,42069 
sly-miR171c-2 
ggaagaagcgauguuggugagguucaauccga
agacgaauuuaugcuuauuuucguaaagaacg
aucucagauugagccgcgccaauaucacuucuu
au 
99 23,23232 29,29293 18,18182 29,29293 41,41414 58,58586 1 1,277778 -42,7 -39,7 0,259445 4,15 -43,1313 -1,04146 
sly-miR171c-3 
uagagaagcgauguuggugagguucaaucuga
agacgaguuuacguuuuauuucaguaaagaac
gaucucagauugagccgcgccaauaucauuuc
uuuu 
100 23 28 16 33 39 61 1,178571 1,4375 -45,7 -45,7 0,228617 3,56 -45,7 -1,17179 
sly-miR171c-4 
aauacgugauauuggcacggcucaauuaaaua
acgaaguucuauauauaaagaagugcgcuuuc
uaauugaaccgcaccaauaucucguuag 
92 17,3913 34,78261 18,47826 29,34783 35,86957 64,13043 0,84375 0,941176 -28,5 -28,1 0,473593 1,92 -30,9783 -0,86364 
sly-miR171f 
augaugaagaagaagacauggcgugauauugg
uuuggcucacuaauuucugauucgcgaaacag
auaagagaugagccgaaccaauaucacucuug
uauucuucuucauacc 
112 20,53571 31,25 18,75 29,46429 39,28571 60,71429 0,942857 1,095238 -54 -52,8 0,077162 7,88 -48,2143 -1,22727 
sly-miR171i 
uagauauugaugcgguucaaucugaaagacau
gguuagauauguaauuagccuuguaauuuugg
auugagccgcgucaauaucucu 
86 22,09302 27,90698 13,95349 36,04651 36,04651 63,95349 1,291667 1,583333 -46 -46 0,461871 1,81 -53,4884 -1,48387 
sly-miR172d-1 
cacagucguuguuuguaaaugcagcacuauua
agauucucaaauauucugacauuuaaaaagca
auuaaaugugaaucuugaugaugcugcauuag
caauaaacgacuaaa 
111 15,31532 37,83784 15,31532 31,53153 30,63063 69,36937 0,833333 1 -42,9 -42,9 0,375882 3,68 -38,6486 -1,26176 
 165 
 
sly-miR172d-10 
ucauccugaauucuuuuaauucgaggggaaaa
agucauaauuugucgaugcagcaucaucaaga
uucucauuuuugaaaaaaaauaauaauaugga
auuuagaagcaacuugauuuuuuuuccuacuc
cauauuauuucuauuuuaugugaaucuugaug
augcugcagcugcaaauaacgacuguac 
188 14,89362 32,44681 15,42553 37,23404 30,31915 69,68085 1,147541 0,965517 -58,3 -49,7 0,002117 19,87 -31,0106 -1,02281 
sly-miR172d-2 
uugaaacucacgagaaucuugaugaugcugca
ucagcaauaaacgacuauugcaauuagagcau
ugcaacgauacagaaaaaauuaauacgacaug
aauuaaggaaugaucuauauauuucuuagauc
gggaacuuguaaguauacuuccuaguccuuua
uucguaugaaucuauauuuucuggaacuuuuu
cauguucuuguagcugaauuucauuguuguua
aucuguuuuuucaagauagagcuacugaauuu
agauucucuuaguuuuau 
274 16,05839 31,0219 14,59854 38,32117 30,65693 69,34307 1,235294 1,1 -61,4 -50 0,00035 49,29 -22,4088 -0,73095 
sly-miR172d-3 
cuagugcagcaccauuaagauucacauagaaa
auauggaacgaaauuugcucaauuuuucaaua
uaugagaaucuugaugaugcugcauuggc 
93 18,27957 34,4086 16,12903 31,1828 34,4086 65,5914 0,90625 1,133333 -35,8 -35,8 0,22104 6,87 -38,4946 -1,11875 
sly-miR172d-4 
uacagucguuguuugcauauguggcauaauca
agauucacgugaaaaguugcaaauugguuaua
uaauugaugaaauuaauggcuggcuauuugaa
acucacgagaaucuugaugaugcugcaucagc
aauaaacgacuauu 
142 20,42254 33,09859 14,08451 32,39437 34,50704 65,49296 0,978723 1,45 -55,2 -54,3 0,020854 15,42 -38,8732 -1,12653 
sly-miR172d-5 
caauguuugaggaugcaacaucaucaagauuc
acaaaacuugaagggagaaguauuuaauuaua
uauuuagggugaauauuggauauauaauauag
uucaaagucucuuauuuucucucuuugggaau
cuugaugaugcugcaucaucuaacauaugacu
cuau 
164 17,07317 32,92683 13,41463 36,58537 30,4878 69,5122 1,111111 1,272727 -53,3 -45,37 0,013514 22,31 -32,5 -1,066 
sly-miR172d-6 
uugacacauguacagucguuauuugcagcugc
agcaucaucaagauucacauaaaauagaaaua
auauggaguaggaaaaaaaaucaaguugcuuc
uaaauuccauauuauuauuuuuuuucaaaaau
gagaaucuugaugaugcugcaucgacaaauua
ugacuuuuuccccucgaauuaaaagaauucag
gaugaucucgacuuuacuauuuauuuuuggua
aguaugcaauuuggacuuugacuu 
248 15,32258 33,87097 14,91935 35,8871 30,24194 69,75806 1,059524 1,027027 -68,2 -57,3 0,000181 36,09 -27,5 -0,90933 
sly-miR172d-7 
ugcagaugcagcaucuucaagauucacauaga
uuuauauaaaauauagaguuccauguuugggg
ugaaaguaauuaauuaauuaauuaauuuucuc
cuauauauuggcucuauugauuauuauuuguu
gugagaaucuugaugaugcugcagcggcaaug
aauggc 
166 19,27711 30,72289 12,04819 37,95181 31,3253 68,6747 1,235294 1,6 -58,8 -58 0,014706 14,43 -35,4217 -1,13077 
sly-miR172d-8 agucaauuuuuugcggguggagcaucaucaagauucacauagcuauauuagggcuuuuauaauu 126 23,80952 28,57143 15,87302 31,74603 39,68254 60,31746 1,111111 1,5 -57 -50 0,01173 10,97 -45,2381 -1,14 
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uuuaaaaacccuacgggcgaugugugggaauc
uugaugaugcugcagcggcaaauaaugacu 
sly-miR172d-9 
uuuagucguuuauugcuaaugcagcaucauca
agauucacauuuaauugcuuuuuaaaugucag
aauauuugagaaucuuaauagugcugcauuua
caaacaacgacugug 
111 15,31532 31,53153 15,31532 37,83784 30,63063 69,36937 1,2 1 -37,7 -37,7 0,147351 5,22 -33,964 -1,10882 
sly-miR172j-1 
uuugccgcugcagcaucaucaagauucccacac
aucgcccguaggguuuuuaaaaauuauaaaag
cccuaauauagcuaugugaaucuugaugaugc
uccacccgcaaa 
109 16,51376 30,27523 25,68807 27,52294 42,20183 57,79817 0,909091 0,642857 -46,1 -45,1 0,173853 3,7 -42,2936 -1,00217 
sly-miR172j-2 
uagagucauauguuagaugaugcagcaucauc
aagauucccaaagagagaaaauaagagacuuu
gaacuauauuauauauccaauauucacccuaa
auauauaauuaaauacuucucccuucaaguuu
ugugaaucuugaugauguugcauccucaaaca
uugacugau 
169 13,60947 36,09467 17,15976 33,13609 30,76923 69,23077 0,918033 0,793103 -54 -54 0,111992 14,01 -31,9527 -1,03846 
sly-miR1886a 
acguugucuucaaucuucucacugacugagua
ggcguuugaccaugggauaucauaucacgaua
ugguaucgugagaugaaaucagcguuuggaca
uuugauuucacguugauuccaucucaugauuc
caugaguugagagcauuccaacucgcauacuc
agacauucaauguacugaugucaauug 
187 20,32086 26,20321 20,32086 33,15508 40,64171 59,35829 1,265306 1 -57,2 -38,6 0,001123 49 -30,5882 -0,75263 
sly-miR1886h-1 
uaugguaucgugagauggaaucagcguuugga
cauguaauuuuacguugauuucaucucaugau
uucauau 
71 21,12676 25,35211 12,67606 40,84507 33,80282 66,19718 1,611111 1,666667 -33,4 -33,4 0,266164 3,37 -47,0423 -1,39167 
sly-miR1886h-2 
gccaugagauaccguaucguggccuuuggcca
ugagauaucauaucacgauaugaaaucgugag
auugaauucguguuuggacauauaauuuuacg
uugauuucaucucaugauuucauauaaugaga
ugugauuucguauucuccaaaaaucaugauau
gagaauuucauauc 
174 18,3908 29,88506 15,51724 36,2069 33,90805 66,09195 1,211538 1,185185 -58,6 -50,17 0,005782 41,96 -33,6782 -0,99322 
sly-miR1917-1 
aaaauuaacuuuuagcggcauuaaauauugac
auuaauaaagagugcuaaagucuuuaccgaca
uuaguuagugucauuagaaccaaugucgcuaa
aggcuuuauggacauauacaaagagugacaag
ugccgcuaaaaauucauauu 
148 16,89189 37,83784 14,86486 30,40541 31,75676 68,24324 0,803571 1,136364 -41 -39,8 0,019519 12,11 -27,7027 -0,87234 
sly-miR1917-2 
ucucuacaauaaaaauaacuuuuagcggcaau
aaauagauacauuaauaaagagugcuaaaguc
uuuaccggcauuaguuaagugucauuagaucc
aaugucgcuaaagccuuuagugacacauacaa
agagugcuuauuuagcggcaauugcuaauuaa
uugccgcuaaagcucauuuuuaauguagugu 
191 16,75393 34,55497 16,23037 32,46073 32,98429 67,01571 0,939394 1,032258 -53,1 -50,8 0,001477 31,8 -27,801 -0,84286 
sly-miR1918 
guagcucaguugguuuaauuaguugaauuguc
auuuuguuggugagaguucgauucuccauuac
gcaaucuccucuucaauuuaagagaaaaagau
166 19,27711 32,53012 16,26506 31,92771 35,54217 64,45783 0,981481 1,185185 -69,6 -68,9 0,033946 9,15 -41,9277 -1,17966 
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augcuacaagguggagaaucgaacuaccgcua
acagaauggaaguucaaauacuuaaucaauua
agcuac 
sly-miR1919a-1 
uccgaaucgcuccgacgccuuugauguucacau
cuuccgguaguccugucgcagaugacuuucgcc
cauuuauagaaccacacuuucuuuaauuugaa
uucuaugugguaggacgagagucaucugugac
aggauaauggaagaucgaguuaucaaaggcuu
auugggcguuuccuu 
177 22,0339 23,16384 22,0339 32,76836 44,0678 55,9322 1,414634 1 -82,8 -78,1 0,030296 16,5 -46,7797 -1,06154 
sly-miR1919a-2 
gacgccuuugauguucacaucuucugguaguc
cugucgcagaugacuuucgcccuucuaaggaac
cacacuuucuguaaaucuaauuaauuugaauu
caauguggcaggacgagagucaucugugacag
gauaauggaagaucuaguuaucaaaggcuua 
160 21,25 27,5 20 31,25 41,25 58,75 1,136364 1,0625 -68,6 -67,7 0,03108 12,76 -42,875 -1,03939 
sly-miR1919a-3 
ccgacgccuuugauguucacaucuuccgguagu
ccugucgcagaugacucucgaucuugucauua
agccccuuucucuaagucuaauuaauuugaau
ucaaugugguaggacgagagucaucugugaca
ggauuauggaagaucgaguuaucaaagggcgu
uuu 
164 22,56098 23,78049 20,73171 32,92683 43,29268 56,70732 1,384615 1,088235 -76,5 -76,02 0,005935 14,58 -46,6463 -1,07746 
sly-miR2101 
uucauuucauuaugugcaucacuugaggcugg
ccucauucuuucauugguaaauuuaacucaag
ugagcaucaugaaaucca 
82 15,85366 26,82927 20,73171 36,58537 36,58537 63,41463 1,363636 0,764706 -23,6 -23,6 0,482662 3,51 -28,7805 -0,78667 
sly-miR2111a 
ugguaaucugcauccugagguuuagaucaauu
uauaacuuacuggaucuaguccuugggaugca
gauuauc 
71 21,12676 25,35211 16,90141 36,61972 38,02817 61,97183 1,444444 1,25 -36,5 -36,5 0,228867 2,13 -51,4085 -1,35185 
sly-miR2604 
uguguguguguauauauauauauauuggguuu
gcuagaacacacccacuaauuuuuauguggaa
guguuuuagcaaagcuacaccuuaagguguau
uuaacuacuuuuuaguuauucacuugcuaaaa
uacucuuucuaaaaaauaaguggguguauccu
agcaaaugccuauaggauuugcuagaauucac
ccacuug 
199 17,08543 29,64824 15,57789 37,68844 32,66332 67,33668 1,271186 1,096774 -69,4 -66,3 0,0076 28,58 -34,8744 -1,06769 
sly-miR319-1 
gaugggauaaggaaggaaauucaucaguccaa
acaaggugguauauuugggcugaucuuugcug
cugaaucauugguucaucaacauauuauacac
auacaaggauauauacauauguuguugcauca
augaugcaggagcugaguucaguuuuggcuac
cuuuucuuggacugaaggguuuccuucucaac
cccaa 
197 21,82741 28,4264 17,7665 31,9797 39,59391 60,40609 1,125 1,228571 -87 -85,3 0,069127 7,08 -44,1624 -1,11538 
sly-miR319-2 
aaggaaacuguuuaguccaacccaaggugggg
uauuggaacugaucuuugcugcugaaucauug
gcucaugagcaugucaaagaagaugauugaac
auucuggacauguucuugcuccaaugaugcag
gagcugagcucgguuuuucaccgccuuuucuu
179 25,13966 23,46369 20,11173 31,28492 45,2514 54,7486 1,333333 1,25 -87,2 -86,4 0,039016 6,34 -48,7151 -1,07654 
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ggacugaaggguuuccuuc 
sly-miR319a-1 
gaaaauaaggagcucucuccgguccaguccga
ggcacucaaaggcuaaaaacacagcugacgac
ucguugauucucaaacauaucaagaagcauuu
uuugaaauugguguguuuaagauucaacgaug
cgugagcuauguuuggcuagcguugucacguc
uuggacugaagggagcucccuauuaaa 
187 23,52941 28,87701 20,32086 27,27273 43,85027 56,14973 0,944444 1,157895 -82,3 -77,1 0,035147 22,95 -44,0107 -1,00366 
sly-miR319a-2 
augguauaagagagcuuccuuuaguccacuca
uagguagacgaaggauuugaauuaucucccga
cucauucauucaaacgcaauaggaaguaugua
aucuuauacuauugugaaugugugaaugaugc
gggagauaaauucucuccuuuuuaucugugcu
uggacugaagggagcucccuuuuaccuuc 
189 20,63492 26,98413 18,51852 33,86243 39,15344 60,84656 1,254902 1,114286 -93 -92,3 0,016253 9,9 -49,2063 -1,25676 
sly-miR319c-1 
uaggagcuccuuucaagccaagaccgagggac
gaggagcggcaagagcugccuagucaugcaua
uugguuaaccuuaacaaacaaauuauguauag
uguuaagauuaaccaguugcauggcaagggag
caacuacuuccgcuaacuugucucacuuauugg
acugaagggagcuccu 
177 24,29379 29,37853 21,46893 24,85876 45,76271 54,23729 0,846154 1,131579 -88,9 -88,9 0,077301 5,76 -50,226 -1,09753 
sly-miR319c-2 
caagagagcuuccuucagcccacucacggagga
gaaaugggguugaauuagcugccgacucauuc
auccaaccacucaguagaaaggauagguuuug
ugcuacugugauugagugaaugaugcgggaga
uaguuuucuaucccucucuuuccuugcuuggac
ugaagggagcuccuu 
177 25,42373 23,72881 22,0339 28,81356 47,45763 52,54237 1,214286 1,153846 -76,6 -65,4 0,013492 17,41 -43,2768 -0,9119 
sly-miR319c-3 
agagcuuucuuuaguccacacauggggaacga
uaggguucaauuugcugccgacucauucaucc
aaauguugaggucuugauaaucgagugccacc
ucagcaacugagugaaugaagcgggaguacaa
guugagucuugagcuuccuguacuuggacuga
agggagcuccc 
171 26,31579 25,1462 21,63743 26,90058 47,95322 52,04678 1,069767 1,216216 -81,6 -75,1 0,053658 11,65 -47,7193 -0,99512 
sly-miR3627 
gagagagauugagggaaucuugucgcaggaga
gauggcacuugccauuccuuuuaauugguaca
augccuaaauggaaccaauuaagugccucugu
cuuucgacacgaugcucacaauuucuauu 
125 22,4 27,2 20 30,4 42,4 57,6 1,117647 1,12 -47,3 -47,3 0,120122 5,38 -37,84 -0,89245 
sly-miR390a 
ugcauggagaaucuguaaagcucaggagggau
agcgccauggaugacucaauucgauuuuugua
cacaucuuuagcgcuauccauccugaguuucac
ggcuuuuucaugc 
110 22,72727 23,63636 21,81818 31,81818 44,54545 55,45455 1,346154 1,041667 -55,8 -55,8 0,573051 1,42 -50,7273 -1,13878 
sly-miR390b 
ggcauggggaaucuauaaagcucaggagggau
agcaccaugaauacaucuuaauggcuaucuau
agcgcuauccauccugaguuuuauggcuucuu
caugcuc 
103 22,3301 26,21359 21,35922 30,09709 43,68932 56,31068 1,148148 1,045455 -50,9 -50,4 0,094194 7,05 -49,4175 -1,13111 
sly-miR393a uuccaaagggaucgcauugauccuguguuccaaauuaauuaaccaugggacuaugggaucaugc 78 21,79487 26,92308 20,51282 30,76923 42,30769 57,69231 1,142857 1,0625 -39,4 -39,4 0,178529 2,76 -50,5128 -1,19394 
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gaucucuucggaau 
sly-miR394a 
guagagccauuuuggcauucuguccaccuccca
gcuugcugaggacugaggagggggccaaagug
ccaaacuagcucugca 
81 28,39506 22,22222 27,16049 22,22222 55,55556 44,44444 1 1,045455 -43,1 -42,8 0,246535 3,22 -53,2099 -0,95778 
sly-miR394b 
agaugaagaaaaaaaauaugaagauuaauuag
uuucacggagguuugacaaaggguuucuuaca
gaguucauuggcauucuguccaccucccucguu
cuuuuuucgagaaaaaaagaagaaggggggaa
gcaagauuuaguguggaggugggcauacugcc
aauagagcuguguugguuucucuuuguaaaac
ccucgugauacacgucaaguaagauagagagu
gauuugaucg 
235 25,53191 31,06383 14,46809 28,93617 40 60 0,931507 1,764706 -81,4 -75,77 0,005067 29,15 -34,6383 -0,86596 
sly-miR395a-1 
ugcugaaguguuugggggaacucuuggacuca
cuuugaaauuuuacacaaacaaauagaagugu
aggaguccuggcuauggaugaugaacaugaua
guucauguauaaaucuauuaaggugaucccua
gaguucacuugaccacuucauga 
151 22,51656 30,46358 15,89404 31,12583 38,4106 61,5894 1,021739 1,416667 -49,2 -48,9 0,072932 12,8 -32,5828 -0,84828 
sly-miR395a-2 
gaugcucugcugaaguguuugggggaacuccu
gggcucacucugaaauuuuaugcaaauuaaac
caauagaaguguuggagugcugguuguggaug
auaaacaugauaguucacguauaaaucuaucg
agguguuccguagaguuuccuugaacacuuca
ugagggcuua 
170 25,88235 26,47059 15,88235 31,76471 41,76471 58,23529 1,2 1,62963 -60,7 -60,7 0,098269 12,98 -35,7059 -0,85493 
sly-miR395a-3 
cuaucaagguguucccuagaguucccuugaccg
cuucauuugggcuuacuucauuguuugaugcc
cugcugaaguguuugggggaacucuuggacuc
acuuugaaau 
107 23,36449 17,75701 22,42991 36,4486 45,79439 54,20561 2,052632 1,041667 -50,1 -50,1 0,20452 5,59 -46,8224 -1,02245 
sly-miR395a-4 
auaaaucuaucaagguuguucccuagaguuua
cuugaucacuucaugagggcuuacuuugauau
uagaagucuugcugaaguguuugggggaacuc
cuggguuuacuuugaaaauuacgcaaacaagu
auauauaaaugcaugaugaguacguauuagcu
agagaugaugaauacaauauugauucacguau
aaaacuaccucuggaguuuccuugaccacuuu
augagagcuuaauauuucauuguuugaagucc
ugcugaaguguuugagggaacauucgaaucca
cuuugaaaauuaca 
302 19,86755 30,46358 15,23179 34,43709 35,09934 64,90066 1,130435 1,304348 -80,6 -80,3 0,000406 54,7 -26,6887 -0,76038 
sly-miR395g 
augcccuguugaaguguuugggggaacucuug
gacucacuuugaaauuuuacacaaacaaauag
aaguguaugaauccuggcuguggaugaugaac
auaauaguucacguauaaaucuauuaaggugu
ucccuagaguucccuugaccacuucaugagggc
uu 
163 22,08589 28,22086 17,79141 31,90184 39,8773 60,1227 1,130435 1,241379 -61,5 -61,5 0,089717 14,41 -37,7301 -0,94615 
sly-miR396a aagaaaugguccuuuuuguguuuuuccacagcuuucuugaacugcaucuacaauuucaauucau 144 18,75 33,33333 13,19444 34,72222 31,94444 68,05556 1,041667 1,421053 -57,4 -54,21 0,041265 14,37 -39,8611 -1,24783 
 170 
 
uauugaaaaagaaaaaauugauucauauuguu
guugcgguucaauaaagcugugggaagauaca
gauagggucaaauaga 
sly-miR396b 
agucaugcuuuuccacagcuuucuugaacuuc
uucuugcuaaauuuugaucucuaaauugauaa
uuuugagaugagauuugaagcuaugaaagucc
aagaaagcugugggaaaagauggcaa 
122 19,67213 31,14754 14,7541 34,42623 34,42623 65,57377 1,105263 1,333333 -49 -45,6 0,008986 16,78 -40,1639 -1,16667 
sly-miR396g-1 
aguccaaagcuugccaucuuuucccacagcuuu
cuuggacuuucauagcuucaaaucucaucuca
aaauuaucaauuuagagaucaaaauuuagcaa
gaagaaguucaagaaagcuguggaaaagcaug
acuaggacuugguca 
144 16,66667 34,02778 20,13889 29,16667 36,80556 63,19444 0,857143 0,827586 -51,2 -50,7 0,03314 10,36 -35,5556 -0,96604 
sly-miR396g-2 
gacccuaucuguaucuucccacagcuuuauuga
accgcaacaacaauaugaaucaauuuuuucuu
uuucaauaaugaauugaaauuguagaugcagu
ucaagaaagcuguggaaaaacacaaaaaggac
c 
130 14,61538 36,92308 19,23077 29,23077 33,84615 66,15385 0,791667 0,76 -35,3 -34,3 0,027803 16,13 -27,1538 -0,80227 
sly-miR397-1 
uuauugcagaguacuuagaaacaugauugagu
gcagcguugaugacauauuugagaaguccugc
auuugggccuuccucauuuuucaucaacgcua
aacucgaucauguuuuuaauucucugaaggg 
127 20,47244 25,98425 18,11024 35,43307 38,58268 61,41732 1,363636 1,130435 -56,5 -56,1 0,067727 7,06 -44,4882 -1,15306 
sly-miR397-2 
cccuucagagaauuaaaaacaugaucgaguuu
agcguugaugaaaaaugaggaaggcccaaaug
caggacuucucaaauaugucaucaacgcugcac
ucaaucauguuucuaaguacucugcaauaa 
127 18,11024 35,43307 20,47244 25,98425 38,58268 61,41732 0,733333 0,884615 -48,9 -48,9 0,06417 8,93 -38,5039 -0,99796 
sly-miR398a 
ggguugauuugagaacauauguaugugcauau
uuuguuuguaacaauuuaccguuuauaaauau
gacacauauguucucaggucgccccu 
90 18,88889 26,66667 15,55556 38,88889 34,44444 65,55556 1,458333 1,214286 -34,2 -32,3 0,030062 15,31 -38 -1,10323 
sly-miR398b 
gguauucaacaggggcaacuugagaucacaug
uugucauuuuuuucuuuuugauuugauucgau
gaaucaguaucucaacauguguucucagguua
ccccuguugaauuag 
111 19,81982 23,42342 17,11712 39,63964 36,93694 63,06306 1,692308 1,157895 -50,6 -48,5 0,160171 11,42 -45,5856 -1,23415 
sly-miR399a-1 
uggggaguaagaaauaacagugcaauucuccu
uuggcaaaugaauaugcaaacccuauauauau
auauauauauauauguuuugcauacacauuau
auuaucuuugccaaaggagaauugcccuguca
uucuucuccucg 
140 15 32,14286 17,85714 35 32,85714 67,14286 1,088889 0,84 -62,6 -53,3 0,018557 19,05 -44,7143 -1,36087 
sly-miR399a-2 
cgaggagaagaaugacagggcaauucuccuuu
ggcaaagauaauauaauguguaugcaaaacau
auauauauauauauauauauaggguuugcaua
uucauuugccaaaggagaauugcacuguuauu
ucuuacucccca 
140 17,85714 35 15 32,14286 32,85714 67,14286 0,918367 1,190476 -66,5 -66,5 0,050702 8,41 -47,5 -1,44565 
sly-miR399a-3 
uuauaagcgaaacagugauagggcuacucucu
auuggcaugcaauuguauauuucagcugacac
gccaaaggagagcugcccuguuacugucucugc
103 21,35922 26,21359 22,3301 30,09709 43,68932 56,31068 1,148148 0,956522 -50,3 -50,3 0,501836 1,86 -48,835 -1,11778 
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uuaauc 
sly-miR399a-4 
gaaaacuagauuuuguaaaugaaaauauauuc
uugaauuuguaagggaaacagugauagggcua
cucucuauuggcaugcaauuguauauuucagc
ugacacgccaaaggagagcugcccuguuacug
ucucugcuuaaucuacaugcccuucggguacuc
uuaauacagugugauguccugaagcuauuauu
ccacuuuucguagugaaucguugugucucaug
uuauuccaaauacuaagucuguuuacuuuguu
gugaacccaccaauucauuugaaugugaauau
ucaaauguacauuuaaauuuaaagagcaguua
ua 
323 17,95666 29,10217 17,33746 35,60372 35,29412 64,70588 1,223404 1,035714 -83,1 -77,9 6,37E-05 57,13 -25,7276 -0,72895 
sly-miR399a-5 
ugaugaagcggaagcaugagaaaggaagucgu
uggugaaugaaaauaagggaaauagugauagg
gcuacucucuauuggcaugcguuaauauaugu
acagugacuccaauucacuguaucgcauauuu
uaaccgauacgccaaaggagagcugcccugcua
cugucucugcuuaauauaauaacucaaagauc
cguucuuaauacuccgaugcagaa 
217 22,11982 32,25806 18,43318 27,18894 40,553 59,447 0,842857 1,2 -71,1 -70,7 0,001599 15,72 -32,765 -0,80795 
sly-miR399d-1 
aguuauguguggaugcauuacugggcuaaucu
ucuuuggcaaauaauuucacuauuauuuggug
caaauuuggucauuuauugccaaagaagauuu
gccccguaaaucauucauacaauauua 
123 17,07317 29,26829 15,44715 38,21138 32,52033 67,47967 1,305556 1,105263 -50,4 -48,7 0,072031 15,36 -40,9756 -1,26 
sly-miR399d-2 
aaaaucaauuggucaagugagacuucaaguua
uguguggaugcauuacugggcuaaucuucuuu
ggcaaauaauuucacuaugauuuggugcaaau
uuggucaucuauugccaaagaagauuugcccc
guaaaucacucauacauuuuaagaguaucuuu
gaauugauaug 
171 18,71345 30,40936 15,20468 35,67251 33,91813 66,08187 1,173077 1,230769 -56,8 -56,8 0,018955 16,14 -33,2164 -0,97931 
sly-miR399d-3 
aacagugauagggcuacucucuauaggcauau
gccguuuaucacacauuacagcugacacgccaa
aggagagcugcccuauuacugucu 
89 20,22472 28,08989 25,8427 25,8427 46,06742 53,93258 0,92 0,782609 -36,9 -36,9 0,514396 4,21 -41,4607 -0,9 
sly-miR399i-1 
uuauaagagaaacagugguagggcuacucucu
auuggcaugcacuuauauauuuaaacugacau
gccaaaggagagcugcccuguuacugucucugc
uuaaug 
103 21,35922 28,15534 19,41748 31,06796 40,7767 59,2233 1,103448 1,1 -47,8 -47,8 0,232477 5,51 -46,4078 -1,1381 
sly-miR399j-2 
ggaaaauuauacuaaauauguuauuauuggug
ugcuuauuaagugaaacaguuguagggcaauu
cuccguuuggcagauauaugauuaugaaugua
aucugccaaaggagaguugcccuaugauugcc
ucugcuuaauuauguuua 
146 21,23288 29,45205 12,32877 36,9863 33,56164 66,43836 1,255814 1,722222 -60,2 -57,9 0,029245 7,56 -41,2329 -1,22857 
sly-miR399j-3 
agggcuacacucuauuggcaugcaacuugauc
aaauauuugagcugaaaugccaaaggagaguu
gcccua 
70 22,85714 31,42857 20 25,71429 42,85714 57,14286 0,818182 1,142857 -29,2 -29,2 0,482753 2,04 -41,7143 -0,97333 
sly-miR403 ucaggaagaggcauauuucacguuugugcgug 112 17,85714 27,67857 19,64286 34,82143 37,5 62,5 1,258065 0,909091 -44,5 -41,8 0,050983 8,89 -39,7321 -1,05952 
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aaucuaacaacucuuuucaucugaaaaacugu
uauuguuugcuagauucacgcacaagcucgua
auauggcuuuuccaau 
sly-miR403a 
auuggaaaagccauauuacgagcuugugcgug
aaucuagcaaacaauaacaguuuuucagauga
aaagaguuguuagauucacgcacaaacgugaa
auaugccucuuccuga 
112 19,64286 34,82143 17,85714 27,67857 37,5 62,5 0,794872 1,1 -42,5 -41,2 0,093861 9,01 -37,9464 -1,0119 
sly-miR408-1 
aaaaggaaggauuguggggagaggagagccag
ggaagaggcagugcauggaauaggcaaagcaa
aaauugcacaucucaugcucuggcucguccccg
ucuauccauaccacaccaauuuuuaccucaa 
128 25,78125 32,03125 22,65625 19,53125 48,4375 51,5625 0,609756 1,137931 -46,9 -41,7 0,028077 9,09 -36,6406 -0,75645 
sly-miR408-2 
uauggauagacggggacgagccagagcaugag
augugcaauuuuugcuuugccuauuccaugca
cugccucuucccuggcucuccucu 
88 23,86364 18,18182 27,27273 30,68182 51,13636 48,86364 1,6875 0,875 -36,5 -36,5 0,528477 1,94 -41,4773 -0,81111 
sly-miR408a 
acagggacgaggcagcgcaugagauguacaau
uuuauuaguuguccauuccaugcacagccucu
ucccuggc 
72 23,61111 23,61111 26,38889 26,38889 50 50 1,117647 0,894737 -37,3 -35,8 0,71327 0,93 -51,8056 -1,03611 
sly-miR437 
uauaguguucuuuuccaaacaagacauuauuu
acaauggaacuaagguauuuggaaacacaugu
aaaguuagagauguuugacuuucuauuaccaa
guuggaucccaaggcauugaagugugcucuuu
ugggauauucuugcuuuaaaaagggguaucga
uguuguuauacuaaacuuggaaaauauauggu
aucacaugaugugguauuucauguuuggggca
gacacugga 
233 21,88841 30,04292 12,87554 35,19313 34,76395 65,23605 1,171429 1,7 -57,4 -46,45 2,47E-05 48,13 -24,6352 -0,70864 
sly-miR4376 
aaaaggcuugcuacgcaggagagaugaugcug
gacgauagagaaaaugggauuuaauuuauugg
ccagcaucauacuccugcauauuaagccuaaa 
96 23,95833 34,375 16,66667 25 40,625 59,375 0,727273 1,4375 -46,5 -46,5 0,293278 3,56 -48,4375 -1,19231 
sly-miR477 
agcuaggcauugcuuguugucucucccucaag
ggcuccucuucaagauccuuauaaacaagaaa
gcaugagggggaggaguucuuguagggugaga
caacaagaaauuccuugc 
114 25,4386 27,19298 21,05263 26,31579 46,49123 53,50877 0,967742 1,208333 -57 -56,5 0,1357 7,35 -50 -1,07547 
sly-miR477a 
gccucucccucaagggcuucucuccugcaugcu
uuuuauguugggaaagaagcucuagcagggag
agcca 
70 25,71429 20 27,14286 27,14286 52,85714 47,14286 1,357143 0,947368 -35,8 -34,4 0,125649 3,54 -51,1429 -0,96757 
sly-miR477b 
cacucucccucaaaggcuucuggcuuaaaaugc
cuuuugugcuaaugcuagaggucuuucgagug
agaguga 
72 23,61111 22,22222 22,22222 31,94444 45,83333 54,16667 1,4375 1,0625 -35 -29,8 0,189934 4,51 -48,6111 -1,06061 
sly-miR482a-1 
guugaaagggaugagaguauugggaaguuguu
gguugugggugggguggaaagauuugauaaau
cuaauuuuaaagagauuaaaucuuuccuacuc
cucccauacccaugacuuccacuagcuucuccc
uuucuuc 
136 22,79412 25 17,64706 34,55882 40,44118 59,55882 1,382353 1,291667 -62,7 -62,6 0,019361 10,29 -46,1029 -1,14 
sly-miR482a-2 gaaaaucuauggggauuggugaguuggaaagcuuuucuuuuucuucucuugugauuagcuuucc 91 19,78022 18,68132 18,68132 42,85714 38,46154 61,53846 2,294118 1,058824 -42 -42 0,361411 1,97 -46,1538 -1,2 
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aauuccacccauuccuaugguuuuucg 
sly-miR482c 
ggaaagggaggagggauuugggaaucuuuugg
agugggugggauggaaaaauauuguauuuuuu
uuucuaacggaaaaaaagaugagaauugagau
uuuuccuauuccacccaugccaauggcuuccag
ucauuuacuccuuuuc 
145 24,82759 27,58621 13,7931 33,7931 38,62069 61,37931 1,225 1,8 -59,1 -54,5 0,008533 15,09 -40,7586 -1,05536 
sly-miR482d 
gauuuuugggaagcuuuuggcgugagcggugg
ggaaagauagaucuaucauauuaguaugauau
gauaaaucuugccuacaccgcccaugcccaugg
cuuccaaugauuuc 
111 24,32432 25,22523 18,91892 31,53153 43,24324 56,75676 1,25 1,285714 -50,8 -50,4 0,040436 8,57 -45,7658 -1,05833 
sly-miR482e 
uaggaaauagaaaggggaugaguguuucgagg
agguguuggaguggguggugugguaagauuuc
auauuuauuuuccauaaaaauugagaucuugc
caauaccgcccauuccuauggcuucugaucauu
ucucucuuuccuuuuucuuc 
149 23,48993 22,81879 16,10738 37,58389 39,59732 60,40268 1,647059 1,458333 -67,6 -64,9 0,011285 24,78 -45,3691 -1,14576 
sly-miR5014a 
gauuaugaccuuuaacuuuagauguguacaag
uagacaguuaaacuuguauaaaauugagcaaa
ugaacacauuugucauacaugauacugcuaca
ugauaacuuugucuccuacaugacauucuacg
uguauuaugucauuuaggacacuugugucuac
uuuuucaaucuuguacaaauuuaaguguauac
uuguguacauucaaaguugaaggacauaguu 
223 15,69507 31,83857 15,24664 37,21973 30,9417 69,0583 1,169014 1,029412 -79,1 -76,9 0,005739 10,21 -35,4709 -1,14638 
sly-miR5174d 
ucccuccguuucaaaaagauuggccuaguuug
acuuggaacggagcuuaagaaaagaaagagga
cuuuuuaaucuuaugguucuaauuuaaaguua
uguuuaauguaccaaauuacccuuuaaucuug
uggucuuaaacaugccacguggaaaguuaaag
uuaaaguguuaccaaaaaaggaaaggggucau
ucuuuuugaaacaaacuaaaaaggaaauaggg
ucauucuuuuugaaacgggaguau 
248 19,75806 34,67742 13,70968 31,85484 33,46774 66,53226 0,918605 1,441176 -64,5 -58,15 0,000128 45,76 -26,0081 -0,77711 
sly-miR5282 
caaaauuagcgagggaaauuagugacggaaaa
aaugaaauuccuuacaaauuccuuggucgcaa
aauuuaaugacggaauuagagagggauuuuac
guuuuccuucacuauauuucccucacuaaauu 
128 17,1875 35,15625 16,40625 31,25 33,59375 66,40625 0,888889 1,047619 -50,9 -50,3 0,200969 3,29 -39,7656 -1,18372 
sly-miR530 
aucugcauuugcaccugcaccuuagugaacga
auuaguucgcguauaauucgugcagaaaggug
uagguguucaugcagaca 
82 24,39024 26,82927 19,5122 29,26829 43,90244 56,09756 1,090909 1,25 -42,9 -42,9 0,530459 1,33 -52,3171 -1,19167 
sly-miR5300 
uugaccaaaauucuucuuccccaguccaggcau
uccaacaguugauaacaucuagaucugccaau
acuuuguauuuuuguucuucuauuuuucacau
gacaucuucaaaaucuacuaugagcuucauca
uaagcuaagaaauggugaguuuugaugaugug
augccuaaaauaggauuaaaugaaaguacuag
uaaaaagguguucagaucuggagguuauguua
agcuggugguaugcuuugauugggaaagauga
266 19,54887 30,07519 15,78947 34,58647 35,33835 64,66165 1,15 1,238095 -98,2 -95,8 0,003226 14,73 -36,9173 -1,04468 
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cuuagguca 
sly-miR5303 
uugcuaaguugcucgaacucuccaaaaauguc
gcugcaccugugugggauccucaaaaauacac
uauuuuuggaggauccgacucguacccgucga
cauuuuugaagaguucgagcaacauagauu 
126 20,63492 26,98413 23,01587 29,36508 43,65079 56,34921 1,088235 0,896552 -63,6 -63,6 0,099102 5,84 -50,4762 -1,15636 
sly-miR5303c 
ucauaaguuuaaguugcgcggacucuucaaug
uagaugccgcacucgugccugaucuccaaaaau
augcuacuuuuggagaauccgacacgcacccac
ugacauuuuugaagaguccgagcaacauaacu
guaggu 
136 20,58824 27,94118 24,26471 27,20588 44,85294 55,14706 0,973684 0,848485 -45,6 -43,9 0,005348 19,78 -33,5294 -0,74754 
sly-miR5303f 
gaauuauguugcucggacucuucaaaaauguc
aaagggugugugucggauucgccaaaaguagu
guauuuuuggagaaucugacacgggugcggca
ucaaaagugaagaguccgcgcaacuaagcu 
126 27,77778 28,57143 17,46032 26,19048 45,2381 54,7619 0,916667 1,590909 -58,2 -56,4 0,085032 5,31 -46,1905 -1,02105 
sly-miR5303g 
auggaaugacuauguugcucagacucuauaaa
ucaugucagauccuuuauaaguccgcaacuuu
uagaggggauuagacacucauucauugauauu
uuugaagagucugagcaacguaacauaucagg 
128 19,53125 31,25 17,1875 32,03125 36,71875 63,28125 1,025 1,136364 -43,6 -40,7 0,039985 19,96 -34,0625 -0,92766 
sly-miR5303h-1 
aagcaguaugcugcucagacucuccaaaaaug
uugccacaccuguaucguauccuucggacaggc
acuacuuuuggaggaucgaacaagcaccugac
aacauuuuugaagagucugagcaacauaguga
ag 
131 21,37405 30,53435 23,66412 24,42748 45,03817 54,96183 0,8 0,903226 -58,3 -55,6 0,13419 4,35 -44,5038 -0,98814 
sly-miR5303h-2 
ggccuuuguugcucggacuauccaaacauguu
gucccaccaguguuagauccuccaaaaaugug
uaauuggaagauucgucacacaccuucaaaca
uuuuugaagagucugagcaacauagacu 
124 18,54839 29,03226 23,3871 29,03226 41,93548 58,06452 1 0,793103 -39 -38,9 0,08486 8,42 -31,4516 -0,75 
sly-miR5303j-1 
acacagcagcaauuuuuguguuuuuuaaaaaa
auuaacaagucagaagaaaaucacaccgucag
aagcgauuuagcccuuuugauuaaaaaaauaa
uuauagcagcuauuugcuuuuuccuuaaaaaa
guuaacagaggcaggcauuuugguccuaacau
uuggucugcccagcaacauuuguuaauuuuuu
uuuuugacaaaaucgcugcuggaa 
216 15,74074 33,7963 16,66667 33,7963 32,40741 67,59259 1 0,944444 -53,9 -47,1 0,00238 36,67 -24,9537 -0,77 
sly-miR5303j-1 
gaaauaguugaaaucuauguugcuugaauucu
uguaaaauguucagauuaguuaggcacgauca
auauuuuugaagagucugagcaacauagguug
aaacucaugug 
107 21,49533 32,71028 11,21495 34,57944 32,71028 67,28972 1,057143 1,916667 -33,5 -33,4 0,080134 4,62 -31,3084 -0,95714 
sly-miR5303j-2 
acguauguugcucggacuacgcaaaaugcuccc
gaacuagagcguuggauuuuccaaaaaaauau
gcugcuuuuggaggauccaccacgcaccugaca
auauuuuugaagagucugagcaacauaauc 
128 20,3125 30,46875 22,65625 26,5625 42,96875 57,03125 0,871795 0,896552 -47,3 -47,3 0,144975 9,02 -36,9531 -0,86 
sly-miR5304 
gucuaauuuagauccauggugcaguugcucau
ucaaugcuacauacucauccccacaacuuucau
cucacguucaaaagaugaaaguuauagagaug
142 21,83099 28,16901 19,01408 30,98592 40,84507 59,15493 1,1 1,148148 -66,3 -66,1 0,536117 1,27 -46,6901 -1,1431 
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aguauggugcauuggauguguggccauaccau
gggugauguuaga 
sly-miR5368 
cuaaccuugugucaggaccuaugggccaaggg
acagucucagguagacaguuucuauggggcgu
aggccucccaaaagguaac 
83 28,91566 25,3012 24,09639 21,68675 53,01205 46,98795 0,857143 1,2 -31 -31 0,400362 2,09 -37,3494 -0,70455 
sly-miR5532-1 
uauuccaugaauaugauaucuaucuaguguga
uguauggaauauaugacaaagguggaucuauu
gaucggucaugucauauaggcccgaguuggac
auccaauugcuucgauuugaauuauccggaga
augcaaugccugauauauaucaaaaagaugga
caa 
163 21,47239 32,51534 14,72393 31,28834 36,19632 63,80368 0,962264 1,458333 -45,9 -45,7 0,028719 10,51 -28,1595 -0,77797 
sly-miR5532-2 
cugcuaccgaauuucuucaaauuccaggagaa
uuguccuuugaagaggacucgaaccucaacgc
ucuuuagcacgagauuuuaagucucgcguguc
uacaauuucacaaccaaggcaucuugaaagug
aaucguauuccaugaauauuauaucuauuuag
uaugauguauggaauauaugacaaagguggau
cuauugauccgucaugucauaaaggcccuagu
uggacauccaauugcuucgauuugaauuauuc
ggagaau 
263 19,01141 29,65779 19,01141 32,31939 38,02281 61,97719 1,089744 1 -75,9 -63,5 0,000425 31,7 -28,8593 -0,759 
sly-miR6024 
aacuggaaauggggaaguggagaaacaacacu
ugcuaaaggaaguucaccagucaucucuuuuc
uuuuggaguuuuuuuagcaagaguuguuuuac
cucuucucaauuccgucucu 
116 19,82759 25,86207 18,96552 35,34483 38,7931 61,2069 1,366667 1,045455 -42,7 -42,4 0,072273 7,12 -36,8103 -0,94889 
sly-miR6027 
guaauuuuacaugauuauggguagcacaagga
uuaaugugaaacagaaaagugauaugcaaaga
agauggagauucaauuguuuauuguuacgaag
aaaacacuuuuguguuucucgugaauccuucg
gcuauccauaaucauguugaaugug 
153 21,56863 33,33333 11,76471 33,33333 33,33333 66,66667 1 1,833333 -57,4 -51,7 0,046025 16,06 -37,5163 -1,12549 
sly-miR7122 
auauauacagagaaaccgcugucgauuauaau
gagaaauucgguguuucucauacuccacagcg
uuuuucuguauaacc 
79 16,4557 30,37975 20,25316 32,91139 36,70886 63,29114 1,083333 0,8125 -31,7 -31,7 0,163599 3,57 -40,1266 -1,0931 
sly-miR7696c-3p 
cucauuuugaauuauuagaacuugauaugguc
uauuuugaugucauuuuggggauggauugguu
gcaugauuguuuugcuuccauugauuguagaa
cuagaauugucaaauucaauuuccaaaugaac
ccguucuagaguggaacagggacauucuauuc
cuagaggucauauuaucucuugucuuaagguu
uguagaaugaucucaaaaggguguuuauauca
cauuguaagauucaaagauugg 
246 20,73171 27,64228 13,00813 38,61789 33,73984 66,26016 1,397059 1,59375 -59,7 -49,5 0,000145 46,66 -24,2683 -0,71928 
sly-miR7805 
uucaaaaauagcacacuuaaaaguguggucau
auauauaaauaauuguugccaauuauucuaau
aauuggcaacacuuauaacguguagccuauaa
uuacaaaaaggacacuuuaaaaguguugucaa
aguuuucguggccauaaaccugguucaaaagu
339 15,9292 31,85841 15,9292 36,28319 31,85841 68,14159 1,138889 1 -83,3 -72,5 5,93E-05 56,54 -24,5723 -0,7713 
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cgcgccuucaaaguauugccuuaggugucuuu
ggcaacacuuuuuaagcauugucaaaauuucg
uguagccuugaccaaauuugguguagugaaua
cuaauacuuaguuguuuucuugagauauguca
ccauacaauuucuaauauacucucuuuuagga
gauguucugauuauuuuaa 
sly-miR7980b-1 
ucaugcgauaucauaucaugauaugguaucgu
gagauggaaucaguguuuggacaugcgauuuu
acguugauuccaucucacaguuccauauuaug
agaugugauccaaua 
111 20,72072 27,92793 16,21622 35,13514 36,93694 63,06306 1,258065 1,277778 -46,8 -46,8 0,166089 6,29 -42,1622 -1,14146 
sly-miR7980b-2 
uauuggaucacaucucauaauauggaacugug
agauggaaucaacguaaaaucgcauguccaaa
cacugauuccaucucacgauaccauaucaugau
augauaucgcauga 
111 16,21622 35,13514 20,72072 27,92793 36,93694 63,06306 0,794872 0,782609 -36,8 -35,4 0,0911 7,86 -33,1532 -0,89756 
sly-miR7981 
cuaugaccgaaaucucagagacacaccuuaacu
uaacuaagguucuauuaaucucaacucauuug
uuuuguaauuuuguaaugguacacuccgugac
uugaggcgcgugagagauguuugaaugucagu
guacagaauuacaaaaaaauggauucgggggu
aauaggacuuuaguuuaguuaaggucugucgc
ucgaauuucggucauac 
210 21,42857 29,04762 16,66667 32,85714 38,09524 61,90476 1,131148 1,285714 -86 -82,5 0,005812 25,97 -40,9524 -1,075 
sly-miR7983-1 
ucauuagcggcaauuaauucuuaauugccacu
aaauauguauuuuuagcggcauugacacucuu
uguauaugacccuaaagcuuuuagcgauauuu
guuccagugacauuuaacuaaugccgguaaag
acuuuaacacucuuuauuaaugucaauauuua
augcugcuaaaag 
173 14,45087 30,63584 17,34104 37,57225 31,79191 68,20809 1,226415 0,833333 -40,7 -29,89 0,005368 42,5 -23,526 -0,74 
sly-miR7983-2 
gaauagucacuacaucaaaaaugaucauuagc
ggcaguuaauuuuuaauugcugcaaaauauau
auuuuuagcgccaauuaacacucuuuguauau
guuccuaaagcuuuuagcgaaauugauucuaa
uggcacuuaacuaaugccgguaaagacuuuaa
cacucuuuauuaaugucaauuuuuaaugccgc
uaaaaguuguuuuuguuguagugaguacac 
222 14,86486 31,98198 15,76577 37,38739 30,63063 69,36937 1,169014 0,942857 -58,4 -51,6 0,00128 39,84 -26,3063 -0,85882 
sly-miR7983-3 
aucauauacacuacaucaaaaaugagcuuuag
cggcuauuaacacuuucuguaugugucccuaa
cggcuuuagcaacauuggaucuugugacaguu
aacuaaugccgguaaagacuuuaacaauuuuu
auuaauguaucuauuuauugccgcuaaagauu
auuuuuguuguagugacaucaa 
182 15,38462 30,76923 17,03297 36,81319 32,41758 67,58242 1,196429 0,903226 -50 -46,71 0,028504 20,43 -27,4725 -0,84746 
sly-miR7983-4 
auauuuucagcgguaauuaucacucuuuguau
augucccuaaagucuuuagcgacauugguucu
aaugacacuuaacuaauuucgguaaagacuuu
agcacucuucauuaguguuaauauuuaaugcc
gcaaaaagu 
137 14,59854 29,92701 17,51825 37,9562 32,11679 67,88321 1,268293 0,833333 -36,8 -36,8 0,076737 10,09 -26,8613 -0,83636 
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sly-miR7983-5 
uauguccuuaaagucuuuagcgacauugguuc
uaauggcaguuaacuaaugcugguaaagacuu
uagcacucu 
73 19,17808 27,39726 17,80822 35,61644 36,9863 63,0137 1,3 1,076923 -21,8 -20,1 0,071875 6,71 -29,863 -0,80741 
sly-miR7983-6 
uaacacuuuuuguauauguuccuaaagucuuu
agcgacauugguucgaauggagcuuaacuaau
gacgguaagacuuuagcaaucuuuauaaauau
guau 
100 17 31 14 38 31 69 1,225806 1,214286 -23,7 -22,8 0,017871 11,04 -23,7 -0,76452 
sly-miR7984c 
uacgauaccaaacuuuauggaggaucuuuuac
ccuugcccuauucaauaguguauuuuuaaggu
auauacguauccacauugacacguuacuauuu
auaauuaugcaauauuuaugauguucacauga
cacauauauauguuuaaaauacacuacuaaac
agugcaaggguaaaagguccuuuucaaaguuu
aguaucguua 
202 13,86139 33,16832 16,33663 36,63366 30,19802 69,80198 1,104478 0,848485 -72,2 -72,2 0,023131 18,36 -35,7426 -1,18361 
sly-miR7984d 
acuuugaaaaggaccuuuuaccccagcauuau
uuaauaguguauuuaaaagguauauauguacc
cacguggacaucauaauuauugcaucauuaua
aauaguaacauguccacguggcacauauaccu
uuagauuagacuauuaaauagugcaggggcaa
aagguccuuuccaaaguucgguauuauuccac
caauuucggucaaaguucggauau 
216 16,66667 32,87037 18,05556 32,40741 34,72222 65,27778 0,985915 0,923077 -92,1 -88,3 0,010609 31,24 -42,6389 -1,228 
sly-miR7985 
ggacuuccauguuggaggucucaaguuugaaa
ccccuugucagugaaagcaaaguguuugccuu
cugggucgagcuugucgcaccgggcuugccuag
ugcggguuaccacuccuaugugguugugaguu
auugcauaggagcggggguuuuacccugugcg
cauccaaaggguagcgg 
178 31,46067 17,97753 21,91011 28,65169 53,37079 46,62921 1,59375 1,435897 -69,3 -64,1 0,005165 45,23 -38,9326 -0,72947 
sly-miR7987 
cacaaguaccaacacuagcugaugcuauugau
gacaaaaauugguuuucuugcaagaucaauuu
gugucaaucuaguguugauacuuaguuuuagu
uuaggaauaaauguuuguugauuguaaggacc
aacacuaguugaucuuauugaugacaaaaauu
aauguucuugcaagaucgaguuguguccaucu
aguguugauacuuagc 
208 19,23077 30,28846 13,94231 36,53846 33,17308 66,82692 1,206349 1,37931 -58,4 -36,37 0,001648 57,03 -28,0769 -0,84638 
sly-miR7990a-1 
ugcaaaaguuaugaccauuugaagugucacaa
auuuacaacuacuuuuuuugaguuauacucuu
uaauuuggugaaacuucaaaugaucguaacuu
uggccu 
102 14,70588 30,39216 15,68627 39,21569 30,39216 69,60784 1,290323 0,9375 -32,8 -32,8 0,100838 7,57 -32,1569 -1,05806 
sly-miR7990a-2 
aagaucucgaaaaauuaucagauugaaaaaga
uugccucaaucacacauccaaggcaaaaaaau
uuaccauuugaaguuucacaaauuuacaacua
cuuuuucugaguugcacucuuuauuuuuugug
aaucuucaaaugaucguaacuuuggccucgaa
uauccguuugaggcgauuucuuuuucaauugc
acuauuuucucgagauaua 
211 13,27014 31,75355 18,48341 36,49289 31,75355 68,24645 1,149254 0,717949 -61,8 -60,4 0,009229 19,82 -29,2891 -0,92239 
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sly-miR7990a-3 
uguuuuuccgcguagaacaugaaaaaauaacu
agguugaaauaaaauauugccucaaucggaca
uucgaggcaagauuuaugaccguuugaauuuc
acaaauuuacaacuacuucauuuggugaaacu
ucaaaugaucguaacuuuugccucgaauauac
guuggaggcgauucuuuuuuuaaacuuucuua
uuuuuuuaagaucuacgugguaaacuu 
219 15,98174 31,05023 15,98174 36,9863 31,96347 68,03653 1,191176 1 -82,9 -81,6 0,011402 13,71 -37,8539 -1,18429 
sly-miR7992 
uccaaucauuacuccaacuuuggaguacacauc
cagacacuucaaaucauguccacuauaucaau
ugaacacucaacaguccaacuuacaaaaugaa
cguguagacaccaccaaaauuuacgugucacg
ucaacguugaguucccacaagaucagugggac
ugaguugagaugucuagaugugcacuccaaag
uuggagaguauuauc 
208 16,82692 33,17308 24,03846 25,96154 40,86538 59,13462 0,782609 0,7 -72,3 -70,6 0,004029 15,21 -34,7596 -0,85059 
sly-miR7993a 
aacuuuuugcguguguuuucauucgucuauua
guuagugaaguuaacuacaugaaauguaucau
cuuuuuuaaccguacacauuaacuucaaguaa
aaaaugcuugagguuuuaaggcguauugaggc
gcaagcguauaauuaaaggagauagagauauu
uuauguuguuaacuuaacuacaucguagauaa
augagugagcacaaaccagaaaaaaa 
218 18,34862 35,3211 12,84404 33,48624 31,19266 68,80734 0,948052 1,428571 -70,1 -69,2 0,013783 15,05 -32,156 -1,03088 
sly-miR7997a 
auggcaugcugcucggacucuucaaaaauguu
gcuaggucuguguuggauccuccaaaaguagu
gcauauuugaaggauccgacaugagugcggca
acauuguuggagagucugagcaacauagcaga 
128 27,34375 27,34375 18,75 26,5625 46,09375 53,90625 0,971429 1,458333 -66,6 -64 0,025577 10,04 -52,0313 -1,12881 
sly-miR8001a 
ugcuacaaagaaacugugaauuacauaggauu
uuccuggggauuaguaugaaaauucaaaagaa
acuuauuuuccugcaaauuuucacacuaauuc
ccaugaaaaucucuauguaauucacaguuugc
uuauaguauag 
139 14,38849 35,2518 15,82734 34,53237 30,21583 69,78417 0,979592 0,909091 -61,1 -60,3 0,072781 7,6 -43,9568 -1,45476 
sly-miR8001b-1 
cuucacuacaagaaaacuaugaauuacauggg
gauuaguaugaaaauuugcgaaaaguuuauuu
uccuacaaacuuuuauacuaauucccaggaaa
auuccauguaauuuacacgguuuucuuguagu
gcuu 
132 14,39394 33,33333 15,90909 36,36364 30,30303 69,69697 1,090909 0,904762 -54,8 -54,8 0,332404 3,19 -41,5152 -1,37 
sly-miR8001b-2 
aaacacuacaagaaaaggguaaauuaaauggg
gauuaguaugaaaauuugcagggauuacccug
uaguucacacuuuucuuguagugaaa 
90 21,11111 37,77778 12,22222 28,88889 33,33333 66,66667 0,764706 1,727273 -29,2 -27,04 0,033037 15,88 -32,4444 -0,97333 
sly-miR8006-1 
cauauauauacucuaguuuuuggauuacagag
acaccaaugucccaaaaauaugacagagagua
uuuaccuaucauuuaccauaaugacaauuuuu
uugguaaaacaauaaacucuacaaaauguaua
uuuuuaaggaaaaaggacaaauauaucucaag
cuaucguaaaugguaugcagauacccuccgcca
uauuuuuggaacauuagugcccugccguccaa
243 13,99177 37,03704 18,93004 30,04115 32,92181 67,07819 0,811111 0,73913 -68,7 -59,51 0,001284 35,97 -28,2716 -0,85875 
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aaacuagagcaauaugcc 
sly-miR8006-2 
acguguauguauguuaguguaaaggguauaua
uacuauaguuuuugaacgacaggggcaccaac
gucccaaagguaugauggaggguauuugcaua
ccauuuacgauaguuuggguauauuuauacuu
uuucccuagauacaauguucguuuuaauaguu
cuuuacauucgacauaauacauaa 
184 19,56522 29,8913 14,13043 36,41304 33,69565 66,30435 1,218182 1,384615 -45,2 -40,9 0,01532 20,42 -24,5652 -0,72903 
sly-miR8007a 
auguauuuauacuaaguuuauggucacuguca
caaguaucaaccaguguaaugguacucccucu
gugccauuuuauguggcacuuuucggauuucg
aguaaacauuuugaauuauuaauuauugugac
caauacuuuuuauaaauaguu 
149 15,43624 28,18792 15,43624 40,9396 30,87248 69,12752 1,452381 1 -36,1 -27,8 0,012973 23,82 -24,2282 -0,78478 
sly-miR8007b 
caauacucccuccgucccauuucaugugacacu
uuuuggauuucgagauucaaacaagucuaauu
uugaccggaaauuuuucauagaucuuuuaaac
auuuugaauuaucaaauguugugacuuauagu
acuuuuuauguaguuuacaaauauauaaauuu
cacuuaaagaaguugaagauuucaugcgcaaa
uucccgguuaaacuuaaacuguuuaacucucg
aaaaaacgaaaagugccaacauaaauuggguc
agagggaguaaua 
270 14,81481 34,07407 16,2963 34,81481 31,11111 68,88889 1,021739 0,909091 -83,2 -74,5 7,37E-05 31,02 -30,8148 -0,99048 
sly-miR8008a-1 auuuccagaaaagcgacggacaggguccuuuaaucugucgcuauucugggauuu 54 24,07407 24,07407 20,37037 31,48148 44,44444 55,55556 1,307692 1,181818 -23,7 -23,4 0,163152 4,28 -43,8889 -0,9875 
sly-miR8008a-2 
uuuuccaucacuuuuuuacauuacuuuuuuca
acuaaacucagaaaagcgacgaacauaaaccu
uuuguccgucucuuuuccggcuacuuuaaaaa
auucauuuccagaaaagugacggacagugucc
uuuaguccgucgauuuucugagcuuuucaaaa
uauaaauuuacagaaaagcgacggagug 
188 14,3617 30,31915 20,74468 34,57447 35,10638 64,89362 1,140351 0,692308 -49,3 -51,44 0,00226 17,7 -26,2234 -0,74697 
sly-miR8008b-1 
uugauuuauauuugcagguauugcagaaaaaa
augaggagcagagugguuuuguccgucgcuuu
uuugcuuuauuuauuucaaauaaacccagaaa
agcgacggacaagguucuuugguccgucacuu
cucuagguauuuuaaaaaauuaauuucaagga
aagcgacagacauuguccuuuagucgucccucg
cuuuucuggaauuuucaaaauauaaauuua 
223 18,38565 29,59641 16,1435 35,87444 34,52915 65,47085 1,212121 1,138889 -72,7 -71,5 0,000473 21,5 -32,6009 -0,94416 
sly-miR8008b-2 
uaaaaaaugcaaaaaaaaaucgacggacaggg
ugguuuuuuccaucacuuuuuugcauaauucu
uucaaauaaacccagaaaagcgacagacaggg
uccuuuagugcgucgcguuucuggguuuuuca
aaaaaaaaaauuucagaaaagauggauagggu
ccuuuaguccgucacuuuucuacgauuuucaa 
192 18,22917 33,33333 17,70833 30,72917 35,9375 64,0625 0,921875 1,029412 -51,6 -52 0,000727 36,36 -26,875 -0,74783 
sly-miR8008b-3 
ugcaaaucccagaaaagcgacugacaaaagaa
cacuauccaucgcuuuucuggaaauuauuuuu
ucaaaaagucaaaaaaaaaagugaaggacuaa
193 14,50777 38,8601 19,17098 27,46114 33,67876 66,32124 0,706667 0,756757 -57,2 -52,8 0,014367 21,97 -29,6373 -0,88 
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aacacacuaacugucacuuuucuugguuuuaa
aaaauaaaaacccagaaaagcgacggacaaaa
ccauguugucugucgcuuugucugcaauuuuu
u 
sly-miR8011a-1 
gacacuagucaagugagacucauuuuugccuc
acaaaaaauuaagcccauuugagucuacuuuu
augugagacaaaaagaagccucacacaacuag
uauu 
100 15 36 21 28 36 64 0,777778 0,714286 -29,1 -29 0,285749 3,88 -29,1 -0,80833 
sly-miR8011a-2 
acaugaacuuuguuuugugucucacacaacug
auguaaguugugugaggucucuuuuuguuuua
caagucagugcgacccaaaucguuggacucacc
aacucgugaaauaaaaagaagucucacgcaac
uugcguuaauucugugagucgcaaaguaaauu
uucaaau 
168 19,04762 29,16667 19,04762 32,7381 38,09524 61,90476 1,122449 1 -70,2 -69,8 0,030845 9,95 -41,7857 -1,09687 
sly-miR8019-1 
uuuuacguauuaauaguacucccuccguuuca
aaaagaaugaccugguuugacuugacacgaag
uuuaagaguguaaagaagacuuuuguaucuug
ugguccuaaauuaaacuuagguuaaauguaca
aaauuucccuuugaucuuguggccuuaaacau
gccauguggaaaacugauuuugaaagguuacc
aaaaaaagaaagaggccauucuuuuugaaaua
gacuaaaaaggaaaggagguuauucuuuuuga
aauggagggaguaauauauauguauuc 
283 19,43463 34,27562 13,0742 33,21555 32,50883 67,49117 0,969072 1,486486 -88,9 -86,7 0,001369 42,13 -31,4134 -0,9663 
sly-miR8019-2 
acuaauacuccuccauuuuaaaaaagaaugac
cugguuugacuuggcacgaaguuuaagaaaau
aaagaagacuuuggaucuugugguacuaaauu
aaaguuaugugaaauacacaaaacugcccuuu
aaucuuguggccuuaaacauaccacauggaaa
guugaaauaaaaauguaaccaaaaaaagaaag
aggucauucuuuuuaaaacagacuaaaaagaa
aagaaagucauccauuuugaaacggagggagu
auuuau 
262 16,79389 41,60305 14,12214 27,48092 30,91603 69,08397 0,66055 1,189189 -58 -50,74 0,000361 47,22 -22,1374 -0,71605 
sly-miR8020 
cucagaccccacuuaguggaauuucauugagu
auguuguuguuguaaagcauucugaauuaaug
caaguacacaaguuacaacaacaacauacuua
cugaaaugccacaaaaaggggucuagg 
123 18,69919 34,95935 18,69919 27,64228 37,39837 62,60163 0,790698 1 -53,9 -53,9 0,093084 7,72 -43,8211 -1,17174 
sly-miR8021-1 
auucaaggcucaaacucgagaccucugguuaa
gaauggaugugucauauacaucccuuuauaac
uauuuugaaucuaauaauaacuuaauucacuc
ucuccugcauauucuucaauaugcuagaauua
aguuauugagaucuacgaacaauauuguguug
gagaagaagcuuauauuacuucauucuuaacc
agaagugucaaguuugagucuugacga 
219 15,52511 31,96347 17,3516 35,15982 32,87671 67,12329 1,1 0,894737 -76,4 -71,7 0,005823 25,94 -34,8858 -1,06111 
sly-miR8021-2 cauauucaaggcucaaacucgagaccucugauuaaggaugaauauuucauauacauccccucau 233 14,59227 33,47639 16,7382 35,19313 31,33047 68,66953 1,051282 0,871795 -65,1 -57,1 0,000512 28,41 -27,9399 -0,89178 
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aaauauuguugguucuaaacuuauaauaacaa
cauaauucacacucuuuugcauauuacgcaau
auguugaguuaaguuauugaguucuaccaaua
auauuguguuggagaagaaguuaauauuacuu
cauccuuaaccagaagugucaaauuugagucu
uugcaugga 
sly-miR8021-3 
ucuucauauucaaggcucaaacucgagaccucu
gguuaaggauagauggaucauauacaacccac
cacaacuuuuaugguacuaauaaugacuugau
uuacuuucucuuaaauauuugacaauauguug
gauuuauuuguuguauucuaccaacaaauauu
uugauugagugaaaguuaguauuuauuuaucc
uuagucagaagugucagguucgaaucuuagac
augaguu 
232 15,94828 30,60345 15,51724 37,93103 31,46552 68,53448 1,239437 1,027778 -55,7 -55 0,001188 29,39 -24,0086 -0,76301 
sly-miR8025 
ucaaacaucauaaagaaauauuuuaccacaca
cuacacaugcaauuaaauuaguauaagucgcc
auuauguuuuucuuaaccaagcugaaucauau
aauggugacuuauacuaauuuaauugcaugcc
gacugugug 
137 12,40876 35,76642 18,24818 33,57664 30,65693 69,34307 0,938776 0,68 -56,7 -56,7 0,538141 3,17 -41,3869 -1,35 
sly-miR8032d 
gaucauuuucgaucaaaaguucaagaagauga
caucggaauccaauucugacgauuccaucagu
uccggaagggucauuuuaggcuaguaucaugg
ucgacaccccugaaguuuucagugugaguugg
ugcgauuaggcguuuuaacuuuaaguuaaagg
cuaaguuugacuuuaguuaacauucugaguaa
augcgcucggaugagaaguuucggaaugucga
guuuggucuaguuuuuacccuucuuucguguu
augagguuuuugauauuuuuccgagcccuuuu
guaguuuuugacuuaaaauggcc 
311 22,82958 24,11576 16,39871 36,65595 39,2283 60,7717 1,52 1,392157 -85,6 -59,4 0,000242 71,72 -27,5241 -0,70164 
sly-miR8033 
gcauuagcuggaguacaagcuuccaaagcugc
agaaaugaguuuuuuuuuuuaacugaaaaaga
aaaacuauuucugcagcuuuggaauuuuuuac
uccagcuaaguu 
108 17,59259 31,48148 15,74074 35,18519 33,33333 66,66667 1,117647 1,117647 -60,6 -60,6 0,145417 5,18 -56,1111 -1,68333 
sly-miR8038a 
uauuuuucaagucaaaacaguuucuccuugug
aguaaguugaaucucgugcucguuaaaccgca
agagacguagaaugcgucccaacaugagauuc
agcuuacucacuuggaaaaauuguuuuugcuu
gagaagca 
136 19,85294 29,41176 19,11765 31,61765 38,97059 61,02941 1,075 1,038462 -64 -61,8 0,115401 6,01 -47,0588 -1,20755 
sly-miR8039-1 
uuaauagucaaaaacacauuugaacuguuacu
uuuucgguaguuucacacuuuaacuaccgguu
auuccuuuuuccuaucugaacuaugaccaucg
uucagguaggaaaaggaaacaacugauaguug
aaaugugaaacugacgagagaacaauaguuca
uuugaguuuuugagcuaugcu 
181 17,67956 31,49171 16,57459 34,25414 34,25414 65,74586 1,087719 1,066667 -81,6 -81,6 0,014355 8,82 -45,0829 -1,31613 
sly-miR8039-2 ucaaaaagacaccugaacuaucaauuuuucac 159 17,61006 32,07547 22,01258 28,30189 39,62264 60,37736 0,882353 0,8 -72,9 -68,8 0,010535 12,47 -45,8491 -1,15714 
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acccccaacuaucacuuguucucuuuuccuauc
ggaacuaucaccaucguucaaguaagaaaagg
gaacaacugauaguuggggugugaaacucgcg
aagaaaugauagaucaggugugcuuuuauc 
sly-miR8045-1 
uaacauaccucaacuaacaauuuuucccuuuuc
cuaccuaaacgauagugauauuucagguauga
aaagggaaaauugauaguugagguguguuu 
95 16,84211 32,63158 15,78947 34,73684 32,63158 67,36842 1,064516 1,066667 -46,9 -46,9 0,052742 7,75 -49,3684 -1,5129 
sly-miR8045-2 
acacaccuaggauauacccauuuuuugaguuu
cauauaggaaauaucaucaucguucagguagg
aaaaguaaacaauugauaguugagguguguuu
ugaugaauaacggugauaguuuagguaggaaa
uucgcacacaugauaguuuagguuugaaacuc
gaaaaaucggaguacuuuaggugugu 
186 23,11828 32,7957 11,82796 32,25806 34,94624 65,05376 0,983607 1,954545 -48,5 -40,6 0,000396 39,21 -26,0753 -0,74615 
sly-miR8051 
gaauugaauccucaccaacaaggugggaguua
gguaggauaccaacuaagcaauugaaauuccc
cuuguauuucacaugaaaacucugugaacuag
aauaaacaaaaugcuaguauauggauaguaug
guagaaagauucaucucauguguguucuuuua
augaccaugauaaaaaguuauugguaagaaca
aaaauaaucaguucuuacaauuccuacaauaa
cuaauucaagacacuuuuggugaaauucaaaa
u 
257 16,34241 38,5214 15,1751 29,96109 31,51751 68,48249 0,777778 1,076923 -56,8 -41 0,000408 68,07 -22,1012 -0,70123 
sly-miR8172 
cuccauccagauggaucaucuagauggagaua
aaaaaugauguuuguuuuugacaaauuaauau
aucauuuggauguuccaucugaaugacu 
92 17,3913 32,6087 14,13043 35,86957 31,52174 68,47826 1,1 1,230769 -29,3 -28,8 0,098043 27,99 -31,8478 -1,01034 
sly-miR8175 
naaguucaaguuaaucuaaaaucuaugauccc
cggcaacggcgccaaaauuugauacacucaaac
uuacuucucaaauaagaaguaaagcggucgug
ucaaguaaauaacccaacuagugagguuggga
ucguucccacgaggaaaauagucuagacuuaa
cuucaacgug 
171 18,71345 35,08772 21,05263 24,5614 39,76608 59,64912 0,7 0,888889 -48,7 -48,7 0,087229 8,77 -28,4795 -0,71618 
sly-miR827 
uuaugaauuuguuuguugauggucaucuauuc
aucauaucauuuggcauaguuuuuggaaccau
uaauaugccaugauuagaugaacaucaacaaa
caucuucaucac 
108 13,88889 30,55556 16,66667 38,88889 30,55556 69,44444 1,272727 0,833333 -40,6 -40,6 0,076968 6,42 -37,5926 -1,2303 
sly-miR828a 
auuuacauucacuucuuugggaaagccucuug
cucaaaugaguauuccaacaaaugucuaauug
acauacuuuugagauacucauuuggguaagaa
guuuuaccaggaagguuguacuu 
119 17,64706 29,41176 16,80672 36,13445 34,45378 65,54622 1,228571 1,05 -48,1 -48,1 0,090023 5,43 -40,4202 -1,17317 
sly-miR845b 
gaaguagucgguuauaguuaauugagaguuuu
uguaguggugaguuuuugauuauuaaguugua
aucauaaaaucaucuaguugaauuaauaaaac
gagguuauuccuuccuugauugaggaagguuu
uaauuuaacaaguguuuguguucugacuuaaa
accaacuuacaagaacuugguucuuguucuag
285 19,29825 30,87719 14,73684 35,08772 34,03509 65,96491 1,136364 1,309524 -72,9 -69,2 0,000971 46,05 -25,5789 -0,75155 
 183 
 
gggauagguuucuucaauugguaucagagcaa
gucuuuucgauaaaagauucacaccuugaaaa
gacucaauggcacuaccacccaccacaca 
sly-miR9471a 
gaucauugacggauuugggguucugagauuca
guugauuucucaggugcucacucagcuaauag
uuauuauuuaagaaacucaauaauauuggcag
caaggagaauggugacuuucaggaugauaacu
auuggcugagugagcaucacggaaaucgacgu
gauucugagaggaaaaugau 
180 25,55556 30,55556 13,88889 30 39,44444 60,55556 0,981818 1,84 -74,1 -74,1 0,099251 11,72 -41,1667 -1,04366 
sly-miR9471b 
uugagauucaguugauuucugaggugcucacu
cagcuaauaguuauuguuuaagaaacucaaua
auauuggcagcaaggagaauggugacuuucag
gaugauaacuauuggcugagugagcaucacug
aaaucgacaugauucugag 
147 23,80952 30,61224 14,28571 31,29252 38,09524 61,90476 1,022222 1,666667 -64,9 -64,8 0,098094 7,91 -44,1497 -1,15893 
sly-miR9472 
ccauagaucuacucgauuuauuuuucaguaga
cguugugaauaauugauaaauacagguauaca
gaggucuuaauauagucagaaccuagaaauau
guguaacuagauucagaccuuuguacacuugu
auucuguugcuauucacaaucucugcugaaaa
augauugacuagaucuacga 
180 16,66667 32,77778 16,11111 34,44444 32,77778 67,22222 1,050847 1,034483 -73,2 -73,2 0,021458 8,16 -40,6667 -1,24068 
sly-miR9473-1 
cuagcagauauuggcuguaaaucuaaacucgu
ucuacuccacuagucaucauauaaugacauuu
acuagaagaagagacuauugggguaaaacgag
uucagauuuacagccaauauuguu 
120 17,5 34,16667 17,5 30,83333 35 65 0,902439 1 -53,2 -53,2 0,041358 8,37 -44,3333 -1,26667 
sly-miR9473-2 
aaaacaauauuggcuguaaaucugaacucguu
uuaccccaauagucucuucuucuaguaaaugu
cauuauaugaugacuaguggaguagaacgagu
uuagauuuacagccaauaucug 
118 16,94915 32,20339 16,94915 33,89831 33,89831 66,10169 1,052632 1 -56,2 -55,3 0,152958 7,56 -47,6271 -1,405 
sly-miR9476-1 
aaacugcuauuggucuaguccugcaucuuuuu
uuacauuuuuuccguuaucaaaaaauauaaaa
aaagaugcaggacuagaccaauagcaggau 
94 14,89362 35,10638 17,02128 32,97872 31,91489 68,08511 0,939394 0,875 -58,1 -58,1 0,76197 0,61 -61,8085 -1,93667 
sly-miR9476-2 
auccugcuauuggucuaguccugcaucuuuuu
uuauauuuuuugauaacggaaaaaauguaaaa
aaagaugcaggacuagaccaauagcaguuu 
94 17,02128 32,97872 14,89362 35,10638 31,91489 68,08511 1,064516 1,142857 -63,2 -63,2 0,878756 0,55 -67,234 -2,10667 
sly-miR9478-5p 
ugcuuauaaaagggauaaggcuuaaauaugua
gaucgaacuuugagaaaagacucaucuauguc
aucugguaaaguuugguguguaaugguuugaa
ugagccuuuucucgaacgaaaaugguguagau
gaguuaaauuuuuaacggauuacauaauugag
ccuuuucucauaguucgaugacauauuugagc
cuuuuuccaauuauaaaug 
211 20,37915 31,27962 12,32227 36,01896 32,70142 67,29858 1,151515 1,653846 -76,1 -68,73 0,011277 27,36 -36,0664 -1,1029 
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Tabela S10 – Caracterização estrutural e termodinâmica dos precursores de miRNAs em S. pennellii. Tamanho (Tam), conteúdo de 
G, conteúdo de A, conteúdo de C, conteúdo de U, conteúdo de GC, conteúdo de AU, razão de AU (R-AU), razão de GC (R-GC), Energia 
Mínima Livre (MFE), Energia Mínima Livre do Conjunto (MFEE), Frequência da estrutura do MFE no Conjunto (Freq), Diversidade do 
Conjunto (Div), Energia Mínima Livre Ajustada (AMFE), Índice de Energia Mínima Livre (MFEI). 
Pre-miRNA Sequence Tam G A C U GC AU R-AU R-GC MFE MFEE Freq Div AMFE MFEI 
spe-miR1128 
agcaugucauuaguuguuuuucucacaacaau
gacugcuaauugauuaacuccuagaaaagaag
auuucacaaggauuucugcauaaaauuacuac
ucccuccgucccaaaauaagugucacuuuagca
auaaucacacucauuaagaaaaauaauaaaua
gaaagguaucuaccccuauuuauuagauguuu
cuugacaauugagcaugauugauaaguaguua
guucuuuaguacaaagguauacuuggaaaaac
auacuaauuuccgucuuaaguuccuaugguga
cacuuauuuugg 
301 14,28571 34,55150 17,27575 33,88704 31,56146 68,43854 0,98077 0,82692 -74 -68,6 0,00149 28,91 -24,58472 -0,77895 
spe-miR1446 
auauuaauggaaauccagaguuuucugaacuc
ucucccucaauggcuguucauauaauauaugc
ugcuacuuugcagcuuaauuaaauaacagcuu
ugggguuuugaguccagaaaacucuugcuuuc
cuaguuaagca 
139 16,54676 28,05755 19,42446 35,97122 35,97122 64,02878 1,28205 0,85185 -53,3 -50,5 0,03526 12,23 -38,34532 -1,06600 
spe-miR1446a 
caguguuuucugaacucucucccucaauggcuu
cuucaauauaauuaaauuaauuaaaaagagca
gccaugagagauugaguucagaaaacucugg 
96 16,66667 33,33333 18,75000 31,25000 35,41667 64,58333 0,93750 0,88889 -40,4 -38 0,17718 5,50 -42,08333 -1,18824 
spe-miR156-1 
aaaauggaaugggugauauuguugacagaaga
uagagagcacauaugauggaaugcugcugcua
aaucuggagagucuuaacaauaaaaaaagcau
uucacuucauuugugcucucuaugcuuccguca
ucccuuucauccucuuuucc 
149 18,79195 29,53020 19,46309 32,21477 38,25503 61,74497 1,09091 0,96552 -52,9 -51,47 0,03732 12,70 -35,50336 -0,92807 
spe-miR156-10 
aaggggcggugacagaagagagugagcacaca
uggcguuuucuggcaugauguuuauaugguug
cuugaaacuaugugugcucacugcucuaucug
ucaccucccacc 
108 26,85185 22,22222 22,22222 28,70370 49,07407 50,92593 1,29167 1,20833 -60,2 -60,2 0,09793 7,82 -55,74074 -1,13585 
spe-miR156-11 
ucuaauuaagugugaaguaugacaaaaaagaa
ggugacagaagggcgugagcacauguguguuu
ucuagcaugauguucauaugcuugaaucuaug
ugugcucacugcucuaucuuucauccucaucgc
157 19,74522 24,84076 18,47134 36,94268 38,21656 61,78344 1,48718 1,06897 -47,4 -47,3 0,02245 16,37 -30,19108 -0,79000 
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uuuuccucucucucuagauuuaauuuug 
spe-miR156-12 
acugacagaagagagugagcacacgcugucga
auuguauaaauauauauacaauugucauuugc
gugugcucacuucucauucugucagcu 
91 19,78022 28,57143 19,78022 31,86813 39,56044 60,43956 1,11538 1,00000 -50,6 -47,6 0,06892 4,78 -55,60440 -1,40556 
spe-miR156-2 
uugacagaagauagagagcacuaaugaugaua
ugcuaauuucauucaauuugggcagcaaaagc
aucucaauucauuugugcucucuaugcuucug
ucauc 
101 17,82178 29,70297 18,81188 33,66337 36,63366 63,36634 1,13333 0,94737 -43,5 -42,2 0,11945 6,96 -43,06931 -1,17568 
spe-miR156-3 
ucuuucuaugauaguauauauguuaaaaagag
gaggugguaggagauguuguugacagaagaua
gagagcacagaugauaaagugcauagaaauug
ucugcaccuuacuccuuugugcucuuuauucuu
cugucaucaucguuaauaccaccucuuuuuuu
uuaacguuuuuguauuguuauauaaau 
188 18,61702 28,19149 13,82979 39,36170 32,44681 67,55319 1,39623 1,34615 -82,1 -80,2 0,00197 14,34 -43,67021 -1,34590 
spe-miR156-4 
guugacagaagauagagagcacagaugauaaa
gugcauagaaauugucugcaccuuacuccuuu
gugcucuuuauucuucugucau 
86 19,76744 27,90698 18,60465 33,72093 38,37209 61,62791 1,20833 1,06250 -40,8 -40,8 0,07046 5,33 -47,44186 -1,23636 
spe-miR156-5 
guugacagaagauagagagcacagaugauuaa
gugcaugaaaauuguaugcacauuacuccuuu
gugcucuuuauucuucugucac 
86 19,76744 29,06977 17,44186 33,72093 37,20930 62,79070 1,16000 1,13333 -43,7 -43,7 0,25302 2,44 -50,81395 -1,36562 
spe-miR156-6 
gggugagauauuguugacagaagauagagagc
acaaauaaugaggugcuaauuggaagcugcac
cuuaauucuuugugcucucuauucuucuguca
ucaucuucaguc 
108 22,22222 26,85185 17,59259 33,33333 39,81481 60,18519 1,24138 1,26316 -51,7 -51,6 0,01925 8,32 -47,87037 -1,20233 
spe-miR156-7 
uggugacagaagagagugagcacacauggugu
uuucuugcaugauguuuauauauauaugcuug
aaacuaugugugcuuacucucuaucugucaccc 
97 21,64948 24,74227 17,52577 36,08247 39,17526 60,82474 1,45833 1,23529 -58,3 -58,3 0,35058 5,07 -60,10309 -1,53421 
spe-miR156-8 
cggugacagaagagagugagcacauauggucu
uuucaagcaugauguuuacaugcuugaagcua
ugcgugcucacuucucuaucugucaccc 
92 22,82609 23,91304 22,82609 30,43478 45,65217 54,34783 1,27273 1,00000 -56 -56 0,32224 2,67 -60,86957 -1,33333 
spe-miR156-9 
aagggaggugacagaagagagugagcacacau
gauguuuucucgcaugauguuuacaugcuuga
aacuaugugugcucacugcucuaucugucaccc
cacc 
101 23,76238 25,74257 22,77228 27,72277 46,53465 53,46535 1,07692 1,04348 -55 -55 0,10487 4,96 -54,45545 -1,17021 
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spe-miR160-1 
auaugccuggcucccuguaugccauuugcaaa
gcucaccguaauauaucgaugggccuuguuga
auggcguaugaggagccaagcaua 
88 25,00000 25,00000 22,72727 27,27273 47,72727 52,27273 1,09091 1,10000 -45,8 -45,8 0,13353 3,03 -52,04545 -1,09048 
spe-miR160-2 
gugaucgauaacacaacaugccuggcuccuug
uaugccauuugcauuguuccaccaagaauuga
uggccuuuucagauggcauucuaggagcuaag
cauguauagaguuucauguc 
116 21,55172 25,00000 21,55172 31,89655 43,10345 56,89655 1,27586 1,00000 -41 -40,8 0,21669 7,36 -35,34483 -0,82000 
spe-miR160a 
uaagaaggaugugccuggcucccuguaugcca
cacgcauucaccaauuuuuugauugacugauc
aguggguggcguauaaggagccaagcauacca
cccguuu 
103 24,27184 24,27184 24,27184 27,18447 48,54369 51,45631 1,12000 1,00000 -45,4 -45,4 0,54332 2,55 -44,07767 -0,90800 
spe-miR160c 
cugccuggcucccuggaugccaacuaagaacag
uauugucaaaaaaauugacacucuuccuaguu
gguaccagaggagacaggcaga 
87 22,98851 31,03448 24,13793 21,83908 47,12644 52,87356 0,70370 0,95238 -47,3 -47,3 0,30868 2,21 -54,36782 -1,15366 
spe-miR160g-1 
ggaauaugcuuggcuccucauacgccauucaac
aaggcccaucgauauauuacggugagcuuugc
aaauggcauacagggagccaggcauauacg 
95 24,21053 28,42105 24,21053 23,15789 48,42105 51,57895 0,81481 1,00000 -47,8 -47,8 0,35883 2,11 -50,31579 -1,03913 
spe-miR160g-2 
ggugguaugcuuggcuccuuauacgccacccac
ugaucagucaaucaaaaaauuggugaaugcgu
guggcauacagggagccaggcacauccuuc 
95 25,26316 25,26316 25,26316 24,21053 50,52632 49,47368 0,95833 1,00000 -39,5 -32,9 0,01176 15,55 -41,57895 -0,82292 
spe-miR162a-1 
guugggugagaacacuggaggcagcgguucau
cgaucuguucccugaaaagcgauaaauacagc
aacaggaagcgaucgauaaaccucugcaucca
gugcuuaacccgcc 
110 25,45455 29,09091 25,45455 20,00000 50,90909 49,09091 0,68750 1,00000 -49,1 -49,1 0,04505 7,98 -44,63636 -0,87679 
spe-miR162a-2 
uaguugguugaagacacuggaggcagcgguuc
aucgaucuguucccuggaagcugaauauauau
auauaugcaaaaauacagcaaaaggaaucggu
cgauaaaccucugcauccagugcuuaaccccuu
a 
130 21,53846 31,53846 20,76923 26,15385 42,30769 57,69231 0,82927 1,03704 -48,1 -48,1 0,00997 13,93 -37,00000 -0,87455 
spe-miR164 
auuauuuaagcuggagaagcagggcacaugcu
gaauuacuugaaacuuugaucuuucaagaauu
uugcaugugcucuagcucuccagcuuaauuccu
c 
98 18,36735 26,53061 20,40816 34,69388 38,77551 61,22449 1,30769 0,90000 -51,1 -48,1 0,24991 2,23 -52,14286 -1,34474 
spe-miR164a agauggagaagcagggcacgugcauuacuaac
ucauacgcaagauuuaucgauguuucgaaaau
165 20,00000 29,09091 16,36364 34,54545 36,36364 63,63636 1,18750 1,22222 -59,3 -54,6 0,00230 22,51 -35,93939 -0,98833 
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ucugcuaucauaguacuguauuuacagcaaau
aguguuuguacuuacauguauguaguaaagug
augaguuaguuauucaugugccuguuuucccc
aucau 
spe-miR164b 
uguuggagaagcagggcacgugcaaauuuuug
uauucgacgauauaugcauuacuaaugguaau
gcaucaauuuugcacguguucuccuucuccaac 
97 20,61856 25,77320 19,58763 34,02062 40,20619 59,79381 1,32000 1,05263 -46,2 -45,3 0,04651 8,87 -47,62887 -1,18462 
spe-miR166-1 
uuuguugaggagaaugucgucugguucgagau
cuuucauaagaaagguaaaugaaugacaaguu
uucauauauguaucuugaaugauuucggacca
ggcuucauuccccucaacucu 
117 20,51282 27,35043 17,09402 35,04274 37,60684 62,39316 1,28125 1,20000 -52,9 -51,7 0,33112 6,15 -45,21368 -1,20227 
spe-miR166-2 
uuaauuuugaggggaauguuguuuggcucgag
gccaccaacuucaucuaaugugagcgaacucuu
uguuagugucgucggaccaggcuucauuccccu
caaaaucuc 
107 22,42991 21,49533 23,36449 32,71028 45,79439 54,20561 1,52174 0,96000 -44,4 -41 0,04316 13,05 -41,49533 -0,90612 
spe-miR166a-1 
ccaaaagaaagaaaacauuuguugaggggaau
guuguuugguucgaaaucauucaaacaaauua
aaauccaugcaucucgaugaucgaugaauuga
auaauuucggaccaggcuucauuccccccaacu
caaguuuuuguuuuaau 
146 17,12329 33,56164 17,80822 31,50685 34,93151 65,06849 0,93878 0,96154 -50,3 -46,21 0,02766 17,23 -34,45205 -0,98627 
spe-miR166a-2 
aaacaagaucauguuaaggagaauguugucug
guucgugaccauauaucuuucuucauauaaau
gaucucggaccaggcuucauuccccucaa 
93 17,20430 29,03226 21,50538 32,25806 38,70968 61,29032 1,11111 0,80000 -30,9 -30,7 0,13229 6,62 -33,22581 -0,85833 
spe-miR166a-3 
agcuuccagauuugaggggaauguugucuggc
ucgaagucauuaucucuucucgaucauuauag
aucgaaccaauccaauuuuauauauucaaucu
aguuuaaaauauaugugauuacgaugaugaug
agauagugucuucggaccaggcuucauuccccc
caauuuggaaaca 
174 18,39080 28,73563 18,96552 33,90805 37,35632 62,64368 1,18000 0,96970 -69,5 -69,2 0,01724 12,73 -39,94253 -1,06923 
spe-miR166c 
uguguguggugcguuugagggggauguugucu
ggcucgacacaauuacucucuuguauguauuu
aguuauucguuaucaagauugauguugauaac
gaauaaauuaaacacauauauacaagauguaa
aaagggaguaaaggcgucggaccaggcuucau
uccucucaaauaauauucuacuucuac 
187 21,39037 29,41176 15,50802 33,68984 36,89840 63,10160 1,14545 1,37931 -76,5 -72,4 0,01243 17,61 -40,90909 -1,10870 
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spe-miR167-1 
agcagcugaagcugccagcaugaucuaaacuu
uucuauugcuccguacgaggaaagaucagauc
auguggcagcaucaccuguug 
85 23,52941 27,05882 23,52941 25,88235 47,05882 52,94118 0,95652 1,00000 -39,7 -39,7 0,33457 2,34 -46,70588 -0,99250 
spe-miR167-2 
aucaguugaagcugccagcaugaucuaaacuu
accuauaaauuuauauuaaggcaagaucagau
caugugguugcuucaccuguua 
86 17,44186 31,39535 18,60465 32,55814 36,04651 63,95349 1,03704 0,93750 -31,2 -31,2 0,07012 5,73 -36,27907 -1,00645 
spe-miR167-3 
gugaagcugccagcaugaucuaaacuuggcca
uuuguaaagaaaaugggugacuaagguuaggu
caugcucggacagccucacu 
84 26,19048 28,57143 20,23810 25,00000 46,42857 53,57143 0,87500 1,29412 -41,3 -41,3 0,37350 6,31 -49,16667 -1,05897 
spe-miR167a 
uagcaguugaagcugccagcaugaucuaaacu
uuccuuuuaguucaaauauaauaugaggaaag
aucagaucauguggcagccucaccuguca 
93 19,35484 31,18280 20,43011 29,03226 39,78495 60,21505 0,93103 0,94737 -41,6 -41,6 0,21117 3,68 -44,73118 -1,12432 
spe-miR167h 
aauuucuuucuuucucgacgaaguaggguuaa
gauuauuuuucguaguacgaacuaacagguga
agcaaccacaugaucugaucuugccuuaauau
aaauuuauagguaaguuuagaucaugcuggca
gcuucaacugauaguagucuacgcuaucaaua
ugacaaaacccuaauauuguugaagaagaaga
agaa 
196 18,36735 34,18367 15,81633 31,63265 34,18367 65,81633 0,92537 1,16129 -71,1 -67,3 0,00191 18,71 -36,27551 -1,06119 
spe-miR168a 
uuuuuugcggccgccucuuauucgcuuggugc
aggucgggaccucauucgccggcgccgggaaua
auggcggacgaacgacggcgguuuuaauucua
cuaagcugucaccgacgaauauauguuugauu
agcggcgaaauuuggguccugccuugcaucaa
cugaauuggagacagcuguaaaucg 
186 27,95699 20,96774 23,11828 27,95699 51,07527 48,92473 1,33333 1,20930 -75,1 -73,4 0,02437 20,06 -40,37634 -0,79053 
spe-miR168b 
gcggugguuucucauucgcuuggugcaggucg
ggaccuaccucgccggcaacaauggcgguggcu
gacggcgacggcagcguaccgguaaaaaaaaa
ucuuauuuuuacauguuguugcguaguuuggg
ucccgccuugcaucaacugaauaggagacugcg
gugaauuu 
170 30,00000 20,58824 22,35294 27,05882 52,35294 47,64706 1,31429 1,34211 -77,2 -71,9 0,01712 15,15 -45,41176 -0,86742 
spe-miR169-1 
uuuggucuauaagguuugcaugaagaugaaga
gagugaaguugcagccaaggaugacuugccgg
accaaaaguugugaccauuuucuaguuccggc
aaguuguuuuuggcuauaaguuugcucucuuc
uucucauguuauccucguuagaccuuu 
155 23,22581 22,58065 18,06452 36,12903 41,29032 58,70968 1,60000 1,28571 -74,7 -73,9 0,01499 9,78 -48,19355 -1,16719 
 189 
 
spe-miR169-2 
auuaauugaagagggguuuuacaugaaguuga
gaguauuguuuaguagccaaggaugacuugcc
uacuucauuugauauauaguuuaaaauaauaa
uauugacaauauuugucauuuggucguaggca
aguuauccuggcuaucuugacaugcucguaau
uuuucauguaaaaccuuaucuucuauugcu 
190 18,42105 28,94737 13,15789 39,47368 31,57895 68,42105 1,36364 1,40000 -82 -79,3 0,00271 15,74 -43,15789 -1,36667 
spe-miR169-3 
augagaagaggagucuugcaugaugaaaagag
ucuuauuugguagccaagaaugacuugccugc
accauuuccgaaauguguccuuucguucaugg
ggucaggcaggucaucuuuagcuaacuugaca
agcucuucucuuucaugcaagacuuucucuucu
ucc 
164 21,34146 23,78049 21,95122 32,92683 43,29268 56,70732 1,38462 0,97222 -74,3 -74,3 0,00246 12,25 -45,30488 -1,04648 
spe-miR169-4 
ggguacaaaaaagaagagaagucuagcaugau
gagaagagucuuauuugguagccaaggaugac
uugccugcaccauacuugaaaaggucuuucau
auguccuuucguuauuggggucaagcagguca
ucuuuagcuaacuugacaagcucuucuuuuuc
augcaaggcuuucucuucuuucguuuuuaauu 
192 20,83333 26,04167 18,22917 34,89583 39,06250 60,93750 1,34000 1,14286 -77,4 -75,1 0,00095 15,36 -40,31250 -1,03200 
spe-miR169-5 
gcguaaaaaucaggaucaugaaauggccuugc
auguugguucaggaagaaagaguugcagccaa
ggaugacuugccgacuuuuguauuacucuuca
uauauauauauauauauguauauauggaaauu
acauuaaacuuggaagagaaaguuggcaagug
guccuuggcuacaucuuucuuucugccccucau
gccaggucuuuccuguacaucauuauuaauu 
224 19,64286 29,01786 17,41071 33,92857 37,05357 62,94643 1,16923 1,12821 -89,3 -86,84 0,00254 26,07 -39,86607 -1,07590 
spe-miR169a-1 
agucuaugagguuugcaugaagauguagagag
ugaaguugcagccaaggaugacuugccggacc
auaaauugcuaggauuuucgaguuucggcaag
uuguucuuggcuauaguuugcucucuucuucu
caugucauccucguuagac 
147 25,17007 22,44898 18,36735 34,01361 43,53741 56,46259 1,51515 1,37037 -68,9 -67,9 0,01564 9,65 -46,87075 -1,07656 
spe-miR169a-2 
cuuuauucauguuaaagucuugcaugagggaa
uaagguuauugaauugcagccaaggaugacuu
gccggcaagcucgaucaauucugcuucaugucu
ggcaagucauuuuuggcuacauaucugccuca
uuuucucaugccagauuuuuuaugaaauagcu 
161 19,87578 24,84472 19,25466 36,02484 39,13043 60,86957 1,45000 1,03226 -69,6 -69,6 0,03588 9,63 -43,22981 -1,10476 
spe-miR169c agagguagggaguggagugcagccaaggaugacuugccgagauguuuguagccuaaugcaauga
cauaucggcaggucaucuuuggcuacauuuua
98 29,59184 25,51020 16,32653 28,57143 45,91837 54,08163 1,12000 1,81250 -51 -51 0,17474 3,02 -52,04082 -1,13333 
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uu 
spe-miR169e 
uaggaggagaggccuuacaugaauuagaagag
uuucuauuuguuuaguagccaaggaugacuug
ccuuucaucaauggaaaaugauuacaacacuu
uucaugguauugggaaaaugaguggcaagcau
cuuuggcgacuugacaaacucuucuuugucau
guuaguccaucuucuuccu 
179 21,22905 27,37430 17,31844 34,07821 38,54749 61,45251 1,24490 1,22581 -71,8 -68,1 0,00796 17,71 -40,11173 -1,04058 
spe-miR171 
ugaucaacuugggauguuggugugguucaauu
agauaacaaucuccacguaagauuguagaguc
uguuauuugauugagccgugccaauaucacau
guaaagaaaauaac 
110 21,81818 31,81818 14,54545 31,81818 36,36364 63,63636 1,00000 1,50000 -44,2 -44,2 0,22601 2,80 -40,18182 -1,10500 
spe-miR171-1 
agauauuggugcgguucaauuagaaagcgcac
uucuuuauaaauagaacuucguuauuuaauug
agccgugccaauaucac 
81 18,51852 30,86420 17,28395 33,33333 35,80247 64,19753 1,08000 1,07143 -39,5 -39,5 0,72921 0,63 -48,76543 -1,36207 
spe-miR171-2 
uauuggugcgguucaaugagaaagcaguacuu
aagaacauuuugagucuacuuuuugauugagc
cgcgccaauau 
75 22,66667 28,00000 16,00000 33,33333 38,66667 61,33333 1,19048 1,41667 -40,9 -40,9 0,48906 1,27 -54,53333 -1,41034 
spe-miR171-3 
aauacgugauauuggcacggcucaauuaaaua
acgaaguucuauuuauaaagaagugcgcuuuc
uaauugaaccgcaccaauaucucguuag 
92 17,39130 33,69565 18,47826 30,43478 35,86957 64,13043 0,90323 0,94118 -28,2 -27,8 0,40775 5,55 -30,65217 -0,85455 
spe-miR171-4 
uagauauugaugcgguucaaucugaaagacau
ggcuagauauguaauuagccuuguaauuuugg
auugagccgcgucaauaucucu 
86 22,09302 27,90698 15,11628 34,88372 37,20930 62,79070 1,25000 1,46154 -48,1 -48,1 0,49140 1,70 -55,93023 -1,50313 
spe-miR171-5 
uuaauaguauaguaaaaugauguuggaauggc
ucaaucaaaucaaauuccucaaaguauugggu
cauuucauuugauugagccgugccaauaucau
cuuacuuauauaugcu 
112 16,07143 32,14286 15,17857 36,60714 31,25000 68,75000 1,13889 1,05882 -46,5 -46,5 0,06547 9,06 -41,51786 -1,32857 
spe-miR171-6 
acaagagaagauuucucuaugaaauaguaacc
cugauauuggccugguucacucagacacauau
uauuuugauugauuuuacuuuugauugagccg
ugucaauaucucaguuccuuuuuacuauauuu
caucau 
134 14,17910 27,61194 17,91045 40,29851 32,08955 67,91045 1,45946 0,79167 -33,5 -33,3 0,01749 12,57 -25,00000 -0,77907 
spe-miR171-7 gguaugaagaagaauacaagagugauauuggu
ucggcucaucucuuaucuguuucacgaaucag
aaauuagugagccgaaccaauaucacgccaug
112 19,64286 29,46429 21,42857 29,46429 41,07143 58,92857 1,00000 0,91667 -46,2 -44,7 0,04037 12,41 -41,25000 -1,00435 
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ucugcuucuccaucau 
spe-miR171a 
uauuggccugguucacucagacaacaaaauga
aaacuauauuugaaugguugaguuuucguuuu
ucguuugauugagccgugccaauau 
89 20,22472 26,96629 15,73034 37,07865 35,95506 64,04494 1,37500 1,28571 -37,7 -37,7 0,47333 1,88 -42,35955 -1,17812 
spe-miR171e-1 
uuuugggauuaaaauggaagaagcgauguugg
ugagguucaauccgaagacgaauuuacgcuua
uuuucguaaagaacgaucucagauugagccgc
gccaauaucacuucuuauuuucauuccauuu 
127 20,47244 28,34646 17,32283 33,85827 37,79528 62,20472 1,19444 1,18182 -52 -51,1 0,09527 4,07 -40,94488 -1,08333 
spe-miR171e-2 
uagagaagcgauguuggugagguucaauccga
agacgaguuuacguuuuauuuuaguaaagaac
gaucucagauugagccgcgccaauaucauuuc
uuuu 
100 23,00000 28,00000 16,00000 33,00000 39,00000 61,00000 1,17857 1,43750 -40,7 -37,7 0,21389 3,86 -40,70000 -1,04359 
spe-miR172-1 
ugcagauguagcaucaucaagauucauacaug
aaaauuaagaggcaagguuaaauauguagcuu
uaauuugaaauggaaaauauaauacaucauga
ccaugucuauuuauuucaaagugagaaucuug
augaugcugcaucagcaauaaauaacuaucg 
159 16,98113 38,99371 13,20755 30,81761 30,18868 69,81132 0,79032 1,28571 -57,3 -54,1 0,02713 11,52 -36,03774 -1,19375 
spe-miR172-2 
cugucaccgauaguuauuuauugcugaugcag
caucaucaagauucucacuuugaaauaaauag
acauggucaugauguauuauauuuuccauuuc
aaauuaaagcuacauauuuaaccuugccucuu
aauuuucauguaugaaucuugaugaugcuaca
ucugcaaacaacaacuguguugauua 
186 13,44086 31,18280 17,74194 37,63441 31,18280 68,81720 1,20690 0,75758 -51,8 -49,7 0,00264 18,81 -27,84946 -0,89310 
spe-miR172-3 
aucagucaauguuugaggaugcaacaucauca
agauucacaaaacuugaaggaagaacuauuua
auuauauguuuagggugaauauuggauauaua
auauaguucaaaaucucuuauuuucucucuuu
gggaaucuugaugaugcugcaucaucuaacau
augacucua 
169 15,97633 33,72781 14,20118 36,09467 30,17751 69,82249 1,07018 1,12500 -58,7 -55,7 0,03741 12,68 -34,73373 -1,15098 
spe-miR172-4 
uagagucauauguuagaugaugcagcaucauc
aagauucccaaagagagaaaauaagagauuuu
gaacuauauuauauauccaauauucacccuaa
acauauaauuaaauaguucuuccuucaaguuu
ugugaaucuugaugauguugcauccucaaaca
uugacugau 
169 14,20118 36,09467 15,97633 33,72781 30,17751 69,82249 0,93443 0,88889 -55 -53,8 0,03580 13,26 -32,54438 -1,07843 
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spe-miR172-5 
aauagccauuauuugccgcugcagcaucauca
agauucccacacaucgcccauaggguuuuuaa
aaauaauaaaaucccuaauguagcuaugugaa
ucuugaugaugcuccacccgcaaaaaauugac
uuga 
132 15,15152 33,33333 23,48485 28,03030 38,63636 61,36364 0,84091 0,64516 -43,6 -38,2 0,01507 8,78 -33,03030 -0,85490 
spe-miR172-6 
uauuugcuagugcagcaccauuaagauucaca
uagaaaauaugaaacuaaauuugcccaauuuu
ucaauacaugagaaucuugaugaugcugcauc
ggcaaaugg 
105 17,14286 35,23810 17,14286 30,47619 34,28571 65,71429 0,86486 1,00000 -37,3 -36,8 0,16611 10,58 -35,52381 -1,03611 
spe-miR172-7 
cagucguuguuugcaaaugcagcacuauuaag
auucucaaauauucgacauuuaaaaugcaauu
aaaugugaaucuugaugaugcugcauuagcaa
uaaacgacu 
105 16,19048 35,23810 16,19048 32,38095 32,38095 67,61905 0,91892 1,00000 -44,3 -44,3 0,39910 4,45 -42,19048 -1,30294 
spe-miR172-8 
uuuagucguuuauugcuaaugcagcaucauca
agauucacauuuaauugcauuuuaaaugucga
auauuugagaaucuuaauagugcugcauuugc
aaacaacgacugug 
110 16,36364 30,90909 15,45455 37,27273 31,81818 68,18182 1,20588 1,05882 -41,9 -41,9 0,11238 8,38 -38,09091 -1,19714 
spe-miR172a 
uacagucguuguuugcguauguagcauaauca
agauucacaugaaaaguugcaaauugguuaua
uaauuaaugaaauuaauggcuggcuacuugaa
acucaugagaaucuugaugaugcugcaucugc
aauaaacgacuauu 
142 19,01408 33,80282 14,08451 33,09859 33,09859 66,90141 0,97917 1,35000 -54,4 -54,4 0,03828 15,79 -38,30986 -1,15745 
spe-miR172d 
uggagcaucaucaagauucacauagcuacauu
agggauuuuauuauuuuuaaaaacccuauggg
cgaugugugggaaucuugaugaugcugcag 
94 23,40426 28,72340 14,89362 32,97872 38,29787 61,70213 1,14815 1,57143 -43,1 -39,6 0,02696 10,06 -45,85106 -1,19722 
spe-miR1886-1 
gcguuuggccauguaauaccauaucacgauau
gguauuaugagauggaauuaggguuuggacau
gucauuuuacguugauuucaucucaugauucc
acaucaugagaugugauaucauauucuccaaa
aau 
131 19,08397 29,00763 16,03053 35,87786 35,11450 64,88550 1,23684 1,19048 -43,1 -42,9 0,10851 6,71 -32,90076 -0,93696 
spe-miR1886-2 
gccaugugauaucauaucacaauaugguaucg
ugagaugaaaucagcauuuggacauaucauuu
uacgcugauuccaucucaugauuucauaucau
gagaugugauaccauauuuu 
116 16,37931 30,17241 17,24138 36,20690 33,62069 66,37931 1,20000 0,95000 -44 -43,8 0,11604 8,37 -37,93103 -1,12821 
spe-miR1886h-1 gccaugagauaccauaucguggccuuuggcca
ugagauaucauaucacgauaugaaaucgugag
173 17,91908 30,05780 15,60694 36,41618 33,52601 66,47399 1,21154 1,14815 -63 -58,97 0,01164 22,27 -36,41618 -1,08621 
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auugaauucguguuuggacauauaauuuuacg
uugauuucaucucaugauuucauauaaugaga
ugugauuucguauucuccaaaaaucaugauau
ggaauuucauauc 
spe-miR1886h-2 
uuggacaugcgauuuuacguugauuucaucuc
augauaugugacuccauauucuccaaaaauca
ugauaugaaaucauaugagaauaucauaucau
g 
97 14,43299 32,98969 16,49485 36,08247 30,92784 69,07216 1,09375 0,87500 -23,9 -23,9 0,24274 9,68 -24,63918 -0,79667 
spe-miR1917-1 
ucucacuacaauaaaaauaacuuuuagcggca
auaaauagauacauuaauaaagagugcuaaag
ucuuuaccggcauuaguuaagugucauuagau
ccaaugucgcuaaagccuuuagugacacauac
aaagagugcuaauugccacuaaaaauauauau
uuagcggcaauugcuaauuaauugccgcuaaa
gcucauuuuuaauguagugucu 
214 15,42056 35,98131 16,82243 31,77570 32,24299 67,75701 0,88312 0,91667 -65,2 -62,3 0,00325 31,94 -30,46729 -0,94493 
spe-miR1917-2 
aacuuuuagcggcaucaaauauugauauuaau
aaagagugcuaaagucuuuaccgguauuaguu
agugcuauuagaacuaaugucgcuaaaggcuu
uacggacauauacaaagagugacaauugccgc
uaaaaaua 
136 18,38235 36,76471 14,70588 30,14706 33,08824 66,91176 0,82000 1,25000 -39,1 -30,94 0,02995 19,27 -28,75000 -0,86889 
spe-miR1917-3 
aaccacuguaacaaaaauaacuuuuagcggca
aaaauagacacauuaauaaagagugcuaaagu
uuuuaccugcauuaguuaagugccauuagauu
caacgucagaacauuauagaaagagugcuaau
ugcaguuaaaaauacacauuuagcggcaaugg
cuaauaaauugccgcuaaaguucaguuuugau
auagugagc 
201 17,41294 38,80597 15,42289 28,35821 32,83582 67,16418 0,73077 1,12903 -48 -43,94 0,00063 39,12 -23,88060 -0,72727 
spe-miR1917-4 
uuagcugcauuaaauauugacauuaauaaaga
gugcuaaagucuuaccggcauuaguuagaugu
cauuagaaccaaugucggucaagacuuuaggg
acauauacaaagaguguugauugccgcuaaau
aaaaauacauauuuagcagcaauuaagaauaa
auugccgcuaauaaucauuuuugauguaguga
uccaaugacauaucacucuuuguuaaugugua
uauuuauugcugcuaa 
240 17,08333 35,00000 14,16667 33,75000 31,25000 68,75000 0,96429 1,20588 -85,3 -82,8 0,00616 21,22 -35,54167 -1,13733 
spe-miR1918 
gucagauaauuaugguagcucaguugguuuaa
cuaguuggauugucauucuguuggugagaguu
cgauucuccauuacguaaucuccucuucaauuu
aagagaaaaaaauaugcuacaagguggagaau
197 19,28934 31,47208 15,22843 34,01015 34,51777 65,48223 1,08065 1,26667 -71,4 -70,4 0,00241 22,32 -36,24365 -1,05000 
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cggacuaucgcuaacaggauggaaguucaaau
acuuaaucaauuaagcuacuaauauuuuacuc
uaug 
spe-miR1919 
uccgaaucgcuccgacgccuuugauguucacau
cuuccgguaguccugucgcagaugacuuucgcc
cuuuuauggaaccacacuuucucuaauuugaa
uucuaugugguaggacgagagucaucugugac
aggauaauggaagaucgaguuaucaaaggcuu
auugggcguuuccuu 
177 22,59887 22,03390 22,59887 32,76836 45,19774 54,80226 1,48718 1,00000 -85,8 -85,8 0,12075 8,43 -48,47458 -1,07250 
spe-miR1919c 
gacgccuuugauguucacaucuucugguaguc
cugucgcagaugacuuucgcccuucuaaggaac
cacacuuucuguaaaucuaauuaauuugaauu
caauguggcaggacgagagucaucugugacag
gauaauggaagaucuaguuaucaaaggcuua 
160 21,25000 27,50000 20,00000 31,25000 41,25000 58,75000 1,13636 1,06250 -69,2 -69,2 0,04832 12,84 -43,25000 -1,04848 
spe-miR2111a 
ugguaaucugcauccugagguuuagaucaauu
ucuaauuuacuggaucuaguccuuaggaugca
gauuauc 
71 19,71831 25,35211 16,90141 38,02817 36,61972 63,38028 1,50000 1,16667 -37,7 -37,7 0,36708 1,82 -53,09859 -1,45000 
spe-miR319-1 
gaaaauaaggagcucucuccgguccaguccga
ggcacucaaaggcuaaaaacacagcugacgac
ucguugauucucaaacacaucaagaagcauuu
uuugaauuugacguguuuaagauucaacgaug
cgugagcuauguuuagcuagcguugucacguc
uuggacugaagggagcucccuauuaaa 
187 22,45989 29,41176 21,39037 26,73797 43,85027 56,14973 0,90909 1,05000 -79,6 -74,9 0,01428 25,65 -42,56684 -0,97073 
spe-miR319-2 
ugguauaagagagcuuccuuuaguccacucau
agguagacgaaggauuugaauuaucucccgac
ucauucauucaaacgcaauagaaaguauguaa
ucuuauacuauugugaaugugugaaugaugcg
ggagauaaauucucuccuuuuuaucugugcuu
ggacugaagggagcucccuuuuacc 
185 20,54054 27,56757 18,37838 33,51351 38,91892 61,08108 1,21569 1,11765 -92,3 -90,5 0,02231 10,30 -49,89189 -1,28194 
spe-miR319-3 
aaggaaacuguuuaguccaacccaaggugggu
uacuggaacugaucuuugcugcugaaucauug
gcucaugagcaugucaaagaagaugauugaac
auucuggacauguucuugcuccaaugauacag
gagcugagcucgguuuuucaccgccuuuucuu
ggacugaaggguucccuuc 
179 24,02235 24,02235 21,22905 30,72626 45,25140 54,74860 1,27907 1,13158 -82,3 -81,5 0,06410 6,73 -45,97765 -1,01605 
spe-miR319-4 gaugggauaaggaaggaaauucaucaguccaa
acaaggugguauauuugggcugaucuuugcug
197 21,82741 28,42640 17,76650 31,97970 39,59391 60,40609 1,12500 1,22857 -86,8 -85,1 0,06124 7,18 -44,06091 -1,11282 
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cugaaucauugguucaucaacauauuauacac
auacaaggauauauacauauguuguugcauca
augaugcaggagcugaguucaguuuuggcuac
cuuuucuuggacugaaggguuuccuucucaac
cccaa 
spe-miR319a 
agagcuuucuucaguccacacauggggagcga
uaggguucaauuugcugccgacucauucaucc
aaauguugaggucuugauaaucgaaugucacc
ucagcaacugagugaaugaagcgggaguacaa
guugagucuugagcuuccuguacuuggacuga
agggagcucc 
170 26,47059 25,29412 21,17647 27,05882 47,64706 52,35294 1,06977 1,25000 -88,8 -88,2 0,08093 6,12 -52,23529 -1,09630 
spe-miR319c-1 
uaggagcuccuuucaggccaagaccgagggac
gaggagcggcaagagcugccuagucaugcaua
uugguuaaccuuaauaaacaaauuauguauag
uguuaagauuaaccaguugcauggcaagggag
caacuacuuccgcuaacuugucucacuuauugg
acugaagggagcuccu 
177 24,85876 28,81356 20,90395 25,42373 45,76271 54,23729 0,88235 1,18919 -89,2 -89,2 0,09586 5,72 -50,39548 -1,10123 
spe-miR319c-2 
caagagagcuuccuucagcccacucacggagga
gaaaugggguugaauuagcugccgacucauuc
auccaaccacucaguagaaaggauagguuuug
ugcuacugugauugagugaaugaugcgggaga
uaguuuucuaucccucucuuuccuugcuuggac
ugaagggagcuccuuu 
178 25,28090 23,59551 21,91011 29,21348 47,19101 52,80899 1,23810 1,15385 -77,1 -65,9 0,02388 17,43 -43,31461 -0,91786 
spe-miR319c-3 
aaggaaacuguuuaguccaacccaaggugggc
uauuggaacugaucuuugcuguugaaucauug
gcucaugagcaugucaaagaagaugauuuaac
auucuggacauguucuugcuccaaugaugcag
gagcugagcuuncggaguauagguacuugaga
aagcagaggagagaaggaa 
179 27,37430 30,16760 15,64246 26,25698 43,01676 56,42458 0,87037 1,75000 -54,3 -46,5 0,00367 29,81 -30,33520 -0,70519 
spe-miR3627-1 
gucgcaggagagauggcacuuaccauuccuuu
uaauugguacaaugccuaaauggaaccauuaa
gugccucugucuuucgaca 
83 20,48193 26,50602 22,89157 30,12048 43,37349 56,62651 1,13636 0,89474 -33,4 -33,4 0,34502 2,22 -40,24096 -0,92778 
spe-miR3627-2 
uaaaucauucaaauaggagagauugagggaau
cuugucgcaggagagauggcacuuaccauucc
uuuuaauugguacaaugccuaaauggaaccau
uaagugccucugucuuucgacacgaugcccaca
auuucuauugcauuauaca 
148 18,91892 30,40541 20,27027 30,40541 39,18919 60,81081 1,00000 0,93333 -51,7 -51,7 0,09725 6,04 -34,93243 -0,89138 
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spe-miR390 
ugcauggagaaucuguaaagcucaggagggau
agcgccauggaugacucaauucgauuuuuuua
cacaucucuagcgcuauccauccugaguuuuac
agcuuuuucaugc 
110 20,90909 24,54545 21,81818 32,72727 42,72727 57,27273 1,33333 0,95833 -57,1 -57,1 0,38371 2,45 -51,90909 -1,21489 
spe-miR390a 
ggcauggggaaucuauaaagcucaggagggau
agcaccaugaauacaucuuaauggcuaucuau
agcgcuauccauccugaguuuuauggcuucuu
caugcuu 
103 22,33010 26,21359 20,38835 31,06796 42,71845 57,28155 1,18519 1,09524 -51,1 -48,4 0,11196 6,15 -49,61165 -1,16136 
spe-miR393 
uuccaaagggaucgcauugauccuguguccca
aauuaauuaaccaugggacuaugggaucaugu
gaucucuucggaau 
78 21,79487 26,92308 20,51282 30,76923 42,30769 57,69231 1,14286 1,06250 -40,9 -40,9 0,20082 2,59 -52,43590 -1,23939 
spe-miR394-1 
acgaucuugauuuucaugaagauuucucaaag
gguuccuuacacaguucuuuggcauucugucc
accuccuuugucuucauauuccucuauuuuuu
uagaaaaauaauuuuuauuaaauuuuuuguaa
aaaaaaauggaggugggcauacugucaacaga
uuuguguugguuucucuuugugaaaucuucuu
gauguuaauug 
203 15,76355 25,61576 15,27094 43,34975 31,03448 68,96552 1,69231 1,03226 -67,2 -61,15 0,00574 28,79 -33,10345 -1,06667 
spe-miR394-2 
agauuaauuaguuucauggagguuugacaaag
gguuucuuacagaguucauuggcauucugucc
accucccucguucuuuuuucgaaaaagaagaa
gaaggggggaagcaagauuuauuguggaggug
ggcauacugccaauagagcuguguugguuucu
cuuuguaaaacccucgugauacacgucaagua
agau 
196 25,00000 27,04082 16,32653 31,63265 41,32653 58,67347 1,16981 1,53125 -78,6 -78,5 0,00364 13,84 -40,10204 -0,97037 
spe-miR394-3 uuuggcauucuguccaccucccagcuugcugaggacugaggagggggccaaagugccaaac 61 29,50820 21,31148 27,86885 21,31148 57,37705 42,62295 1,00000 1,05882 -31,2 -30,9 0,17506 3,56 -51,14754 -0,89143 
spe-miR395a 
ugcagugauucccgagaguuuccuugaccacu
ucaugagggcuuaauuacuuuguuguuuaucc
cuugcugaaguguuugggggaacuucuggguu
cacuuua 
103 24,27184 17,47573 19,41748 38,83495 43,68932 56,31068 2,22222 1,25000 -42 -40,1 0,06330 10,38 -40,77670 -0,93333 
spe-miR395d 
ucaagguguucccuagaguucccuugaccucuu
cauuaggguuuacucauuguuugauguccugc
ugaaguguuugggggaacuuuuggacucacau
uga 
100 24,00000 18,00000 20,00000 38,00000 44,00000 56,00000 2,11111 1,20000 -36,3 -34,1 0,02113 11,82 -36,30000 -0,82500 
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spe-miR395g 
agaaugauucauuucuauauauaucaagguau
ucucgagaguacccuuugaccacuucaugagg
gauuaauguuuuuauuuuugaugcucuguuga
aguguuugggggaacucucggguucaguuuga
aguauacacaaacuaguaaacaugca 
154 20,77922 27,92208 14,93506 36,36364 35,71429 64,28571 1,30233 1,39130 -45,8 -45,6 0,03056 13,04 -29,74026 -0,83273 
spe-miR395i 
uguuugauccccuacugaaguguuuggaggaa
cucucggguuuacuuagaaauuuacacaaaaa
guagaaaugcaagauaaauggaagaugaugaa
uuuucauugauaauacuuauaucuguauauca
agguguucucgagaguucccuugaacacuuca
uuaaggauuaauuu 
174 18,96552 32,75862 13,79310 34,48276 32,75862 67,24138 1,05263 1,37500 -54,5 -47,5 0,00665 27,98 -31,32184 -0,95614 
spe-miR396-1 
agucaugcuuuuccacagcuuucuugaacuuc
uucuugcuaaauuuugaucucuaaauugauaa
uuuugagaugagauuugaagcuaugaaagucc
aagaaagcugugggaaaagauggcaa 
122 19,67213 31,14754 14,75410 34,42623 34,42623 65,57377 1,10526 1,33333 -49,4 -46 0,00901 16,78 -40,49180 -1,17619 
spe-miR396-2 
aagcuugccaucuuuucccacagcuuucuugga
cuuucauagcuucaaaucucaucucaaaauua
ucaauuuagagaucaaaauuuagcaagaagaa
guucaagaaagcuguggaaaagcaugacuagg
ac 
131 16,03053 35,11450 19,84733 29,00763 35,87786 64,12214 0,82609 0,80769 -45,1 -45,1 0,02604 10,18 -34,42748 -0,95957 
spe-miR396a 
uuuuuguguuuuuccacagcuuucuugaacug
caucuacaauuuaugaaaaagaaaaaauugau
ucauauuguuguugcgguucaauaaagcugug
ggaagauacag 
107 18,69159 30,84112 13,08411 37,38318 31,77570 68,22430 1,21212 1,42857 -48,2 -47,9 0,02778 8,77 -45,04673 -1,41765 
spe-miR397 
ugaguacuuagaaacaucauugagugcagcgu
ugaugacauauuugagaauuccugcauuuggg
ccuuccucauuuuucaucaacgcuacacucgau
cauguuuuuaauucucuga 
116 17,24138 25,00000 20,68966 37,06897 37,93103 62,06897 1,48276 0,83333 -45 -44,8 0,12429 4,97 -38,79310 -1,02273 
spe-miR398 
guagggcaacuugagaucacauguugucauuu
uuuucuuuuugguuugauuugaugaaucagua
ucucaacauguguucucaggucgccccug 
93 21,50538 19,35484 18,27957 40,86022 39,78495 60,21505 2,11111 1,17647 -34,6 -31,27 0,09493 13,39 -37,20430 -0,93514 
spe-miR398a 
ggguugauuugagaacauauguaugugcauau
uuuguuuguagcaauuuaucguuuauaaaugu
gacacauauguucucaggucgccccu 
90 21,11111 24,44444 14,44444 40,00000 35,55556 64,44444 1,63636 1,46154 -33,8 -27,6 0,01674 17,34 -37,55556 -1,05625 
spe-miR398b-1 cagaggagugugccuaagaacacagguguauu
uuggucuucuccuguuuuggacacaaaguaug
89 24,71910 20,22472 21,34831 33,70787 46,06742 53,93258 1,66667 1,15789 -45,1 -45,1 0,69707 1,24 -50,67416 -1,10000 
 198 
 
cuuguguucucaggucaccccuuug 
spe-miR398b-2 
ccaauuuauguugauauauucacauuauuaau
augaaucaugaugaacaauggugaauccccag
aggagugugccuggaaacacaggugcauuuug
guccuuuuuuuuggcaauuguuggaccaaaau
auauuuguguucucaggucaccccuuugggau
caccuuguuuuuuuaucguauuuuaauuuugu
agaauaauaguuauuacuuaaauaca 
218 17,43119 27,98165 15,13761 39,44954 32,56881 67,43119 1,40984 1,15152 -75,1 -63 0,00120 41,81 -34,44954 -1,05775 
spe-miR399-1 
aaaguucgugaaugaugguaauuauaagggaa
acagugauagggcuacgcucuauuggcaugca
gcuuuuuuggucgcuccaaguagcaacuugau
cuaauauuugagcugaaaugccaaaggagagu
ugcccuguuacugucucuacuuaauguaaugu
aauuacacgcacauc 
175 22,28571 29,14286 17,71429 30,85714 40,00000 60,00000 1,05882 1,25806 -62,4 -59,4 0,00681 26,21 -35,65714 -0,89143 
spe-miR399-2 
cuuauuaagugaagcaguuguagggcaguucu
ccguuuggcagauauaugauuaugaauguaau
cugccaaaggagaguugcccuacgauugcguc
ugcuuaauuau 
107 24,29907 26,16822 15,88785 33,64486 40,18692 59,81308 1,28571 1,52941 -59,2 -56,9 0,14690 3,67 -55,32710 -1,37674 
spe-miR399-3 
uuauaagggaaacagugauagggcuacucucu
auuggcaugcaauuguauauuucagcugacac
gccaaaggagagcugcccuguuacugucucagc
uuaauc 
103 22,33010 27,18447 21,35922 29,12621 43,68932 56,31068 1,07143 1,04545 -47 -47 0,46407 2,91 -45,63107 -1,04444 
spe-miR399-4 
uuauaagcgaaacagugauagggcuacucucu
auuggcaugcaauuguauauuucagcugacac
gccaaaggagagcugcccuguuacugucucggc
uuaauc 
103 22,33010 26,21359 22,33010 29,12621 44,66019 55,33981 1,11111 1,00000 -50,1 -50,1 0,25282 2,67 -48,64078 -1,08913 
spe-miR399-5 
uuguaagggaaacagugauagggcuacucucu
auuggcaugcaauuguauauuucagcugacac
gccaaaggagagcugcccuguuacugucucugc
uuaauc 
103 23,30097 25,24272 21,35922 30,09709 44,66019 55,33981 1,19231 1,09091 -47,9 -47,9 0,29698 6,84 -46,50485 -1,04130 
spe-miR399-6 
uuguaaggggaacagugauagggcuacucucu
auuggcaugcaauuguauauuucagcugacac
gccaaaggagagcugcccuguuacugucucggc
uuaguc 
103 26,21359 23,30097 21,35922 29,12621 47,57282 52,42718 1,25000 1,22727 -47 -45,7 0,11127 6,28 -45,63107 -0,95918 
spe-miR399-7 uuugaauuuauaagcgaaacacugauaggacu
acucucuauuggcaugcaguuguguaguuuag
258 22,09302 30,62016 16,66667 30,62016 38,75969 61,24031 1,00000 1,32558 -78,2 -74,4 0,00165 44,49 -30,31008 -0,78200 
 199 
 
cugacacgccaaaggaaugcugcacuguuacca
ucucuuauuaauauucuaacaaaaagaaagaa
guguagguggaugauaauaaggggaacagugg
uaggacuacugaucucuauugguaugcaacua
uauauuuaagcugacaugccaaaggagaguug
cccugguacugucucugcuuacuguaauucug
a 
spe-miR399-8 
ucuaaauucgaaucuauaaauuuuaaauucug
aaucuugugauugaggagaagaacgacagggc
aauucuccuuuggcaaagauaauauaaugugu
augcaaaacauauauauaggguuugcauauau
ucauuugccaaaggagaauugcacuguuauuu
cuuacuccccauuuuucuucuucuaugaacuuu
cacauuuuauguuugauuuucca 
216 14,81481 30,55556 15,74074 38,88889 30,55556 69,44444 1,27273 0,94118 -63,4 -56,79 0,00143 35,30 -29,35185 -0,96061 
spe-miR399-9 
agaucuuuaggucaaucuguuuuuuaaacaga
gaccaagauaguaucuccaaaaggagauaaug
ccaaaggagauuugcccuaaagacaa 
90 18,88889 38,88889 16,66667 25,55556 35,55556 64,44444 0,65714 1,13333 -23,8 -21,3 0,05100 17,83 -26,44444 -0,74375 
spe-miR399a-1 
agggaaacagugguagggcuacucucuguugg
caugcagugauauaguuaagcugauaugccaa
aggagagcugcccuguuacugucucugc 
92 29,34783 23,91304 19,56522 27,17391 48,91304 51,08696 1,13636 1,50000 -47,3 -47 0,06341 6,87 -51,41304 -1,05111 
spe-miR399a-2 
uuauaagagaaacagugguagggcuacucucu
auuggcaugcacuuauacauuuaaacugacau
gccaaaggagagcugcccuguuacugucucugc
uuaaug 
103 21,35922 28,15534 20,38835 30,09709 41,74757 58,25243 1,06897 1,04762 -47,6 -47,6 0,22637 6,15 -46,21359 -1,10698 
spe-miR399d 
aaaacaauuggugaagauacaauucaaacuau
guauggaugcauuacugggcuaaucuucuuug
gcaaauagccacauuuucacuauauuauuuag
ugcaaguuuguucauuuuuugccaaagaagau
uugccccguaaaucaccaauacaauauauuau
aacaugagucacuucaauacuuguaau 
187 13,90374 34,22460 17,11230 34,75936 31,01604 68,98396 1,01563 0,81250 -51,1 -42,18 0,00081 38,12 -27,32620 -0,88103 
spe-miR399r-1 
aguuauguguggaugcauuacugggcuaaucu
ucuuuggcaaauaauuucacuauuauuuggug
caaauuuggucauuuauugccaaagaagauuu
gccccguaaaucauucauacaauauua 
123 17,07317 29,26829 15,44715 38,21138 32,52033 67,47967 1,30556 1,10526 -50,2 -48,5 0,06268 15,68 -40,81301 -1,25500 
spe-miR399r-2 uucaaguuauguguggaugcauuacugggcua
aucuucuuuggcaaauaauuucacuauuauuu
ggugcaaauuuggucauuuauugccaaagaag
126 16,66667 26,98413 17,46032 38,88889 34,12698 65,87302 1,44118 0,95455 -44,3 -41,4 0,04785 23,82 -35,15873 -1,03023 
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auuugccccguaaaucacucauaccuuuua 
spe-miR403-1 
ucaggaagaggcauauuucgcguuugugcgug
aaucuaacgacucuuuucaucagaaaaacugu
uguuguuugcuagauucacgcacaaacucgua
auauggcuuuuccaau 
112 19,64286 26,78571 19,64286 33,92857 39,28571 60,71429 1,26667 1,00000 -52,3 -52,3 0,15872 8,61 -46,69643 -1,18864 
spe-miR403-2 
auuggaaaagccauauuacgaguuugugcgug
aaucuagcaaacaacaacaguuuuucugauga
aaagagucguuagauucacgcacaaacgcgaa
auaugccucuuccuga 
112 19,64286 33,92857 19,64286 26,78571 39,28571 60,71429 0,78947 1,00000 -45,4 -42,8 0,10161 9,61 -40,53571 -1,03182 
spe-miR408 
aaaaggaaggauuguggggagaggaaagccag
ggaagaggcagugcauggaauaggcaaagcaa
aaauugcacaucucaugcucuggcucguccccg
ucuauccauaccacaccaauuuuuaccucaa 
128 25,00000 32,81250 22,65625 19,53125 47,65625 52,34375 0,59524 1,10345 -46,6 -41,4 0,04794 8,00 -36,40625 -0,76393 
spe-miR408b 
uauggauagacggggacgagccagagcaugag
augugcaauuuuugcuuugccuauuccaugca
cugccucuucccuggcuuuccucu 
88 23,86364 18,18182 26,13636 31,81818 50,00000 50,00000 1,75000 0,91304 -37,4 -37,4 0,50523 1,93 -42,50000 -0,85000 
spe-miR4376 
aaaaggcuugcuacgcaggagagaugaugcug
gacgauagagaaaaugggauuuaauuuauugg
ccagcaucauacuccugcauauuaagccuaaa 
96 23,95833 34,37500 16,66667 25,00000 40,62500 59,37500 0,72727 1,43750 -46,7 -46,7 0,33648 3,38 -48,64583 -1,19744 
spe-miR477 
agcuaggcauugcuuguugucucucccucaag
ggcuccucuucaagauccuuauaaacaagaaa
gcaugagggggaggaguucuuguagggugaga
caucaagaaauuccuugc 
114 25,43860 26,31579 21,05263 27,19298 46,49123 53,50877 1,03333 1,20833 -52,8 -52,3 0,13027 7,43 -46,31579 -0,99623 
spe-miR477a 
gccucucccucaagggcuucucuccugcaugcu
uuuuauguugggaaagaagcucuagcagggag
agcca 
70 25,71429 20,00000 27,14286 27,14286 52,85714 47,14286 1,35714 0,94737 -35,9 -34,5 0,04982 3,89 -51,28571 -0,97027 
spe-miR477b 
cacucucccucaaaggcuucuggcuuaaaaugc
cauuugugcuaaugcuagaggucuuucgagug
agaguga 
72 23,61111 23,61111 22,22222 30,55556 45,83333 54,16667 1,29412 1,06250 -33,8 -33 0,18313 4,64 -46,94444 -1,02424 
spe-miR479 
augauggagaagcagacauggcgugauauugg
uucggcucacuaauuucugauucgugaaacag
auaagagaugagccgaaccaauaucacucuug
uauucuucuucauacc 
112 21,42857 29,46429 19,64286 29,46429 41,07143 58,92857 1,00000 1,09091 -52,6 -51,4 0,10829 8,75 -46,96429 -1,14348 
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spe-miR482-1 
uucagaaauugggaaagggaugaagauuuuug
ggaagcuuuuggcgugagugguggggaaagau
agaucuauucauauuuguaugauaugauaaau
cuugccuacaccgcccaugcccauggcuuccaa
uuauuucucccuuuccauacaauuucuuca 
159 21,38365 26,41509 18,23899 33,96226 39,62264 60,37736 1,28571 1,17241 -69,2 -69 0,00845 10,26 -43,52201 -1,09841 
spe-miR482-2 
guguuucgaggagguguuggagugggugguau
gguaagauuucauauuuauuuuucauaaaaau
ugaaaucuugccaauaccgcccauuccuauggc
uucugaucauuuc 
110 22,72727 23,63636 15,45455 38,18182 38,18182 61,81818 1,61538 1,47059 -50,9 -47,8 0,03203 12,21 -46,27273 -1,21190 
spe-miR482a 
gaaaaucuaugggaauuggugaguuggaaagc
uuuucuuuuucuucucuugugauuagcuuucc
aauuccacccauuccuaugguuuuucg 
91 18,68132 19,78022 18,68132 42,85714 37,36264 62,63736 2,16667 1,00000 -42,9 -42,9 0,36593 1,78 -47,14286 -1,26176 
spe-miR482b 
auuuuucaggaagcuuuuggaguggguggcau
gguaagauaucauauuuuauuuuucauaaaga
aaaugaaauuaaaaucuuaccgauucccccca
uuccaauggcuuccaguuauuuc 
119 16,80672 29,41176 16,80672 36,97479 33,61345 66,38655 1,25714 1,00000 -49 -48,6 0,13980 6,03 -41,17647 -1,22500 
spe-miR482d 
uuuggagugggugggauggaaaaauauuguau
uuguuuuuuuuuucugaagggaaaaagaugaa
uauugagauuuuuccuauuccacccaugccaa
uggcuuccaaucauuua 
113 21,23894 27,43363 12,38938 38,93805 33,62832 66,37168 1,41935 1,71429 -42,9 -41,8 0,05820 16,47 -37,96460 -1,12895 
spe-miR482e 
guugaaagggaugagaguauugggaaguuguu
gguugugggugggguggaaagauuugauaaau
cuaauuuuuuuuucuaauugaaaaaaaaaaug
gaaaagagauuaaaucuuuccuacuccuccca
uacccaugacuuccacuagcuucucccuuucuu
c 
162 20,98765 29,01235 15,43210 34,56790 36,41975 63,58025 1,19149 1,36000 -72,2 -72,1 0,02813 10,02 -44,56790 -1,22373 
spe-miR5014a 
cauuugucauacaugauacaucuacaugacaa
cuuugucuccuacaugauauucuacguguauu
augucauguaggacacuuguguguacuuguuc
aauuuuguacaaauuuaaguguauacuugugc
auauucaaaguugaaggacauaguuguuuguu
gaagccaaauuaagcgucauguauuaugccag
cuaucuauauguuacgucuuagauauugaaaa
uuguugguuuucaucucaauauauguaaugca
auuu 
260 16,53846 28,84615 14,61538 40,00000 31,15385 68,84615 1,38667 1,13158 -62,4 -47,1 0,00072 59,25 -24,00000 -0,77037 
spe-miR5174d-1 uuacucccuccguuucaaaaagauuggcuuag
uuugacuuggaacggaguuuaagaaaagaaag
255 17,25490 36,86275 12,94118 32,94118 30,19608 69,80392 0,89362 1,33333 -59,9 -54,7 0,00041 56,97 -23,49020 -0,77792 
 202 
 
aaaacuuuuuaaucuugugguucuaauuuaaa
auuaugucaaauguaccaaaauacccuuuaau
cuugugaucuuaaacaugucauguggaaaguu
aaaguuaaaguguugccaaaaaaggaaauugg
ucauucuuuuugaaacagacuaaaaaggaaau
aggaccauucuuuuuuaaacaaagggaguau 
spe-miR5174d-2 
auuuauuacucccuccguuucaaaaagauugg
ccuacuuugacuugaaacggaguuuaagaaaa
gaaagaagacuuuuuaaucuugugguucuaau
uuaaaguuaugucaaauuuaccagaauacccu
uuaaucuuguggucuuaaacaugccacgugga
aaguuaaaguuaaaguguugccaaaaaaggaa
aggggucauucuuuuuuaaacagacuaaaaag
gaaauggggucauucuuuuugaaacggaagga
guauauauuu 
266 18,79699 34,58647 13,53383 33,08271 32,33083 67,66917 0,95652 1,38889 -73,7 -56,95 0,00006 63,57 -27,70677 -0,85698 
spe-miR5174d-3 
acuaauuuacuacucccuccguuucaaaaaga
uuggccuaguuugacuuagaauggaguuuaag
aaaagaaagaagacuuucuuuugugguucuaa
auuaaaguuaugucaaauguaccaaaauuccc
uuuaaucuuguggucuuaaacaugccacgugg
aaaguuaaaguuaaaguguugccaaaaaagga
aaggaucauucuuuuuugagcaaacuaaaaag
gaaauagggacauucuuuuuuaaacggaggga
guauauauuuuu 
268 18,28358 35,07463 13,43284 33,20896 31,71642 68,28358 0,94681 1,36111 -76,9 -58,4 0,00254 51,01 -28,69403 -0,90471 
spe-miR530 
auuuuuaucugcauuugcaccugcaccuuagu
gaacgaauuuguucgcguaugauucgugcaga
aagguguagguguucaugcagacaaaaau 
93 22,58065 26,88172 17,20430 33,33333 39,78495 60,21505 1,24000 1,31250 -43,5 -43,5 0,15759 9,04 -46,77419 -1,17568 
spe-miR5300 
uugaccaaaauucuucuuccccaguccaggcau
uccaacaguugauaacaucuagaucugccaau
ccuuuguauuuuuguucuucuauuuuucacau
gacaucuucaaaauccacugugagcuucauca
uaagcuaagaaauggugaguuuugaugaugug
augccuaaaauaggauuaaugaaaguacuggu
aaaaagguguucaaaucuggagguuauguuaa
gcuggugguaugcuuugauugggaaagaugac
uuagguca 
265 20,00000 29,05660 16,60377 34,33962 36,60377 63,39623 1,18182 1,20455 -91,8 -89,4 0,00145 16,00 -34,64151 -0,94639 
spe-miR5303 
auuuuugaagaguucgagcaacauagccuuca
aguacaguuuucuuuauuuuaauaguuuugca
uuaccuauugcuuuacgugaaauugcuuucuc
uaguaaugaccuagcuucgauauuguauuuuc
202 18,81188 29,70297 14,35644 37,12871 33,16832 66,83168 1,25000 1,31034 -52 -50,1 0,00570 37,44 -25,74257 -0,77612 
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augcaaaugaggagcuagaaaacacuauggaa
agaggaugguuuaauuugauguugcuugaaga
guucaaacac 
spe-miR5303-1 
uugcuaaguugcucggacucuccaaaaauguc
gcugcacccgugugggauccuaaaaaauacac
uauuuuuggaggauccgagucguacccguuga
cauuuuugaagaguucgagcaacauagauu 
126 22,22222 26,98413 21,42857 29,36508 43,65079 56,34921 1,08824 1,03704 -56,8 -52,7 0,17151 8,89 -45,07937 -1,03273 
spe-miR5303-2 
uaaguugcucgaacucuccaaaauuguugucg
caccccugucagauccuccaaaaaugcauacuu
uuggaggauccaacacguacccgucuacauuu
uugaagaguucgagcaacaca 
118 16,94915 28,81356 27,11864 27,11864 44,06780 55,93220 0,94118 0,62500 -53,8 -52,9 0,40031 2,06 -45,59322 -1,03462 
spe-miR5303-3 
ugaguugcucggacucucuagaaauguuguug
cacccaucucggauccuucaaacaugcacuacu
uuugaaggauccggcacacacccaaaaacauu
uuugaagaguucgagcaacaua 
119 18,48739 29,41176 25,21008 26,89076 43,69748 56,30252 0,91429 0,73333 -54,4 -54,4 0,17029 3,55 -45,71429 -1,04615 
spe-miR5303c-1 
aaguauguuguucggauucuucaaaaaauguc
gacgggugcgugccagauacuccaaaaguagu
gcaauguuggagaauccgacacgggugcggcu
acauuuuuggagaguccgggcaacauaugg 
126 29,36508 26,98413 18,25397 25,39683 47,61905 52,38095 0,94118 1,60870 -55,2 -53,8 0,02783 8,01 -43,80952 -0,92000 
spe-miR5303c-2 
ucuaaguugcggacucuucaguuucaaugcgg
cacccgugucugauucuccaaaaauacacuacu
uuuggagaauccgacacgcacccauugacaau
uuugaagaguccagcaauugca 
119 18,48739 27,73109 26,05042 27,73109 44,53782 55,46218 1,00000 0,70968 -55,9 -55,9 0,17403 4,28 -46,97479 -1,05472 
spe-miR5303e 
agggcuauguugcucgaacucuuccaaaaugu
caacgggugagugucggacucuucaaaauuag
uguacuuuuggagaaucugacacgggugcaac
aucgaaagugaagaguccgggcaacuuagcau
g 
129 27,13178 27,90698 19,37984 25,58140 46,51163 53,48837 0,91667 1,40000 -49,1 -48,91 0,06095 9,77 -38,06202 -0,81833 
spe-miR5303f-1 
aagagauuaucucucuuuuuauggaaacucuu
uaccuauguugcucggacucuucaaaaauguu
aaggggcgcgugccggauucgccaaaaguagu
guauuuuuggagaaucugacacggguuuggca
ucgaaagugaagaguccacgcaacauagcucu
uuacuucuaguuuucuacacgguauguuagaa
guaccaacuuucuugaauuuguuuuuuuguaa
cggaccuuauuugucuuuaacaaaaagcaaaa
agaauuccacaaucuaaucacagguuugcgac
310 19,03226 29,67742 18,38710 32,90323 37,41935 62,58065 1,10870 1,03509 -93 -89,5 0,00004 27,38 -30,00000 -0,80172 
 204 
 
aaauugaaaugcauaaucugac 
spe-miR5303f-2 
ccugacuuauguugcucggacucuucaaaaau
gucaaagggugcgugucggauucaccaaaagu
aguguauuuuuggagaaucugacacgggugcg
gcaucaaaaguaaagaguccgcgcaacuaagc
uccug 
133 25,56391 27,81955 21,05263 25,56391 46,61654 53,38346 0,91892 1,21429 -56,3 -54,5 0,07538 5,70 -42,33083 -0,90806 
spe-miR5303f-3 
gguugauuaaagcuauguugcuuggaaucuuc
aaaauugucaaggggugugcgugucggauucg
caaaaguaguguauuuuuggagaaucugacac
gggugcggcaucaaaaguaaagaguccgcgca
acuuaggauuuaagcacaa 
147 27,89116 29,25170 14,96599 27,89116 42,85714 57,14286 0,95349 1,86364 -45,7 -42,9 0,01030 24,09 -31,08844 -0,72540 
spe-miR5303h 
aacauuuuugaagagucugagcaacauagcug
cuuaugguuuaggacuucuauccaaacauaac
ugcuuauucauaaaaccagcuucaauacuuaa
auggucucauacaauguauuguaugaauuucu
aucaaguuaacuugccaauuuuaaaaaaagua
aaucacgguaaagcccuuguuuaaauuguacu
auaaauaccaaacguaguuugagggaauaauc
aaguuuguccuucucaugaucuuucccauauu
agcagucuagcuuacauuuucuuuugcuugau
augauugagucaaauauuuuaaaccuuuguug
cucggacucuucaaagauauc 
341 14,07625 31,96481 17,59531 36,36364 31,67155 68,32845 1,13761 0,80000 -79,9 -55 0,00002 89,56 -23,43109 -0,73981 
spe-miR5368 
cuaaccuugugucaggaccuacgggccaaggg
acagucucagguagacaguuucuauggggcgu
aggccucccaaaagguaac 
83 28,91566 25,30120 25,30120 20,48193 54,21687 45,78313 0,80952 1,14286 -33 -33 0,44866 1,92 -39,75904 -0,73333 
spe-miR6024 
agaugaggaaguggagaaacaacacuugcuaa
aggaacuucaccagucaucucuuuucuuuugg
aguuuuuuuagcaagaguuguuuucccucuuc
ucaauu 
102 18,62745 26,47059 18,62745 36,27451 37,25490 62,74510 1,37037 1,00000 -41 -41 0,07024 12,97 -40,19608 -1,07895 
spe-miR6027 
uuuccauaauuuuacaugauuauggguagcac
aaggauuaaugugaaacaaauaagugauaugc
aaagaagauggagauucaauuguuuauuguua
cgaagaaaacacuuuuguguuucucgugaauc
cuucggcuauccauaaucauguugaaugugug
acuu 
164 19,51220 32,31707 12,80488 35,36585 32,31707 67,68293 1,09434 1,52381 -55,7 -45,9 0,01300 27,23 -33,96341 -1,05094 
spe-miR6144 uaauucaacaacaauaauggcaacuucuucau
cauguucuuuaucuuccucuaaaucuucuacca
188 21,27660 22,87234 22,87234 32,97872 44,14894 55,85106 1,44186 0,93023 -58,4 -44,07 0,03128 29,81 -31,06383 -0,70361 
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cuugugguucuccacguggacaucgucggauc
aauuccgauguuguggggcccuucucuuucau
cgggaccggugccggaggagguuugaagaaga
guagauccauagcuuuuguugcaagau 
spe-miR6440b 
cuacaagauaccauaggaaauauuauugaauu
aucuuucaacgucgccgaguuugaucaauuuc
gaguuuguacgagggagauaugcuuuuuugaa
guugggaugucuagauaaagaaagucaaaacc
ggauuuuagaagggaauuguggucuuuucaca
acccaauuaauuaaauuucuuugugguaauuu
ugaug 
197 20,81218 30,96447 12,69036 35,53299 33,50254 66,49746 1,14754 1,64000 -47,2 -47,2 0,00377 22,18 -23,95939 -0,71515 
spe-miR6478 
aaauggagaaaauaaaauauacauagcuuaca
cuauuagccuacucauaaggauuacucauaaa
gagaguaauuauuaguuaaacauuuuuguuug
acuaauaaagcagcaaccgaccuuagcucagu
ugguagagcggaagacuguaguuggugaaaag
ccuggcagauaaucuuuaggucgcugguucga
auccggcaggucggauuuuuuuauguuuuuuu
cuaucuacaacacgaaaaaauauaaucucgua
ucguaaguaggucuuaauuguuguuguuuuua
uacuuuuuuuuaucuacacaa 
309 18,12298 32,03883 14,88673 34,95146 33,00971 66,99029 1,09091 1,21739 -73,8 -63,1 0,00007 65,34 -23,88350 -0,72353 
spe-miR7696c 
uuuugaugguuuaaggcuuucaaguuucguug
ugugcaucgucuccuaagguccauuuuauguu
uuaauuggguugauuuauagcaagugaauuau
gaauugugacuuccaaggaaggaacuuuuuuu
guuguaauaccauacaagucaaugguagaggu
ucucucuuuuuugaauuaugaguacuugaaac
ucaaauagcuuccaacggaauuuggaaaacua
uuuauaacaucauuc 
239 18,82845 27,61506 13,80753 39,74895 32,63598 67,36402 1,43939 1,36364 -54,9 -54,4 0,00225 32,44 -22,97071 -0,70385 
spe-miR7980b-1 
ugaccaugugauaucauaucaugauauuguau
ugugagauggaaucaguguuuggacauacgau
uuuacgcugauuacaucucaugauuucauauc
augagaugugauaccauuuccuccaaaaauca
ugauauggaaucauaugggau 
149 18,79195 30,87248 14,76510 35,57047 33,55705 66,44295 1,15217 1,27273 -61,5 -58,6 0,04587 9,11 -41,27517 -1,23000 
spe-miR7980b-2 
aagauacagaauccugagauggaaucaguguu
uggacauacaauuucacguugauuccaucuca
uguuucaugucaugag 
80 20,00000 30,00000 17,50000 32,50000 37,50000 62,50000 1,08333 1,14286 -27,4 -26,6 0,11557 11,26 -34,25000 -0,91333 
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spe-miR7980b-3 
gaaaugguaucacaucucaugauaugaaauca
ugagauguaaucagcguaaaaucguaugucca
aacacugauuccaucucacaauacaauaucau
gauaugauaucacauggu 
114 14,91228 37,71930 18,42105 28,94737 33,33333 66,66667 0,76744 0,80952 -33,4 -33,4 0,11747 5,54 -29,29825 -0,87895 
spe-miR7980b-4 
aaauauggcaucacaucucaugauauggaauc
augagauggaauuagcguaaaaucgcuugucc
aaacacugauuccaucucacuauaccauaucgu
gauauaauaucgcauagcu 
116 15,51724 34,48276 20,68966 29,31034 36,20690 63,79310 0,85000 0,75000 -38,5 -38,5 0,10087 8,72 -33,18966 -0,91667 
spe-miR7980b-5 
uaaaaucucaaaucaugauauagaauucucau
aucaugauuuuuggagaaaaugguauuccauc
ucaugacaugaaacaugagauggaaucaacgu
gaaauuguauguccaaacacugauuccaucuc
aggauucuguaucuugauaugauauugca 
157 15,92357 35,03185 15,92357 33,12102 31,84713 68,15287 0,94545 1,00000 -52,4 -52,3 0,06990 9,06 -33,37580 -1,04800 
spe-miR7980b-6 
uuuaauuugcuuuguaacuccaugugauacca
uaucacaauaugguaucgugagauggaaucag
uguuuggacaugcgauuuuacgcugguuucau
cuaaugagaugugauuccauauucucgaagaa
aucauuaugagaauucccuaucauaauuuga 
159 18,23899 28,93082 15,72327 37,10692 33,96226 66,03774 1,28261 1,16000 -42,7 -38,1 0,00359 27,12 -26,85535 -0,79074 
spe-miR7981 
agacacgccuuaacuaaacuaagguccuauua
ccccgaauccauuuuucuguaauuuuuuguac
aauuuuucggcuuauauggcauccaaacgucu
cgcacgcgcuucaucuauguagagucacggag
ugugccacauaagcuaaaauguguauaaacua
acaaaaaaaaugauuuuggagguaauaggacu
uuaguuuaguuaaggcaugucu 
214 17,75701 30,84112 19,15888 32,24299 36,91589 63,08411 1,04545 0,92683 -92,5 -92 0,02437 18,17 -43,22430 -1,17089 
spe-miR7983-1 
uauuuuuagcggcaauugucacucuuuguaua
ugucccuaaagccuuuagcgacauugguucua
aggacacuuaacuaaugccgguaaagacuuua
acauucuuuaauagugucaauauuuaaugccg
cuaaaaguu 
137 16,05839 29,19708 18,24818 36,49635 34,30657 65,69343 1,25000 0,88000 -45,9 -45,8 0,11629 4,48 -33,50365 -0,97660 
spe-miR7983-2 
uacaaaaaugaccauuagcggcauuuaaaucu
uauuugccgcuaaauauguauuuuuagcggca
auugucacucuuuguauauuucccuaaagccu
uuagcgacauugguucuaaugacacuuaacua
augccgguaaagacuuuaacacucuuuauuag
ugucaauaucuaaugccgcuaaaaguuauuuu
uguu 
196 14,28571 29,59184 18,36735 37,75510 32,65306 67,34694 1,27586 0,77778 -64 -60,1 0,02231 15,33 -32,65306 -1,00000 
 207 
 
spe-miR7983-3 
ucccaucacaacaacaaaaaagaccauuagcgg
cauuuaauucuuaauugccgcuaaauauauau
uuuuagcggcaauugucacucuuuguauaugu
cccuaaagccuuuagcgaaauugguuguaaug
acaguuaacuaaugccgguaaagacuuuaaca
cucuuuauuagugucaauauuuaaugccgcua
aauguuauuuuuauuguagugcauguuu 
221 14,93213 30,76923 17,64706 36,65158 32,57919 67,42081 1,19118 0,84615 -67,2 -65,4 0,01364 17,74 -30,40724 -0,93333 
spe-miR7983-4 
uguauuuuuagcggcaauugucacucuuugua
gauguccuuaaagucuuuagcgacauugguuc
uaauggcacuuaacuaaugccgauaaagacuu
uaacaccuuuauuagugucaauauuuaaugcc
gauaaaaauugu 
140 16,42857 29,28571 16,42857 37,85714 32,85714 67,14286 1,29268 1,00000 -38,6 -38,6 0,05872 10,75 -27,57143 -0,83913 
spe-miR7983-5 
uguauuuuuagcggcaauugucacucuuuaua
uauguccuuaaagucuuuagcgacauugguuc
uaaugacacuuaacuaaugccgguaaagacau
uaucacucuuuauuaguguuaauauuuaaugc
cgcuaaaaauuau 
141 14,18440 29,78723 16,31206 39,71631 30,49645 69,50355 1,33333 0,86957 -37,8 -36,5 0,02909 17,76 -26,80851 -0,87907 
spe-miR7983-6 
uugacacuacaacaaaaaugaccauuagcggc
acuuaauucuuaauugccgcuaaauauguauu
uuuagcggucauugucacucuuuguguauguc
ccuaaagucuuuagcgacauugguucuaauga
cacuuaacuaaugccgguaaagacuuuaguac
ucuuuauuaguguuaauauuuaaugccgcuaa
aaguuauuuuuguuauagugugac 
216 16,20370 28,70370 17,12963 37,96296 33,33333 66,66667 1,32258 0,94595 -76,1 -74 0,00652 18,79 -35,23148 -1,05694 
spe-miR7983-7 
ccacacuacgauaaaaauggucauuagcggca
uuuaauucuuaauuaucguuaauuauguauuu
uuagcgauaauugucacucuuuguauauauuc
cuaaagccuuuagcgacauugguucuaaugac
acuuaacuaaugccgguaaagacuuuaacacu
cuuuauuagugcaaaauuuaaugucgcuaaaa
guuacuuuuguuguagugcac 
213 14,55399 30,51643 16,90141 38,02817 31,45540 68,54460 1,24615 0,86111 -58,9 -58,9 0,01200 13,43 -27,65258 -0,87910 
spe-miR7984 
caaaggaaaaaaaaucugaaauauauccuaac
gcugacuuguaauaaucccaaacuuuggaaau
gacucuuugcccuugcacuauuuaauagaucu
uguccauguggucacauauauaccuuuaaaau
acacuauuaaauagugcugagguaauagaucc
uaaucacaguuugaaauuguugcagcaauuuc
ggucaaaguucagauauauuucgaaccuuuuu
ccuaaa 
230 13,91304 34,78261 18,26087 33,04348 32,17391 67,82609 0,95000 0,76190 -66,5 -65,7 0,02502 15,80 -28,91304 -0,89865 
 208 
 
spe-miR7984b 
uacgauaucaaacuuuggaaaugaccuuuuaa
ccucuacaucauuuaauaguguauuccacgug
gacauuauauauauugcauauuacaaauagua
auguguccacgucggcacauauauaccuuuaa
aauacacuauaaauagugcagaggguaaaagg
ucuuucauaaaauuugguauuguaauaacacu
uucgaucaaaguu 
205 14,14634 35,60976 16,09756 34,14634 30,24390 69,75610 0,95890 0,87879 -67,3 -62,7 0,00723 17,82 -32,82927 -1,08548 
spe-miR7984c 
aaaucugaaaaauacuucaauuugagcugaca
uuguugccaaacuuuaagaaugacauuuuacc
cccugcacuuuuuaacaauauauuuuaaaagu
auauauguguccacguggacacaacacuauuu
aaaaugaugcaauauuuaugauguccuaaaau
acauuauuaaauagugcagggguaaaaaaguc
cuucauaaaguuugguaucguaacaacaauuu
cgaucaaaauucgaauauauuucucauuuuca
accuaaauuuuacgaguuaauaccucagaugg
ucacucaacuuugcacuauucucucagaaag 
319 12,53918 36,05016 17,55486 33,85580 30,09404 69,90596 0,93913 0,71429 -79,9 -71,3 0,00003 52,62 -25,04702 -0,83229 
spe-miR7987 
uuuagcguaaguaccaacacuaguugaucuua
uugaugacaaaguuaauuuucuugcaaaaucg
auuuguguccaucuaguguugauauuaagcuu
ua 
98 16,32653 29,59184 14,28571 39,79592 30,61224 69,38776 1,34483 1,14286 -23,3 -22,2 0,05915 17,14 -23,77551 -0,77667 
spe-miR7990a-1 
ccaaggcaaaaaguuuuuaccauuugaaguuu
cacaaauuuacaacugcuuuuucugaguuaca
cucuuuguuuuugugaaacuucaaaugaucgu
aacuuuggccucaa 
110 13,63636 29,09091 19,09091 38,18182 32,72727 67,27273 1,31250 0,71429 -34,9 -34,9 0,19711 7,37 -31,72727 -0,96944 
spe-miR7990a-2 
aacauuuggggaaaaaaguaugaccguaugaa
guuucaaaaauuuacaacuacuuuuauugagu
aacacucuuuaauuuggugaaacuucaaauga
ucguaacuuuggccucaaauauc 
119 15,12605 36,13445 15,12605 33,61345 30,25210 69,74790 0,93023 1,00000 -32,3 -23,3 0,05367 16,03 -27,14286 -0,89722 
spe-miR7992 
acacuauuggccucaauuuccaaucaauacucc
aacuuuggagugcacauccagauacuucaaau
cauguccacuauaucaauugaacacuccaacag
uccaacuuacaaaaagaacuuguagacaccacc
aaaauuuacgugucacgucaacgucgaguguc
cacaagaucagugggacagaguugagaugucu
agaugugcacuccaaaguuggagaguauuauc
uaaguguuaugccaaaagaaa 
248 16,93548 34,67742 22,98387 25,40323 39,91935 60,08065 0,73256 0,73684 -83,6 -77,7 0,00161 22,87 -33,70968 -0,84444 
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spe-miR7993a 
cuuauguaucaaguagauaaguuaaacacuua
aaaugucaaccuucuugauaauaugcauuugu
cucaauaagccguaaaacuucaccccuauggca
auugaggcugauguguguccuuaaaggagagg
agaugacauauuuuaugugguuaacuuaaauc
uaucuucuaucaugcu 
177 16,94915 31,63842 16,94915 34,46328 33,89831 66,10169 1,08929 1,00000 -51,8 -45,2 0,00151 18,51 -29,26554 -0,86333 
spe-miR7993b-1 
caccucaaccccuaauacaguguuccaauuaga
cacuuuugguucaaauguuggggaaauuuuga
guggucuuguacgucuauuugguaguuaaguu
aaccacauacaguaugucauuucauuuuauuu
uacacauucaccucgauaagccguaaaccacau
gcauuuuccacuugagguugauguguauaauu
aauggacagcuuaauuuacgugguuaaauuaa
cuaccugggucaaaaguguuuaccucaaacac
uuuauaggaguugaggug 
276 18,11594 28,62319 18,11594 35,14493 36,23188 63,76812 1,22785 1,00000 -87,2 -81,42 0,00014 33,99 -31,59420 -0,87200 
spe-miR7993b-2 
uccuuuaauuauaugcaucaaccucaaguagg
aaaugccugagguuuaugacuuucugaggcaa
guguuauaauuaaaguaaaugacauauuuuau
gugguuaacguaauuaccuaauaaacgacaga
gaaugccaaauuaaguucaaaauuuaaauuga
aagugucuaaugggaacucuuuauuaggaguu
gagguguucaauuggaagagacuuaguuugag
uaucuaaauaaaaau 
239 18,82845 36,40167 11,29707 33,47280 30,12552 69,87448 0,91954 1,66667 -51,3 -43,2 0,00101 62,74 -21,46444 -0,71250 
spe-miR7997a 
aauuuguuaguauauauaugguaauugaaccc
uauaugcugcucggacucuucaaaaaugucgu
uacguccgugucggauccuccaaaaguagugc
auuuuuuuaaggaucugacacaucaacauuuu
ugggaaauccggaucuauugcuuuugguauaa
accauguauaaacacauacaaagg 
184 17,93478 30,43478 17,93478 33,69565 35,86957 64,13043 1,10714 1,00000 -48,6 -44,8 0,00508 31,25 -26,41304 -0,73636 
spe-miR7997a-1 
caaucuaugcugcucggacucuucaaaaaugu
cgauaggugcauguaagauacuucaaaaauua
ugcauuuucaaagaauucgacacgggugaugc
aacauuuuuggagagucugagcaacauagacg
a 
129 20,93023 33,33333 17,82946 27,90698 38,75969 61,24031 0,83721 1,17391 -48,2 -48,2 0,09329 8,88 -37,36434 -0,96400 
spe-miR7997a-2 
auggcaugcugcucggacucuucaaauauguu
gcuaggucuuuguuggauccuccaaaaguagu
gcauauuugaaggauccgacaugagugcggua
acauuguuggagaguccgagcaacauagcaga 
128 26,56250 26,56250 18,75000 28,12500 45,31250 54,68750 1,05882 1,41667 -65 -63,7 0,03423 9,28 -50,78125 -1,12069 
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spe-miR7998 
uauagacgguagguccagucacgguccauuag
uggguagaccuagauuucucaucuaggauguu
ugaguaugugucuaacuaccgaggcuagugac
ggaccguagaucaauccacgguccauacugcac
guuuaucaaugaucacuuagaguuaaauuuaa
aagucuggaugaaaaauucuaaguguggaccc
acggaggacccauggaccauggaucgacccgua
cuuca 
231 23,80952 28,13853 21,21212 26,83983 45,02165 54,97835 0,95385 1,12245 -75,1 -67,6 0,00164 45,87 -32,51082 -0,72212 
spe-miR8001a 
cugacacuauaacaauuugugaauuaaauggg
gauuuuccuggggauuaguaugaaaauucgcg
gggaacuuauuuuucugcauauuuucauacua
auccccacggaaaucuccauauaauuuacacuu
uucuuguagugugaa 
144 17,36111 29,16667 16,66667 36,80556 34,02778 65,97222 1,26190 1,04167 -72,8 -72 0,13632 6,44 -50,55556 -1,48571 
spe-miR8001b-1 
gcauucaacaguaaaauucauagucaguguua
cuaauauagaggauuacaaaaguggcuuauua
ugaaugaaauauaauugaaaggaacaggcuaa
uuacuagacgcgugaacacuauaagaagaggg
ugaucuauauggagauuuuccuggggguuaag
uaagaaaauuugcaggaaaauuucguguggau
uuucauacuaauuccuaggaaaaucccaugua
auucacaguuugaaugcauuaaaaagggacaa
auuuuagcggauggugcugcuacguggaaaga
cagaaaacagaaaacagaaaacaagcacuacu
cagaauuuuuacuuagaaucu 
341 20,82111 38,41642 13,19648 27,56598 34,01760 65,98240 0,71756 1,57778 -87,2 -85,2 0,00014 28,98 -25,57185 -0,75172 
spe-miR8001b-2 
aaacacuacaagaaaaggguaaauuacauggg
gauuaguaugaaaauuugcagggauuacccug
uaauucacacuuuucuuguagugaaa 
90 20,00000 37,77778 13,33333 28,88889 33,33333 66,66667 0,76471 1,50000 -34,1 -34,1 0,32729 5,28 -37,88889 -1,13667 
spe-miR8005 
guuuuagggucuacgaccuaagauuuaugguu
uagaguuuaggauuuaguguuuugauuuuagg
gucuaggccuugagguuuagaguuuaggguuu
aggguuuaugccguaagguuuaggguuuaagg
auuaggcuuaagauuuagauuuugggguuuag
acccuaaggu 
170 30,00000 21,76471 7,64706 40,58824 37,64706 62,35294 1,86486 3,92308 -61,2 -61,1 0,01259 35,46 -36,00000 -0,95625 
spe-miR8006 
guaaaugguaugcaaauuaucccauuauauuu
uugagacgcuggugucucuaccguucaaaaac
uagagcauauacaauauguccuucacucuaac
ggaagacuaaauagggacacgugacacaaucu
uaucugucgauaaauguuuaagauuauaccau
guccguuaguauaaaugauauauauguucuag
uuuuuggacggcaggggcaccaaugucccaua
256 16,79688 33,20313 17,18750 32,81250 33,98438 66,01563 0,98824 0,97727 -90,9 -88,3 0,00127 24,68 -35,50781 -1,04483 
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aauaugacgaaauauauuuacauaucauuuau 
spe-miR8007a 
accuacucccuccgucccauuuuaugugacacu
uuucggauuucgagauucaaacaaguguaucu
uugaccauaaauuuuucauagauauuuuaaac
auuuugaauuaucaccuauugugacuuauagu
acuuuuuacguaguuuguaaauauauaaauuu
cguuuaaaaaaauugaagauuucaugcgcaaa
uucucggucaaauuuaaacgguuugacucucg
aaaaaugaaaagugccacauaaauugggauag
agcaaguauua 
268 14,17910 33,20896 16,04478 36,56716 30,22388 69,77612 1,10112 0,88372 -80,1 -75,4 0,00092 29,31 -29,88806 -0,98889 
spe-miR8008-1 
uuuuguccgucgcuuuuuugcuuuauuuuuuu
caaauaaacccagaaaagcgacggacaagguu
cuuugguccgucacuucucuagguauuuuaaa
aaauuaauuucaaggaaagcgacagacauug 
127 17,32283 28,34646 18,11024 36,22047 35,43307 64,56693 1,27778 0,95652 -42,6 -40,8 0,01050 19,08 -33,54331 -0,94667 
spe-miR8008-2 
uccaucucuuuuuucaacuaaacucagaaaag
cgacggacagaaaccuuuaguccgucgcuuuuc
cggcuacuuuaaaaaauucauuuccagaaaag
ugacggacaguguccuuuaguccgucgauuuu
cugagauuuucaaaauauaaauuua 
154 14,93506 30,51948 21,42857 33,11688 36,36364 63,63636 1,08511 0,69697 -49,7 -45,7 0,02256 11,33 -32,27273 -0,88750 
spe-miR8008a-1 
caaaaaaauugcagaaaaagcaauggacagcg
uggucuaguccguugcuuuucuugguuuuuuu
aaaaauaauuuccagaaaagcgacgaacagug
uccuuuuguccgucgcuuuuuugggauuuuuc
aa 
130 20,00000 28,46154 16,92308 34,61538 36,92308 63,07692 1,21622 1,18182 -49,6 -49,6 0,01602 11,71 -38,15385 -1,03333 
spe-miR8008a-2 
uaauuuccagaaaagcgacgaacaguguccuu
uuguccgucgcuuuuuugggauuuuucaaaaa
ugaaauuucuacaaaagugauaaacggcgucg
cauuucgggaauuaaaaaaaaacauaucggcg
gaguaugucgcuuauguuuaaaaaauuaaaaa
auaauaauaauaaguucacgacagugucuguc
gcuuugggaaaagc 
206 19,41748 35,43689 15,04854 30,09709 34,46602 65,53398 0,84932 1,29032 -55 -28,8 0,00236 78,49 -26,69903 -0,77465 
spe-miR8008b-1 aaacccagaaaagcgacggacaggguccuuaagucugucgcuuuucuggguuuu 54 25,92593 24,07407 22,22222 27,77778 48,14815 51,85185 1,15385 1,16667 -35 -35 0,29561 2,40 -64,81481 -1,34615 
spe-miR8008b-2 
uugaaaauugcagaaaagugacguacuaaagg
acccuauccaucacuuuucugaaaauuauuuu
uuugaaaaacccagaaaagcgacagacuuaag
gacccuguccgucgcuuuucuggguuuauuug
194 17,52577 31,44330 19,07216 31,95876 36,59794 63,40206 1,01639 0,91892 -73,9 -73,9 0,02030 12,64 -38,09278 -1,04085 
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aaugaauuaugcaaaaaagugauggacaaaac
gacccuguccgucgauuuuuucugcauuuuuu
ac 
spe-miR8008b-3 
uugucacuuuucuggguuuuauuuuuuuaaaa
aacccagaaaagcgacggacauuguucuuuag
uccaucgcuuuucaagaguuccaaaaaaugaa
acuuccagaaaagcgaugg 
115 17,39130 31,30435 18,26087 33,04348 35,65217 64,34783 1,05556 0,95238 -45,1 -42,7 0,04896 10,47 -39,21739 -1,10000 
spe-miR8011 
gacacuagucgagugagacucauuuuugucuc
acaaaaauuaagcccauuugagucuacacuuu
uaugugagacaaaaagaagucucacacaacua
guauu 
101 15,84158 34,65347 19,80198 29,70297 35,64356 64,35644 0,85714 0,80000 -37,4 -35,67 0,08846 8,95 -37,02970 -1,03889 
spe-miR8011a-1 
ugaugaacuuuguuuugugucucacacaacug
auguaaguugugugaggucucuuuuuguuuua
aaagucagugcgacccaaaucguuggacucacc
aacucgugaaauaaaaagaagucucacgcaac
uugcguuaauucugugagccgcaaaguaaauu
uucaaau 
168 19,64286 29,16667 18,45238 32,73810 38,09524 61,90476 1,12245 1,06452 -66,1 -65,7 0,01854 12,98 -39,34524 -1,03281 
spe-miR8011a-2 
cagcugacacuaauuauguggggcuucuuuuu
gucccacaaguuggugaacccaaaucauuacac
uucuggguccaccgacuuguaaaauaaaaaga
agccucacagaacugguguuaguug 
122 20,49180 28,68852 22,13115 28,68852 42,62295 57,37705 1,00000 0,92593 -66,4 -66,1 0,22206 2,25 -54,42623 -1,27692 
spe-miR8013 
uuaaaaaaaacaaaaucgaugcuguggcagca
acuucguccaaaaaauuuuuuuucuuaaaauc
gcugccauugucaaaaaaaauuuugacauaag
agggaggcaaacaagcuagcagccucuauugc
uggcuugcugcaaagauaggaaaaagaaaucg
cugcuauaguaacaauuuaauuuuuuuaaaaa
aaauauuguacaugcaacgauauuaauagaaa
aguuaugguauuaauuuuuucagaagaaaauc
gcuucgucaggagcgauuuugcucuuuuaau 
287 16,72474 37,63066 14,63415 31,01045 31,35889 68,64111 0,82407 1,14286 -80,5 -79,5 0,00093 36,98 -28,04878 -0,89444 
spe-miR8016 
agcaaacgcuugcuugccuaugcuagaaaaag
uauaauuuucaugauagcaguaugcauggucu
uuucuuucaaaaauauauaauuacaccuagua
auuauauauuuuugaauggaaggcccaugugu
auuucauucuugaaacuuuuucucauagguaa
ugaacauuucca 
172 14,53488 31,97674 15,69767 37,79070 30,23256 69,76744 1,18182 0,92593 -63,9 -62,8 0,07146 6,87 -37,15116 -1,22885 
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spe-miR8019 
auuauuauacucccucuguuucauaaagaaug
accugguuugaguugacacgguguuaaagagu
auaaagaagacuuuuugaaucagguuguccua
aauuaauguuaggugaaauguacaaaauuguc
cuuugaucuugugggcuuaaacaugcugcaug
gagaguuuaaauuaaaaucuuaccaaaaaaaa
aagaaagagauuauuauuuuugaaacacacua
aaaagaaaaggaggucauccuuuuagaaacgg
agggaguucaugaa 
270 19,62963 37,03704 12,22222 31,11111 31,85185 68,14815 0,84000 1,60606 -65,1 -58 0,00012 48,19 -24,11111 -0,75698 
spe-miR8020 
gaauuucauugaguauguuguuguuguaaagc
auacugaauuaaugcaaguacaaaaguuacaa
caacaacauacuugcugaaauacc 
88 15,90909 38,63636 14,77273 30,68182 30,68182 69,31818 0,79412 1,07692 -32 -32 0,23198 3,42 -36,36364 -1,18519 
spe-miR8021 
auucaaggcucaaacucgagaccucugauuaa
ggauggauauuucauauacauccccucguaau
uauuguugguucuuaacuuauaauaauaacau
uauucacacucacuugcauauuaugcaauaug
uugaauuaaguuauugaguucuaccaauaaua
uuguguuggagaagaaguuaauauuacuucau
ccuuaaccagaaguuucaaguuugagucuugg
ca 
226 15,04425 31,85841 16,37168 36,72566 31,41593 68,58407 1,15278 0,91892 -71,9 -65,97 0,00231 33,09 -31,81416 -1,01268 
spe-miR8024 
cuuggaguauuugaagacuuuagcuugcacuu
ggaggauuuaaagacuucagcuugcaaacuug
gaggauuugaagacuucaacu 
85 23,52941 28,23529 15,29412 32,94118 38,82353 61,17647 1,16667 1,53846 -24 -24 0,07273 5,16 -28,23529 -0,72727 
spe-miR8024a 
uuaaagaauuugaagacuucagcuugcagaaa
agaauuugaagacuucaaguugcagaguuaaa
gaaucugaagacuuccaccuggagacuuaaag
uauuugaagacuucaacuugcauuguugaaug
auuugaagacuucaucucgcauacucggggaa
uuugaagacuuuagcuugcauacuuggaggau
uugaagauuucaacuugcauacuccgggaauu
ugaaaacuucaaucuuaaa 
243 19,75309 33,33333 15,63786 31,27572 35,39095 64,60905 0,93827 1,26316 -62 -55,2 0,00064 53,56 -25,51440 -0,72093 
spe-miR8025 
ucauacaucauaaagaaauauuuuaccacaca
cuacacaugcaauuaaauuaguauaagucgcc
auuauguuuuucuuaaccaagcugaaucauau
aauggugacuuauacuaauuuaauugcaugcc
gagugucug 
137 12,40876 35,03650 18,24818 34,30657 30,65693 69,34307 0,97917 0,68000 -56,1 -56,1 0,34591 3,73 -40,94891 -1,33571 
spe-miR8026 uagucguaaauugguuucuaccuccuugcccu
aacuuuauauuaccacaaccguuagcgaugga
auuaauguagagaauaugugguaacccuaaug
124 23,38710 29,03226 17,74194 29,83871 41,12903 58,87097 1,02778 1,31818 -39,4 -38,2 0,01056 19,12 -31,77419 -0,77255 
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gguggagggaggaccaauuuacagaggu 
spe-miR8032a 
ucgaucaaaaguucaagaagaugacaucaaaa
uccaauucugaugauuccaucaguuccggaag
ggucauuuuaggcuaguagcauugucgacaug
acucccgaaguuuucagugugaguugguguga
uuaggcguuuuaacuuuaaguuaaagcuaacu
uugacuuuagucaacauucugaguaaacgcgc
ucggaugagaauuccgucagcgcugcuagcucc
ggaaugucgaguuuggucuaguuugacccuuc
uuucauguucugagguuuuugauauu 
283 22,61484 25,08834 18,37456 33,92226 40,98940 59,01060 1,35211 1,23077 -89 -80,4 0,00018 50,88 -31,44876 -0,76724 
spe-miR8036 
gggagggaucgaaagguaauaaggauuuauau
auuuuuucgauuugauugggaaaaaaaagaau
uaugucuuuccgaugccuccca 
86 23,25581 32,55814 11,62791 32,55814 34,88372 65,11628 1,00000 2,00000 -28 -25,9 0,06799 15,77 -32,55814 -0,93333 
spe-miR8038a 
uauuuuucaagucaaaacaguuucuccuugug
aguaaguuggaucucaugcucguuaaaccaca
agauauguagaaugcguccuaacaugagauuc
aguuuacucacaaggaaaaauuguuuuugcuu
gagaagca 
136 18,38235 31,61765 16,91176 33,08824 35,29412 64,70588 1,04651 1,08696 -58,3 -58,3 0,11703 9,15 -42,86765 -1,21458 
spe-miR8039 
uagaacuaucagaaguuacguuuuccuaucug
aacuaucaccaucguucagguaggaagaggaa
acaauugacaguugaguuguguuuuaauacau
ggauggugauaguucagguaagaaaagggaac
aacugauaguugga 
142 24,64789 33,80282 12,67606 28,87324 37,32394 62,67606 0,85417 1,94444 -56,8 -53,1 0,06216 9,51 -40,00000 -1,07170 
spe-miR8042 
uaccuauauaguauguuaaaccaccagauaag
cacuuccaucuaauuucuaaaagguggucaag
ggaacgagguggugaaacacaugugacuugac
acaacuuucagaaauuagacugaaaugcugau
cugguuucuuauauacauuauacauaguuu 
158 17,72152 34,17722 17,08861 31,01266 34,81013 65,18987 0,90741 1,03704 -52,2 -52,2 0,05278 13,07 -33,03797 -0,94909 
spe-miR8045 
auuuuuccuaacugaacuauaucaacuuauca
aauauuguucucuuuuuucuaccugaucuacu
cugcugggccgacacugacacugagagacuaa
agcuaggggagcuaaugggauucauuaacuau
uuaucaauuauacaucagcugucaguuguuuc
cuuuuacuagaugaaauaucaucacuguucau
uuaggauaaggaaauugauaguugaggugugu
uucgauaaacauuugauaauaguuuaccuggg
aaacua 
262 17,17557 29,77099 16,79389 36,25954 33,96947 66,03053 1,21795 1,02273 -67,4 -52,8 0,00008 47,26 -25,72519 -0,75730 
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spe-miR8047 
cauauuuacaccagguagucaauuuugugccc
uuguaucaacaauuugaccauuuuuucgaaau
uagacccauggucugaauaccaguuuugaacu
uugaaauacagaccagguggccacuuucgaac
uucagaucacugggcuaauuuugaaaaagugg
ucaacuucuaaauacaaagccacaaaugaggu
uauuuguguaaaucag 
208 17,30769 31,73077 19,23077 31,73077 36,53846 63,46154 1,00000 0,90000 -69,3 -62,1 0,00101 23,38 -33,31731 -0,91184 
spe-miR8051 
aaccaggucauauaauaaaucacacaaacaga
uauauaauaguuguucuauucuuaguucucuc
caauugcaauggccucuucaaaauaguuuaua
uuucacauuauaaaaaaaaauugggguggagg
gagaauuagaggggggguuagauuacaguuuu
gggaauugaauccucaccaacaaggugggagu
ucaauuggccuaccgacuaagcaauuaaaauu
ccccuucuauuucacaugaaaacuuggugaac
uagaaucggcgaaauucuaauagauagauagu
augguagaaagauucaucucaugugaguuuuu
uuaugaccaugaua 
334 19,16168 34,43114 15,26946 31,13772 34,43114 65,56886 0,90435 1,25490 -83,3 -58,45 0,00003 85,19 -24,94012 -0,72435 
spe-miR8175-1 
aaucaagaaaauauuaacuaaacuauagugau
aaguucaaguuaaucuaaaagcuaugaucccc
ggcaacggcgccaaaauuuauuacgcucaaac
uuacuucucaaauaagaaguaaagcggucgug
ucaaguaaauaacccaacuaguaagguuggga
ucguucccacgaggaaaauagucuagacuuaa
cuucaacuuguuauuacuauuguuugguuaau
gacuuccuuggaa 
237 16,87764 35,86498 18,14346 29,11392 35,02110 64,97890 0,81176 0,93023 -69,3 -67 0,00042 27,82 -29,24051 -0,83494 
spe-miR8175-2 
nnnacgaccgcuuuacuucuuauuugagaagu
aaguuugagcguaucaaauuuuguauaguggu
acguauucccgccugucacgcgggugacccggg
uuggauccccggcaacggcgccaaaauuugau
auacucaaacuuacuucucaaauaagaaguaa
ugcggucguuuc 
173 21,96532 24,85549 21,96532 29,47977 43,93064 54,33526 1,18605 1,00000 -93,7 -91,6 0,13394 20,41 -54,16185 -1,23289 
spe-miR827 
guuuguugauggucaucuauucaucauaucau
uuggcauaguuuaugcaaccauuaauauguca
ugauuagaugaacaucaacaaaca 
88 14,77273 32,95455 15,90909 36,36364 30,68182 69,31818 1,10345 0,92857 -33,5 -33,5 0,10637 10,78 -38,06818 -1,24074 
spe-miR828a 
auuuacauucacuucuuugggaaagccucuug
cucaaaugaguauuccaacaaaugucuaauug
acauacuuuugagauacucauuuggguaagaa
guuuuaccaggaagguuguacuu 
119 17,64706 29,41176 16,80672 36,13445 34,45378 65,54622 1,22857 1,05000 -48,2 -48,2 0,09018 5,37 -40,50420 -1,17561 
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spe-miR9469 
ccaaagcuaacucaugaggagagguuugucca
aguccauauaaggagaccaaauuccuuaagau
gucccacagcgguagagguaugggaauucggu
cuucuuauauggacuugacaaaccuauccuca
ugagcuagcuuug 
141 22,69504 29,07801 21,27660 26,95035 43,97163 56,02837 0,92683 1,06667 -85,1 -85,1 0,19186 4,69 -60,35461 -1,37258 
spe-miR9471b 
uugagauucaguugauuucugaggugcucacu
cagcuaauaguuauuguuuaagaaacucgaua
auauuggcagcaaggagaauggugacuuucag
gaugauaacuauuggcugagugagcaucacug
aaaucgacaugauucugag 
147 24,48980 29,93197 14,28571 31,29252 38,77551 61,22449 1,04545 1,71429 -64,5 -64,4 0,05632 9,57 -43,87755 -1,13158 
spe-miR9473-1 
aaaacaauauuggcuguaaaucugaacucguu
uuacuccacuagucucuucuucuaguaaauga
cauuacaugaugacuaguggugugaaacgagu
uuagguuggugugaaacgaguu 
118 21,18644 29,66102 15,25424 33,89831 36,44068 63,55932 1,14286 1,38889 -42,5 -41,6 0,04516 9,82 -36,01695 -0,98837 
spe-miR9473-2 
cggaaaaugugagugaacuagcagauauuggc
uguaaaccuaaacucguuucacaccaaccuaaa
cucguuucacaccacuagucaucauguaauguc
auuuacuagaagaagagacuaguggaguaaaa
cgaguucagauuuacagccaauauuguuuugc
uugcacgcauuuuggu 
178 19,10112 32,02247 19,66292 29,21348 38,76404 61,23596 0,91228 0,97143 -56,8 -47,8 0,00379 33,80 -31,91011 -0,82319 
spe-miR9476-1 
ccuguccaaaacugcuauuggucuaguccugca
ucucuuuuuauauuuuuuucguuaucaaaaaa
uauaaaaaaaaaugcaggacuagaccaauagc
aggauggauug 
108 15,74074 33,33333 17,59259 33,33333 33,33333 66,66667 1,00000 0,89474 -58,4 -58,4 0,42957 1,75 -54,07407 -1,62222 
spe-miR9476-2 
agccaauccauccugcuauuggucuaguccugc
auuuuuuuuuauauuuuuugauaacgaaaaaa
auauaaaaagagaugcaggacuagaccaauag
caguuuuggacag 
110 17,27273 33,63636 16,36364 32,72727 33,63636 66,36364 0,97297 1,05556 -64,8 -64,8 0,64210 1,56 -58,90909 -1,75135 
spe-miR9477 
uaucugaacuaucacuaaacguuuaucgacac
acacaccucaacuaucaguuguucucuuuuccu
accugaaugauggugauauuccagguugggaa
agggaacaacugauaguugagguauguuucga
uaaacauuuggugauaguucagnaa 
154 19,48052 29,87013 18,18182 31,81818 37,66234 61,68831 1,06522 1,07143 -92,3 -86,7 0,07699 9,40 -59,93506 -1,59138 
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Tabela S11 – Caracterização dos genes alvos dos miRNAs identificados em S. lycopersicum usando psRNAtarget.  
miRNA maduro Gene alvo Exp UPE 
Início 
do 
miRNA 
Fim do 
miRNA 
Início 
do 
alvo 
Fim 
do 
alvo 
Fragmento do miRNA alinhado Fragmento do alvo alinhado Inibição por/da 
sly-miR1128-5p Solyc08g082560.2.1 2.5 14.666 1 21 288 308 UACUACUCCCUCCGUCCCAAA UUUUGAACGGAGGGAGUAGUG Clivagem 
sly-miR1128-5p Solyc09g074860.2.1 3.0 13.272 1 20 54 73 UACUACUCCCUCCGUCCCAA AUGAGACGGAGGGAGUAGUC Clivagem 
sly-miR1128-5p Solyc07g018140.2.1 3.0 21.029 1 20 1343 1362 UACUACUCCCUCCGUCCCAA GUGGGGGGGAGGGGGUAGUA Clivagem 
sly-miR1128-5p Solyc06g005590.2.1 3.0 19.977 1 20 1026 1045 UACUACUCCCUCCGUCCCAA UUCCGAUGGAGGGAGUAGUG Clivagem 
sly-miR1446.1-5p Solyc03g110950.1.1 2.5 19.298 1 22 789 810 UGAACUCUCUCCCUCAAUGGCU AGCCUUUGAGGGAGAGAGUUUC Clivagem 
sly-miR1446.1-5p Solyc08g007560.1.1 2.5 14.812 1 22 289 310 UGAACUCUCUCCCUCAAUGGCU AGCCAUAGAGAGGGAGAGUUCA Clivagem 
sly-miR1446.1-5p Solyc09g008200.2.1 2.0 19.672 1 20 1284 1303 UGAACUCUCUCCCUCAAUGG AUGUUGAGGGAGAGAGUUCA Clivagem 
sly-miR1446.1-5p Solyc10g085880.1.1 3.0 21.223 1 22 945 966 UGAACUCUCUCCCUCAAUGGCU GGCUAUGGAGGAAGAGGGUUCA Tradução 
sly-miR1446.1-5p Solyc10g044910.1.1 2.5 19.387 1 20 7 26 UGAACUCUCUCCCUCAAUGG CCAUUAGUGGAGAGAGUUCA Clivagem 
sly-miR1446.1-5p Solyc04g051080.1.1 3.0 15.32 1 20 1007 1026 UGAACUCUCUCCCUCAAUGG CUUUUGGAGGAGAGAGUUCA Clivagem 
sly-miR1446.1-5p Solyc05g021430.1.1 3.0 15.919 1 20 248 267 UGAACUCUCUCCCUCAAUGG CUAUUGAAGUGGAGAGUUCA Tradução 
sly-miR1446.2-5p Solyc03g110950.1.1 2.5 19.298 1 22 789 810 UGAACUCUCUCCCUCAAUGGCU AGCCUUUGAGGGAGAGAGUUUC Clivagem 
sly-miR1446.2-5p Solyc08g007560.1.1 2.5 14.812 1 22 289 310 UGAACUCUCUCCCUCAAUGGCU AGCCAUAGAGAGGGAGAGUUCA Clivagem 
sly-miR1446.2-5p Solyc09g008200.2.1 2.0 19.672 1 20 1284 1303 UGAACUCUCUCCCUCAAUGG AUGUUGAGGGAGAGAGUUCA Clivagem 
sly-miR1446.2-5p Solyc10g085880.1.1 3.0 21.223 1 22 945 966 UGAACUCUCUCCCUCAAUGGCU GGCUAUGGAGGAAGAGGGUUCA Tradução 
sly-miR1446.2-5p Solyc10g044910.1.1 2.5 19.387 1 20 7 26 UGAACUCUCUCCCUCAAUGG CCAUUAGUGGAGAGAGUUCA Clivagem 
sly-miR1446.2-5p Solyc04g051080.1.1 3.0 15.32 1 20 1007 1026 UGAACUCUCUCCCUCAAUGG CUUUUGGAGGAGAGAGUUCA Clivagem 
sly-miR1446.2-5p Solyc05g021430.1.1 3.0 15.919 1 20 248 267 UGAACUCUCUCCCUCAAUGG CUAUUGAAGUGGAGAGUUCA Tradução 
sly-miR156a.1-3p Solyc09g019970.2.1 3.0 15.65 1 22 2587 2608 GCUCACUUCUCAUUCUGUCAGA UAUGGUGGGAUGGGAAGUGGGC Clivagem 
sly-miR156a.1-3p Solyc08g023280.2.1 3.0 21.025 1 21 76 96 GCUCACUUCUCAUUCUGUCAG UUGAAAGAAUGGGAAGAGAGC Clivagem 
sly-miR156a.1-3p Solyc02g021080.1.1 3.0 17.916 1 21 115 135 GCUCACUUCUCAUUCUGUCAG UUGACAGAUUGUGAAGUGAGG Tradução 
sly-miR156a.1-3p Solyc00g009080.2.1 2.5 18.011 1 20 466 485 GCUCACUUCUCAUUCUGUCA UGAAUGAAUGAGAGGUGAGC Clivagem 
sly-miR156a.1-3p Solyc03g005030.2.1 3.0 18.868 1 20 479 498 GCUCACUUCUCAUUCUGUCA UGAAAGCUUGAGAAGUGAGC Clivagem 
sly-miR156a.1-5p Solyc12g038520.1.1 1.0 11.598 1 21 970 990 UGACAGAAGAGAGUGAGCACA UGUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156a.1-5p Solyc05g012040.2.1 1.0 10.664 1 21 1418 1438 UGACAGAAGAGAGUGAGCACA UGUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156a.1-5p Solyc07g062980.2.1 1.5 19.368 1 20 438 457 UGACAGAAGAGAGUGAGCAC AUGCUUACUCUCUUCUGUCA Clivagem 
sly-miR156a.1-5p Solyc10g078700.1.1 1.0 20.437 1 20 764 783 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156a.1-5p Solyc05g015840.2.1 1.0 17.277 1 20 749 768 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156a.1-5p Solyc04g045560.2.1 1.0 17.481 1 20 788 807 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156a.1-5p Solyc05g015510.2.1 1.0 17.999 1 20 2951 2970 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156a.1-5p Solyc03g114850.2.1 2.0 13.34 1 20 1471 1490 UGACAGAAGAGAGUGAGCAC AUGCUCUCUCUCUUCUGUCA Clivagem 
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sly-miR156a.1-5p Solyc09g055250.2.1 3.0 7.793 1 21 350 370 UGACAGAAGAGAGUGAGCACA UUUGCUCACUUUCAUUUGUCA Clivagem 
sly-miR156a.1-5p Solyc07g005640.2.1 3.0 18.603 1 20 364 383 UGACAGAAGAGAGUGAGCAC UUCUUCACUUUCUUCUGUCA Clivagem 
sly-miR156a.1-5p Solyc03g097670.2.1 3.0 10.817 1 20 3379 3398 UGACAGAAGAGAGUGAGCAC GUGCUCAUUCCCUUCUCUCA Tradução 
sly-miR156a.1-5p Solyc09g097880.2.1 3.0 17.929 1 20 425 445 UGACAGAAGAGAGU-GAGCAC GUGCUCGAUUCUCUUCUGUUA Clivagem 
sly-miR156a.1-5p Solyc02g077920.2.1 3.0 18.879 1 20 829 848 UGACAGAAGAGAGUGAGCAC AUGCUCUCUAUCUUCUGUCA Tradução 
sly-miR156a.2 Solyc12g038520.1.1 1.0 11.598 1 21 970 990 UGACAGAAGAGAGUGAGCACA UGUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156a.2 Solyc05g012040.2.1 1.0 10.664 1 21 1418 1438 UGACAGAAGAGAGUGAGCACA UGUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156a.2 Solyc07g062980.2.1 1.5 19.368 1 20 438 457 UGACAGAAGAGAGUGAGCAC AUGCUUACUCUCUUCUGUCA Clivagem 
sly-miR156a.2 Solyc10g078700.1.1 1.0 20.437 1 20 764 783 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156a.2 Solyc05g015840.2.1 1.0 17.277 1 20 749 768 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156a.2 Solyc04g045560.2.1 1.0 17.481 1 20 788 807 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156a.2 Solyc05g015510.2.1 1.0 17.999 1 20 2951 2970 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156a.2 Solyc03g114850.2.1 2.0 13.34 1 20 1471 1490 UGACAGAAGAGAGUGAGCAC AUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156a.2 Solyc09g055250.2.1 3.0 7.793 1 21 350 370 UGACAGAAGAGAGUGAGCACA UUUGCUCACUUUCAUUUGUCA Clivagem 
sly-miR156a.2 Solyc07g005640.2.1 3.0 18.603 1 20 364 383 UGACAGAAGAGAGUGAGCAC UUCUUCACUUUCUUCUGUCA Clivagem 
sly-miR156a.2 Solyc03g097670.2.1 3.0 10.817 1 20 3379 3398 UGACAGAAGAGAGUGAGCAC GUGCUCAUUCCCUUCUCUCA Tradução 
sly-miR156a.2 Solyc09g097880.2.1 3.0 17.929 1 20 425 445 UGACAGAAGAGAGU-GAGCAC GUGCUCGAUUCUCUUCUGUUA Clivagem 
sly-miR156a.2 Solyc02g077920.2.1 3.0 18.879 1 20 829 848 UGACAGAAGAGAGUGAGCAC AUGCUCUCUAUCUUCUGUCA Tradução 
sly-miR156c-3p Solyc02g087900.2.1 3.0 7.904 1 20 20 39 UGCUUACUCUCUAUCUGUCA UGACAGAUAGGAAGAAAGCA Tradução 
sly-miR156c-3p Solyc01g108270.2.1 3.0 13.679 1 20 1941 1960 UGCUUACUCUCUAUCUGUCA UUACAGCUACAGAGUAAGCA Tradução 
sly-miR156c-5p Solyc12g038520.1.1 1.5 11.598 1 21 970 990 UGAUAGAAGAGAGUGAGCACA UGUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156c-5p Solyc05g012040.2.1 1.5 10.664 1 21 1418 1438 UGAUAGAAGAGAGUGAGCACA UGUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156c-5p Solyc07g062980.2.1 2.0 19.368 1 20 438 457 UGAUAGAAGAGAGUGAGCAC AUGCUUACUCUCUUCUGUCA Clivagem 
sly-miR156c-5p Solyc10g078700.1.1 1.5 20.437 1 20 764 783 UGAUAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156c-5p Solyc05g015840.2.1 1.5 17.277 1 20 749 768 UGAUAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156c-5p Solyc04g045560.2.1 1.5 17.481 1 20 788 807 UGAUAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156c-5p Solyc05g015510.2.1 1.5 17.999 1 20 2951 2970 UGAUAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156c-5p Solyc10g005450.1.1 2.0 15.164 1 20 163 182 UGAUAGAAGAGAGUGAGCAC GUGCUUACUCUCGUUUAUCA Clivagem 
sly-miR156c-5p Solyc01g105270.2.1 2.0 17.728 1 20 933 952 UGAUAGAAGAGAGUGAGCAC GUUCUCAUUCUCUUCUAUUA Clivagem 
sly-miR156c-5p Solyc03g114850.2.1 2.5 13.34 1 20 1471 1490 UGAUAGAAGAGAGUGAGCAC AUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156c-5p Solyc05g013340.2.1 3.0 12.225 1 20 1640 1659 UGAUAGAAGAGAGUGAGCAC GUGUUCAUUUUCUUGUAUCA Clivagem 
sly-miR156c-5p Solyc01g097760.2.1 3.0 8.345 1 20 1107 1126 UGAUAGAAGAGAGUGAGCAC GUGCUUACUCUUGUUUAUUA Clivagem 
sly-miR156c-5p Solyc03g097670.2.1 3.0 10.817 1 20 3379 3398 UGAUAGAAGAGAGUGAGCAC GUGCUCAUUCCCUUCUCUCA Tradução 
sly-miR156f-3p Solyc05g012040.2.1 1.0 10.604 1 22 1418 1439 UUGACAGAAGAGAGAGAGUACA UGUGCUCUCUCUCUUCUGUCAG Clivagem 
sly-miR156f-3p Solyc05g015510.2.1 0.5 19.373 1 21 2951 2971 UUGACAGAAGAGAGAGAGUAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
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sly-miR156f-3p Solyc04g045560.2.1 0.5 15.732 1 21 788 808 UUGACAGAAGAGAGAGAGUAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
sly-miR156f-3p Solyc12g038520.1.1 1.5 10.968 1 22 970 991 UUGACAGAAGAGAGAGAGUACA UGUGCUCUCUCUCUUCUGUCAU Clivagem 
sly-miR156f-3p Solyc10g078700.1.1 0.5 18.612 1 21 764 784 UUGACAGAAGAGAGAGAGUAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
sly-miR156f-3p Solyc05g015840.2.1 1.5 17.455 1 21 749 769 UUGACAGAAGAGAGAGAGUAC GUGCUCUCUCUCUUCUGUCAU Clivagem 
sly-miR156f-3p Solyc03g114850.2.1 1.5 13.244 1 20 1472 1491 UUGACAGAAGAGAGAGAGUA UGCUCUCUCUCUUCUGUCAU Clivagem 
sly-miR156f-3p Solyc03g117540.2.1 2.5 13.429 1 22 2892 2913 UUGACAGAAGAGAGAGAGUACA UAUACUCUCUCUCUUCUGUCUG Clivagem 
sly-miR156f-3p Solyc02g077920.2.1 1.5 18.646 1 20 830 849 UUGACAGAAGAGAGAGAGUA UGCUCUCUAUCUUCUGUCAA Clivagem 
sly-miR156f-3p Solyc02g071220.2.1 2.5 5.481 1 20 23 42 UUGACAGAAGAGAGAGAGUA CUCUCUUUCUCUUCUGUCAA Clivagem 
sly-miR156f-3p Solyc08g062040.1.1 2.5 5.067 1 22 9 30 UUGACAGAAGAGAGAGAGUACA UAUAUUCUCUCUCAUUUGUCAG Tradução 
sly-miR156f-3p Solyc03g006010.2.1 3.0 5.731 1 20 41 60 UUGACAGAAGAGAGAGAGUA UGUUCUUUCUCUUCUUUCAA Clivagem 
sly-miR156f-3p Solyc07g062980.2.1 2.5 18.585 1 20 439 458 UUGACAGAAGAGAGAGAGUA UGCUUACUCUCUUCUGUCAG Clivagem 
sly-miR156f-3p Solyc02g070280.2.1 3.0 22.233 1 20 381 400 UUGACAGAAGAGAGAGAGUA UGCUCUCUGUCUUCUGUUAC Clivagem 
sly-miR156f-3p Solyc04g017750.2.1 3.0 24.169 1 22 1692 1714 UUGACAG-AAGAGAGAGAGUACA UGGAUUUUCUCUCUUACUGUCAA Clivagem 
sly-miR156f-3p Solyc02g093290.2.1 3.0 11.593 1 20 231 250 UUGACAGAAGAGAGAGAGUA UAUUCUCUCUGUUCUGUAAA Tradução 
sly-miR156f-3p Solyc03g098020.2.1 3.0 0.943 1 20 26 45 UUGACAGAAGAGAGAGAGUA UUUUCUCUCUCUUCUCUCAA Clivagem 
sly-miR156f-3p Solyc02g089150.2.1 3.0 19.528 1 20 26 45 UUGACAGAAGAGAGAGAGUA UAUGCUUUUUCUUCUGUCAG Clivagem 
sly-miR156f-3p Solyc05g013760.2.1 3.0 8.683 1 22 1155 1176 UUGACAGAAGAGAGAGAGUACA UCUAUCUUCUAUCUUCUGUCAA Clivagem 
sly-miR156f-3p Solyc12g008410.1.1 3.0 12.744 1 20 349 368 UUGACAGAAGAGAGAGAGUA UCCUCUUGUUCUUCUGUCAA Clivagem 
sly-miR156f-3p Solyc08g041980.2.1 3.0 11.715 1 20 882 901 UUGACAGAAGAGAGAGAGUA UCCUUUGUCUCUUCUGUUAA Clivagem 
sly-miR156f-3p Solyc07g005640.2.1 3.0 17.479 1 20 365 384 UUGACAGAAGAGAGAGAGUA UCUUCACUUUCUUCUGUCAA Clivagem 
sly-miR156i.1-3p Solyc04g079120.2.1 2.5 17.635 1 22 1593 1614 GCUCACUGCUCUAUCUUUCAUC GAUGGAAGAUACAGUAGUGAGU Tradução 
sly-miR156i.1-3p Solyc04g064750.1.1 3.0 18.683 1 21 2812 2832 GCUCACUGCUCUAUCUUUCAU AUGAAAGAGAGAGGAGUGAGG Clivagem 
sly-miR156i.1-3p Solyc01g101130.2.1 3.0 13.647 1 20 630 649 GCUCACUGCUCUAUCUUUCA UGAAAGAUGAAGUAGUGAGA Tradução 
sly-miR156i.1-3p Solyc09g092090.2.1 3.0 5.857 1 21 589 609 GCUCACUGCUCUAUCUUUCAU GUGGAAGAAGAAGCAGUGAGC Tradução 
sly-miR156i.1-3p Solyc03g033600.2.1 3.0 17.374 1 22 154 175 GCUCACUGCUCUAUCUUUCAUC GUUGAAAUGAAGAGCGGUGAGC Clivagem 
sly-miR156i.1-3p Solyc03g005030.2.1 3.0 18.868 1 21 478 498 GCUCACUGCUCUAUCUUUCAU GUGAAAGCUUGAGAAGUGAGC Clivagem 
sly-miR156i.1-5p Solyc01g099500.1.1 2.5 13.145 1 20 695 714 UGACAGAAGAGCGUGAGCAC GUGCUUGUGCUUUUCUGUUA Clivagem 
sly-miR156i.1-5p Solyc11g040340.1.1 2.5 21.723 1 20 812 831 UGACAGAAGAGCGUGAGCAC GUGCUCAUGUUCUUAUGUCA Clivagem 
sly-miR156i.1-5p Solyc07g062980.2.1 2.5 19.368 1 20 438 457 UGACAGAAGAGCGUGAGCAC AUGCUUACUCUCUUCUGUCA Clivagem 
sly-miR156i.1-5p Solyc10g078700.1.1 2.0 20.437 1 20 764 783 UGACAGAAGAGCGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156i.1-5p Solyc05g015840.2.1 2.0 17.277 1 20 749 768 UGACAGAAGAGCGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156i.1-5p Solyc12g038520.1.1 2.0 11.598 1 20 971 990 UGACAGAAGAGCGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156i.1-5p Solyc04g045560.2.1 2.0 17.481 1 20 788 807 UGACAGAAGAGCGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156i.1-5p Solyc05g012040.2.1 2.0 10.664 1 20 1419 1438 UGACAGAAGAGCGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156i.1-5p Solyc05g015510.2.1 2.0 17.999 1 20 2951 2970 UGACAGAAGAGCGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
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sly-miR156i.1-5p Solyc03g025590.2.1 3.0 18.342 1 20 452 471 UGACAGAAGAGCGUGAGCAC AUGCUGAAGCUCUUCUGUCA Clivagem 
sly-miR156i.1-5p Solyc03g025620.2.1 3.0 16.126 1 20 452 471 UGACAGAAGAGCGUGAGCAC AUGCUGAAGCUCUUCUGUCA Clivagem 
sly-miR156i.1-5p Solyc03g114850.2.1 3.0 13.34 1 20 1471 1490 UGACAGAAGAGCGUGAGCAC AUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156i.2-3p Solyc06g008960.2.1 2.5 13.713 1 23 4094 4116 UGCUCACUUCUCUAUCUGUCAUC GAGGACAGAUAUAGAAGUUAGCA Clivagem 
sly-miR156i.2-3p Solyc04g072800.2.1 3.0 19.819 1 23 439 461 UGCUCACUUCUCUAUCUGUCAUC GCUGAUAAAUAUGGAAGUGAGCA Clivagem 
sly-miR156i.2-3p Solyc06g071140.2.1 3.0 8.469 1 23 244 266 UGCUCACUUCUCUAUCUGUCAUC GAAGAAGGUUAGAGAAGUGGGCA Clivagem 
sly-miR156i.2-3p Solyc01g068210.2.1 3.0 6.251 1 22 308 329 UGCUCACUUCUCUAUCUGUCAU AAGAUGGAGAGAGGAGUGGGCA Clivagem 
sly-miR156i.2-5p Solyc07g062980.2.1 2.0 19.368 1 20 438 457 UGACAGAAGAGAGUGGGCAC AUGCUUACUCUCUUCUGUCA Clivagem 
sly-miR156i.2-5p Solyc10g078700.1.1 1.5 20.437 1 20 764 783 UGACAGAAGAGAGUGGGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156i.2-5p Solyc05g015840.2.1 1.5 17.277 1 20 749 768 UGACAGAAGAGAGUGGGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156i.2-5p Solyc12g038520.1.1 1.5 11.598 1 20 971 990 UGACAGAAGAGAGUGGGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156i.2-5p Solyc04g045560.2.1 1.5 17.481 1 20 788 807 UGACAGAAGAGAGUGGGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156i.2-5p Solyc05g012040.2.1 1.5 10.664 1 20 1419 1438 UGACAGAAGAGAGUGGGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156i.2-5p Solyc05g015510.2.1 1.5 17.999 1 20 2951 2970 UGACAGAAGAGAGUGGGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156i.2-5p Solyc03g114850.2.1 2.5 13.34 1 20 1471 1490 UGACAGAAGAGAGUGGGCAC AUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156l.1-3p Solyc05g054370.2.1 2.5 17.384 1 21 600 620 GCUCACUGCUCUAUCUGUCAC GAGACAGGUAGAGCGGUGGGC Clivagem 
sly-miR156l.1-5p Solyc07g062980.2.1 1.5 19.368 1 20 438 457 UGACAGAAGAGAGUGAGCAC AUGCUUACUCUCUUCUGUCA Clivagem 
sly-miR156l.1-5p Solyc10g078700.1.1 1.0 20.437 1 20 764 783 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156l.1-5p Solyc05g015840.2.1 1.0 17.277 1 20 749 768 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156l.1-5p Solyc12g038520.1.1 1.0 11.598 1 20 971 990 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156l.1-5p Solyc04g045560.2.1 1.0 17.481 1 20 788 807 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156l.1-5p Solyc05g012040.2.1 1.0 10.664 1 20 1419 1438 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156l.1-5p Solyc05g015510.2.1 1.0 17.999 1 20 2951 2970 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156l.1-5p Solyc03g114850.2.1 2.0 13.34 1 20 1471 1490 UGACAGAAGAGAGUGAGCAC AUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156l.1-5p Solyc07g005640.2.1 3.0 18.603 1 20 364 383 UGACAGAAGAGAGUGAGCAC UUCUUCACUUUCUUCUGUCA Clivagem 
sly-miR156l.1-5p Solyc09g055250.2.1 3.0 7.793 1 20 351 370 UGACAGAAGAGAGUGAGCAC UUGCUCACUUUCAUUUGUCA Clivagem 
sly-miR156l.1-5p Solyc03g097670.2.1 3.0 10.817 1 20 3379 3398 UGACAGAAGAGAGUGAGCAC GUGCUCAUUCCCUUCUCUCA Tradução 
sly-miR156l.1-5p Solyc09g097880.2.1 3.0 17.929 1 20 425 445 UGACAGAAGAGAGU-GAGCAC GUGCUCGAUUCUCUUCUGUUA Clivagem 
sly-miR156l.1-5p Solyc02g077920.2.1 3.0 18.879 1 20 829 848 UGACAGAAGAGAGUGAGCAC AUGCUCUCUAUCUUCUGUCA Tradução 
sly-miR156l.2-3p Solyc05g054370.2.1 2.5 17.384 1 21 600 620 GCUCACUGCUCUAUCUGUCAC GAGACAGGUAGAGCGGUGGGC Clivagem 
sly-miR156l.2-5p Solyc07g062980.2.1 1.5 19.368 1 20 438 457 UGACAGAAGAGAGUGAGCAC AUGCUUACUCUCUUCUGUCA Clivagem 
sly-miR156l.2-5p Solyc10g078700.1.1 1.0 20.437 1 20 764 783 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156l.2-5p Solyc05g015840.2.1 1.0 17.277 1 20 749 768 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156l.2-5p Solyc12g038520.1.1 1.0 11.598 1 20 971 990 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156l.2-5p Solyc04g045560.2.1 1.0 17.481 1 20 788 807 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
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sly-miR156l.2-5p Solyc05g012040.2.1 1.0 10.664 1 20 1419 1438 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156l.2-5p Solyc05g015510.2.1 1.0 17.999 1 20 2951 2970 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156l.2-5p Solyc03g114850.2.1 2.0 13.34 1 20 1471 1490 UGACAGAAGAGAGUGAGCAC AUGCUCUCUCUCUUCUGUCA Clivagem 
sly-miR156l.2-5p Solyc07g005640.2.1 3.0 18.603 1 20 364 383 UGACAGAAGAGAGUGAGCAC UUCUUCACUUUCUUCUGUCA Clivagem 
sly-miR156l.2-5p Solyc09g055250.2.1 3.0 7.793 1 20 351 370 UGACAGAAGAGAGUGAGCAC UUGCUCACUUUCAUUUGUCA Clivagem 
sly-miR156l.2-5p Solyc03g097670.2.1 3.0 10.817 1 20 3379 3398 UGACAGAAGAGAGUGAGCAC GUGCUCAUUCCCUUCUCUCA Tradução 
sly-miR156l.2-5p Solyc09g097880.2.1 3.0 17.929 1 20 425 445 UGACAGAAGAGAGU-GAGCAC GUGCUCGAUUCUCUUCUGUUA Clivagem 
sly-miR156l.2-5p Solyc02g077920.2.1 3.0 18.879 1 20 829 848 UGACAGAAGAGAGUGAGCAC AUGCUCUCUAUCUUCUGUCA Tradução 
sly-miR157a.1-3p Solyc01g095320.2.1 3.0 17.196 1 22 609 631 GCUCUUUAUUCUUC-UGUCAUCA UGAUGACAUGAAGAAUAGGGAGC Clivagem 
sly-miR157a.1-3p Solyc04g015970.2.1 2.5 17.808 1 20 94 113 GCUCUUUAUUCUUCUGUCAU CUGACUGAAGAAUAAGGAGC Clivagem 
sly-miR157a.1-3p Solyc01g109470.2.1 2.5 10.953 1 20 3 22 GCUCUUUAUUCUUCUGUCAU AUGACAGAAGAAAAAAGAAC Clivagem 
sly-miR157a.1-3p Solyc01g081050.2.1 2.5 14.191 1 20 3773 3792 GCUCUUUAUUCUUCUGUCAU ACGACAGAAGAAUCAAGAGC Clivagem 
sly-miR157a.1-3p Solyc01g005820.2.1 3.0 17.153 1 22 151 172 GCUCUUUAUUCUUCUGUCAUCA UUAUGGCAGAAGAGGAAGGAGU Clivagem 
sly-miR157a.1-3p Solyc07g047980.1.1 3.0 16.94 1 20 769 788 GCUCUUUAUUCUUCUGUCAU UUGACUGAAGAAGAAAGAGC Clivagem 
sly-miR157a.1-3p Solyc03g025460.2.1 3.0 11.289 1 22 1112 1132 GCUCUUUAUUCUUCUGUCAUCA UCAUGAUAGAA-AAUAAAGAGU Tradução 
sly-miR157a.1-5p Solyc02g077920.2.1 0.0 18.646 1 20 830 849 UUGACAGAAGAUAGAGAGCA UGCUCUCUAUCUUCUGUCAA Clivagem 
sly-miR157a.1-5p Solyc10g078700.1.1 1.0 18.612 1 21 764 784 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
sly-miR157a.1-5p Solyc04g045560.2.1 1.0 15.732 1 21 788 808 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
sly-miR157a.1-5p Solyc05g015510.2.1 1.0 19.373 1 21 2951 2971 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
sly-miR157a.1-5p Solyc05g012040.2.1 1.5 10.604 1 21 1419 1439 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAG Clivagem 
sly-miR157a.1-5p Solyc05g015840.2.1 2.0 17.455 1 21 749 769 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAU Clivagem 
sly-miR157a.1-5p Solyc12g038520.1.1 2.0 10.968 1 21 971 991 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAU Clivagem 
sly-miR157a.1-5p Solyc02g070280.2.1 2.0 22.233 1 20 381 400 UUGACAGAAGAUAGAGAGCA UGCUCUCUGUCUUCUGUUAC Clivagem 
sly-miR157a.1-5p Solyc11g005660.1.1 2.5 10.329 1 20 178 197 UUGACAGAAGAUAGAGAGCA AGCUUUUUAUCUUCUGUUAA Clivagem 
sly-miR157a.1-5p Solyc03g114850.2.1 2.0 13.244 1 20 1472 1491 UUGACAGAAGAUAGAGAGCA UGCUCUCUCUCUUCUGUCAU Clivagem 
sly-miR157a.1-5p Solyc01g106780.2.1 2.5 19.167 1 20 780 799 UUGACAGAAGAUAGAGAGCA GGCUCUUCAUCUUCUGUCAA Clivagem 
sly-miR157a.1-5p Solyc07g062980.2.1 3.0 18.585 1 20 439 458 UUGACAGAAGAUAGAGAGCA UGCUUACUCUCUUCUGUCAG Clivagem 
sly-miR157a.2-3p Solyc01g095320.2.1 2.5 17.196 1 22 609 631 GCUCUCUAUUCUUC-UGUCAUCA UGAUGACAUGAAGAAUAGGGAGC Clivagem 
sly-miR157a.2-3p Solyc03g063170.1.1 3.0 6.172 1 21 307 327 GCUCUCUAUUCUUCUGUCAUC GAUGGCAGAGGAAAAGAGAGA Clivagem 
sly-miR157a.2-3p Solyc07g047820.1.1 3.0 19.374 1 20 210 229 GCUCUCUAUUCUUCUGUCAU AUGGCAGACAAAUGGAGAGC Tradução 
sly-miR157a.2-5p Solyc02g077920.2.1 0.0 18.646 1 20 830 849 UUGACAGAAGAUAGAGAGCA UGCUCUCUAUCUUCUGUCAA Clivagem 
sly-miR157a.2-5p Solyc10g078700.1.1 1.0 18.612 1 21 764 784 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
sly-miR157a.2-5p Solyc04g045560.2.1 1.0 15.732 1 21 788 808 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
sly-miR157a.2-5p Solyc05g015510.2.1 1.0 19.373 1 21 2951 2971 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
sly-miR157a.2-5p Solyc05g012040.2.1 1.5 10.604 1 21 1419 1439 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAG Clivagem 
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sly-miR157a.2-5p Solyc05g015840.2.1 2.0 17.455 1 21 749 769 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAU Clivagem 
sly-miR157a.2-5p Solyc12g038520.1.1 2.0 10.968 1 21 971 991 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAU Clivagem 
sly-miR157a.2-5p Solyc02g070280.2.1 2.0 22.233 1 20 381 400 UUGACAGAAGAUAGAGAGCA UGCUCUCUGUCUUCUGUUAC Clivagem 
sly-miR157a.2-5p Solyc11g005660.1.1 2.5 10.329 1 20 178 197 UUGACAGAAGAUAGAGAGCA AGCUUUUUAUCUUCUGUUAA Clivagem 
sly-miR157a.2-5p Solyc03g114850.2.1 2.0 13.244 1 20 1472 1491 UUGACAGAAGAUAGAGAGCA UGCUCUCUCUCUUCUGUCAU Clivagem 
sly-miR157a.2-5p Solyc01g106780.2.1 2.5 19.167 1 20 780 799 UUGACAGAAGAUAGAGAGCA GGCUCUUCAUCUUCUGUCAA Clivagem 
sly-miR157a.2-5p Solyc07g062980.2.1 3.0 18.585 1 20 439 458 UUGACAGAAGAUAGAGAGCA UGCUUACUCUCUUCUGUCAG Clivagem 
sly-miR157a.3-3p Solyc12g006180.1.1 2.5 20.061 1 21 108 128 GCUCUCUAUGCUUCUGUCAUC GAUGGUAGAAGCAAAGAGGGC Clivagem 
sly-miR157a.3-3p Solyc04g008100.1.1 3.0 14.388 1 21 729 749 GCUCUCUAUGCUUCUGUCAUC GAUGGAAGAAGUAUGGAGAGU Clivagem 
sly-miR157a.3-5p Solyc02g077920.2.1 0.0 18.646 1 20 830 849 UUGACAGAAGAUAGAGAGCA UGCUCUCUAUCUUCUGUCAA Clivagem 
sly-miR157a.3-5p Solyc10g078700.1.1 1.0 18.612 1 21 764 784 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
sly-miR157a.3-5p Solyc04g045560.2.1 1.0 15.732 1 21 788 808 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
sly-miR157a.3-5p Solyc05g015510.2.1 1.0 19.373 1 21 2951 2971 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
sly-miR157a.3-5p Solyc05g012040.2.1 1.5 10.604 1 21 1419 1439 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAG Clivagem 
sly-miR157a.3-5p Solyc05g015840.2.1 2.0 17.455 1 21 749 769 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAU Clivagem 
sly-miR157a.3-5p Solyc12g038520.1.1 2.0 10.968 1 21 971 991 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAU Clivagem 
sly-miR157a.3-5p Solyc02g070280.2.1 2.0 22.233 1 20 381 400 UUGACAGAAGAUAGAGAGCA UGCUCUCUGUCUUCUGUUAC Clivagem 
sly-miR157a.3-5p Solyc11g005660.1.1 2.5 10.329 1 20 178 197 UUGACAGAAGAUAGAGAGCA AGCUUUUUAUCUUCUGUUAA Clivagem 
sly-miR157a.3-5p Solyc03g114850.2.1 2.0 13.244 1 20 1472 1491 UUGACAGAAGAUAGAGAGCA UGCUCUCUCUCUUCUGUCAU Clivagem 
sly-miR157a.3-5p Solyc01g106780.2.1 2.5 19.167 1 20 780 799 UUGACAGAAGAUAGAGAGCA GGCUCUUCAUCUUCUGUCAA Clivagem 
sly-miR157a.3-5p Solyc07g062980.2.1 3.0 18.585 1 20 439 458 UUGACAGAAGAUAGAGAGCA UGCUUACUCUCUUCUGUCAG Clivagem 
sly-miR157a.4-5p Solyc02g077920.2.1 0.0 18.646 1 20 830 849 UUGACAGAAGAUAGAGAGCA UGCUCUCUAUCUUCUGUCAA Clivagem 
sly-miR157a.4-5p Solyc10g078700.1.1 1.0 18.612 1 21 764 784 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
sly-miR157a.4-5p Solyc04g045560.2.1 1.0 15.732 1 21 788 808 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
sly-miR157a.4-5p Solyc05g015510.2.1 1.0 19.373 1 21 2951 2971 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
sly-miR157a.4-5p Solyc05g012040.2.1 1.5 10.604 1 21 1419 1439 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAG Clivagem 
sly-miR157a.4-5p Solyc05g015840.2.1 2.0 17.455 1 21 749 769 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAU Clivagem 
sly-miR157a.4-5p Solyc12g038520.1.1 2.0 10.968 1 21 971 991 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAU Clivagem 
sly-miR157a.4-5p Solyc02g070280.2.1 2.0 22.233 1 20 381 400 UUGACAGAAGAUAGAGAGCA UGCUCUCUGUCUUCUGUUAC Clivagem 
sly-miR157a.4-5p Solyc11g005660.1.1 2.5 10.329 1 20 178 197 UUGACAGAAGAUAGAGAGCA AGCUUUUUAUCUUCUGUUAA Clivagem 
sly-miR157a.4-5p Solyc03g114850.2.1 2.0 13.244 1 20 1472 1491 UUGACAGAAGAUAGAGAGCA UGCUCUCUCUCUUCUGUCAU Clivagem 
sly-miR157a.4-5p Solyc01g106780.2.1 2.5 19.167 1 20 780 799 UUGACAGAAGAUAGAGAGCA GGCUCUUCAUCUUCUGUCAA Clivagem 
sly-miR157a.4-5p Solyc07g062980.2.1 3.0 18.585 1 20 439 458 UUGACAGAAGAUAGAGAGCA UGCUUACUCUCUUCUGUCAG Clivagem 
sly-miR159a-3p Solyc01g009070.2.1 2.0 21.371 1 21 956 976 UUUGGAUUGAAGGGAGCUCUA UGGAGCUCCCUUCACUCCAAA Clivagem 
sly-miR159a-3p Solyc10g019260.1.1 2.0 18.692 1 21 139 159 UUUGGAUUGAAGGGAGCUCUA UGGAGCUCCAUUCGAUCCAAA Clivagem 
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sly-miR159a-3p Solyc01g090530.1.1 2.0 17.653 1 21 85 105 UUUGGAUUGAAGGGAGCUCUA UGGAGCUCCAUUCGAUCCAAA Clivagem 
sly-miR159a-3p Solyc06g073640.2.1 2.5 16.596 1 21 1043 1063 UUUGGAUUGAAGGGAGCUCUA UCGAGCUCCCUUCACUCCAAA Clivagem 
sly-miR159a-3p Solyc07g065960.1.1 3.0 20.029 1 21 369 389 UUUGGAUUGAAGGGAGCUCUA UAGAGCUCUCUACGAUCUGAA Tradução 
sly-miR159a-3p Solyc12g014120.1.1 3.0 11.99 1 21 461 481 UUUGGAUUGAAGGGAGCUCUA UGGAGCCCCCUUCAAACCAAA Clivagem 
sly-miR159a-3p Solyc11g072060.1.1 3.0 24.27 1 21 1112 1132 UUUGGAUUGAAGGGAGCUCUA UGGAGCUCCCUUCUUUCCAAA Clivagem 
sly-miR159a-3p Solyc06g008320.2.1 3.0 16.006 1 21 1518 1538 UUUGGAUUGAAGGGAGCUCUA UCGAGUUUCUUUCAAUCCGAA Clivagem 
sly-miR159a-3p Solyc05g012830.1.1 3.0 12.374 1 21 1293 1313 UUUGGAUUGAAGGGAGCUCUA UGGAGUUCUUUCCAAUCCAAA Tradução 
sly-miR159a-3p Solyc02g078670.2.1 2.5 24.277 1 20 541 560 UUUGGAUUGAAGGGAGCUCU AGAGUUCCAUUCAAUCCAAU Clivagem 
sly-miR159a-3p Solyc02g079010.2.1 2.5 20.949 1 20 384 403 UUUGGAUUGAAGGGAGCUCU GGAGCUUCAUUCAGUCCAAA Clivagem 
sly-miR159a-3p Solyc09g082890.1.1 3.0 12.778 1 21 159 179 UUUGGAUUGAAGGGAGCUCUA UGGAGCUGCCUACAAUCCAAG Tradução 
sly-miR159a-3p Solyc03g043890.2.1 3.0 13.534 1 21 315 335 UUUGGAUUGAAGGGAGCUCUA UAAAGUUACCUUUAAUCCAAA Clivagem 
sly-miR159a-3p Solyc06g064590.1.1 3.0 16.497 1 20 68 87 UUUGGAUUGAAGGGAGCUCU AGAGCUUCUUUGAAUUCAAG Tradução 
sly-miR159a-3p Solyc07g052640.2.1 2.5 1.656 1 20 383 402 UUUGGAUUGAAGGGAGCUCU AAAACUUCCUUCAAUCCAAA Clivagem 
sly-miR159a-3p Solyc09g013080.2.1 3.0 22.719 1 20 1416 1435 UUUGGAUUGAAGGGAGCUCU GGAGUUCCCAUUGAUCCAAA Tradução 
sly-miR159a-3p Solyc10g054690.1.1 3.0 11.529 1 20 146 165 UUUGGAUUGAAGGGAGCUCU AGAGCAACUUUCAAUCUAAA Clivagem 
sly-miR159a-3p Solyc04g071910.1.1 3.0 12.781 1 20 764 783 UUUGGAUUGAAGGGAGCUCU AGAGCAACUUUCAAUCUAAA Clivagem 
sly-miR159a-3p Solyc12g056680.1.1 3.0 11.959 1 20 635 654 UUUGGAUUGAAGGGAGCUCU AGAGCAACUUUCAAUCUAAA Clivagem 
sly-miR159b-3p Solyc02g079290.2.1 2.0 9.053 1 20 322 341 AUUGGAAUGAAGGGAGCUCU AGGGUUCUCUUCAUUCUAAU Clivagem 
sly-miR159b-3p Solyc11g072060.1.1 2.5 24.27 1 21 1112 1132 AUUGGAAUGAAGGGAGCUCUA UGGAGCUCCCUUCUUUCCAAA Clivagem 
sly-miR159b-3p Solyc01g009070.2.1 3.0 21.371 1 21 956 976 AUUGGAAUGAAGGGAGCUCUA UGGAGCUCCCUUCACUCCAAA Clivagem 
sly-miR159b-3p Solyc06g050550.2.1 3.0 16.018 1 21 751 771 AUUGGAAUGAAGGGAGCUCUA UAGAGGUUUUUUCAUUCCGAU Clivagem 
sly-miR159b-3p Solyc06g009550.2.1 3.0 6.453 1 21 2392 2412 AUUGGAAUGAAGGGAGCUCUA UGUAACUCUCUUCAUUCCAAU Clivagem 
sly-miR159b-3p Solyc06g068340.1.1 3.0 13.861 1 20 639 658 AUUGGAAUGAAGGGAGCUCU AGAGCUUUCUCCAUUCCAAA Tradução 
sly-miR159b-3p Solyc02g078670.2.1 3.0 24.277 1 20 541 560 AUUGGAAUGAAGGGAGCUCU AGAGUUCCAUUCAAUCCAAU Clivagem 
sly-miR159b-3p Solyc01g112210.2.1 3.0 16.38 1 20 123 142 AUUGGAAUGAAGGGAGCUCU AGAGGUCUCUUCUUUCUAAU Clivagem 
sly-miR159b-3p Solyc10g080170.1.1 3.0 15.502 1 20 279 297 AUUGGAAUGAAGGGAGCUCU AGAGCUUC-UUCAUUUCAAU Clivagem 
sly-miR159b-5p Solyc02g092110.2.1 2.0 12.529 1 21 511 531 UUGCAUAUAUCAGGAGCUUCA UGAAGUUUCUGGUGUAUGCAA Clivagem 
sly-miR159b-5p Solyc08g079080.2.1 3.0 18.293 1 21 1271 1291 UUGCAUAUAUCAGGAGCUUCA UGAAGCUGCUGAUAUUUGCAG Clivagem 
sly-miR159b-5p Solyc01g009190.1.1 2.5 18.376 1 20 411 430 UUGCAUAUAUCAGGAGCUUC GAAGCUGCAGAUGUAUGCAA Clivagem 
sly-miR159b-5p Solyc11g005090.1.1 3.0 16.897 1 20 559 578 UUGCAUAUAUCAGGAGCUUC GCAGCAGCUGAUAUAUGCAA Clivagem 
sly-miR160a-3p Solyc05g012080.2.1 3.0 23.337 1 20 370 389 GCGUAUAAGGAGCCAAGCAU GUGCUUGGCUUCUUGUACAC Clivagem 
sly-miR160a-5p Solyc09g007810.2.1 0.5 24.765 1 21 1597 1617 UGCCUGGCUCCCUGUAUGCCA UGGCAUGCAGGGAGCCAGGCA Clivagem 
sly-miR160a-5p Solyc11g069500.1.1 0.0 21.851 1 20 1303 1322 UGCCUGGCUCCCUGUAUGCC GGCAUACAGGGAGCCAGGCA Clivagem 
sly-miR160a-5p Solyc10g086130.1.1 1.0 17.637 1 21 1368 1388 UGCCUGGCUCCCUGUAUGCCA UGGUAUGCAGGGAGCCAGGCA Clivagem 
sly-miR160a-5p Solyc11g013470.1.1 0.5 20.89 1 20 544 563 UGCCUGGCUCCCUGUAUGCC GGCAUGCAGGGAGCCAGGCA Clivagem 
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sly-miR160g-5p Solyc09g007810.2.1 1.0 24.765 1 21 1597 1617 UGCCUGGCUCCCUGGAUGCCA UGGCAUGCAGGGAGCCAGGCA Clivagem 
sly-miR160g-5p Solyc10g086130.1.1 1.5 17.637 1 21 1368 1388 UGCCUGGCUCCCUGGAUGCCA UGGUAUGCAGGGAGCCAGGCA Clivagem 
sly-miR160g-5p Solyc11g013470.1.1 1.0 20.89 1 20 544 563 UGCCUGGCUCCCUGGAUGCC GGCAUGCAGGGAGCCAGGCA Clivagem 
sly-miR160g-5p Solyc11g069500.1.1 1.0 21.851 1 20 1303 1322 UGCCUGGCUCCCUGGAUGCC GGCAUACAGGGAGCCAGGCA Clivagem 
sly-miR160g-5p Solyc01g091630.2.1 2.5 16.185 1 20 1362 1381 UGCCUGGCUCCCUGGAUGCC GGCUUCCAGGGAGACAGGCA Clivagem 
sly-miR160h.1-5p Solyc09g007810.2.1 0.5 24.765 1 21 1597 1617 UGCCUGGCUCCCUGUAUGCCA UGGCAUGCAGGGAGCCAGGCA Clivagem 
sly-miR160h.1-5p Solyc11g069500.1.1 0.0 21.851 1 20 1303 1322 UGCCUGGCUCCCUGUAUGCC GGCAUACAGGGAGCCAGGCA Clivagem 
sly-miR160h.1-5p Solyc10g086130.1.1 1.0 17.637 1 21 1368 1388 UGCCUGGCUCCCUGUAUGCCA UGGUAUGCAGGGAGCCAGGCA Clivagem 
sly-miR160h.1-5p Solyc11g013470.1.1 0.5 20.89 1 20 544 563 UGCCUGGCUCCCUGUAUGCC GGCAUGCAGGGAGCCAGGCA Clivagem 
sly-miR160h.2-5p Solyc09g007810.2.1 1.0 24.765 1 21 1597 1617 UGCCUGGCUCCUUGUAUGCCA UGGCAUGCAGGGAGCCAGGCA Clivagem 
sly-miR160h.2-5p Solyc11g069500.1.1 0.5 21.851 1 20 1303 1322 UGCCUGGCUCCUUGUAUGCC GGCAUACAGGGAGCCAGGCA Clivagem 
sly-miR160h.2-5p Solyc10g086130.1.1 1.5 17.637 1 21 1368 1388 UGCCUGGCUCCUUGUAUGCCA UGGUAUGCAGGGAGCCAGGCA Clivagem 
sly-miR160h.2-5p Solyc11g013470.1.1 1.0 20.89 1 20 544 563 UGCCUGGCUCCUUGUAUGCC GGCAUGCAGGGAGCCAGGCA Clivagem 
sly-miR160h.2-5p Solyc11g068950.1.1 2.5 18.164 1 22 1227 1248 UGCCUGGCUCCUUGUAUGCCAU AGGGCUAACAAGGAGCCAGGUA Clivagem 
sly-miR162.1-3p Solyc10g005130.2.1 2.0 18.811 1 21 3248 3269 UCGAUAA-ACCUCUGCAUCCAG CUGGAUGCAGAGGUAUUAUCGA Clivagem 
sly-miR162.1-3p Solyc04g016510.2.1 2.5 20.06 1 20 620 639 UCGAUAAACCUCUGCAUCCA UGGAUGCAGAGGUUGAUUGG Clivagem 
sly-miR162.1-3p Solyc06g009530.2.1 3.0 11.926 1 21 1845 1865 UCGAUAAACCUCUGCAUCCAG CUGGGAGCAGAGUUUUAUUGA Tradução 
sly-miR162.1-3p Solyc01g080500.2.1 3.0 16.71 1 20 1162 1181 UCGAUAAACCUCUGCAUCCA UGGAUGGAGGGGUUUAUUGU Clivagem 
sly-miR162.1-5p Solyc04g079470.2.1 3.0 15.656 1 22 485 506 UGGAGGCAGCGGUUCAUCGAUC GAUCGAUCAAACGCUGCCUUUA Clivagem 
sly-miR162.1-5p Solyc10g036700.1.1 3.0 9.71 1 20 833 852 UGGAGGCAGCGGUUCAUCGA UUGAUAAACCUUUGCCUCCA Tradução 
sly-miR162.1-5p Solyc06g068870.2.1 3.0 10.01 1 20 1892 1911 UGGAGGCAGCGGUUCAUCGA UCCAUGAACCUUUGCUUCCA Tradução 
sly-miR162.1-5p Solyc04g078590.2.1 3.0 11.492 1 21 890 910 UGGAGGCAGCGGUUCAUCGAU GUCCAUCCACCGCUGCCUCCA Clivagem 
sly-miR162.1-5p Solyc07g005810.2.1 3.0 16.689 1 20 1017 1036 UGGAGGCAGCGGUUCAUCGA UCAAUGAAAAGCUGCCUCCA Tradução 
sly-miR162.2-3p Solyc10g005130.2.1 2.0 18.811 1 21 3248 3269 UCGAUAA-ACCUCUGCAUCCAG CUGGAUGCAGAGGUAUUAUCGA Clivagem 
sly-miR162.2-3p Solyc04g016510.2.1 2.5 20.06 1 20 620 639 UCGAUAAACCUCUGCAUCCA UGGAUGCAGAGGUUGAUUGG Clivagem 
sly-miR162.2-3p Solyc06g009530.2.1 3.0 11.926 1 21 1845 1865 UCGAUAAACCUCUGCAUCCAG CUGGGAGCAGAGUUUUAUUGA Tradução 
sly-miR162.2-3p Solyc01g080500.2.1 3.0 16.71 1 20 1162 1181 UCGAUAAACCUCUGCAUCCA UGGAUGGAGGGGUUUAUUGU Clivagem 
sly-miR162.2-5p Solyc04g079470.2.1 3.0 15.656 1 22 485 506 UGGAGGCAGCGGUUCAUCGAUC GAUCGAUCAAACGCUGCCUUUA Clivagem 
sly-miR162.2-5p Solyc10g036700.1.1 3.0 9.71 1 20 833 852 UGGAGGCAGCGGUUCAUCGA UUGAUAAACCUUUGCCUCCA Tradução 
sly-miR162.2-5p Solyc06g068870.2.1 3.0 10.01 1 20 1892 1911 UGGAGGCAGCGGUUCAUCGA UCCAUGAACCUUUGCUUCCA Tradução 
sly-miR162.2-5p Solyc04g078590.2.1 3.0 11.492 1 21 890 910 UGGAGGCAGCGGUUCAUCGAU GUCCAUCCACCGCUGCCUCCA Clivagem 
sly-miR162.2-5p Solyc07g005810.2.1 3.0 16.689 1 20 1017 1036 UGGAGGCAGCGGUUCAUCGA UCAAUGAAAAGCUGCCUCCA Tradução 
sly-miR164a-3p Solyc09g082560.2.1 2.0 22.233 1 21 326 346 CAUGUGCCUGUUUUCCCCAUC GAUGGGGAAAACAGGUAGAUG Clivagem 
sly-miR164a-3p Solyc09g020180.1.1 3.0 20.551 1 20 410 429 CAUGUGCCUGUUUUCCCCAU GUGGGAAGAGCGGGCACAUG Clivagem 
sly-miR164a-3p Solyc01g081140.1.1 2.5 13.614 1 20 1606 1625 CAUGUGCCUGUUUUCCCCAU AAGGGGAAAACAAGCAUAUG Clivagem 
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sly-miR164a-3p Solyc03g118230.1.1 3.0 11.453 1 20 333 352 CAUGUGCCUGUUUUCCCCAU AUGGGAGACACAGGCAUAUG Clivagem 
sly-miR164a-3p Solyc05g011940.2.1 3.0 13.491 1 20 1308 1327 CAUGUGCCUGUUUUCCCCAU AUGGGGAGAAGAUGUACAUG Tradução 
sly-miR164a-5p Solyc07g062840.2.1 0.5 14.574 1 20 714 733 UGGAGAAGCAGGGCACGUGC GCACGUGCCCUGUUUCUCCA Clivagem 
sly-miR164a-5p Solyc07g066330.2.1 1.0 9.988 1 20 752 771 UGGAGAAGCAGGGCACGUGC GCAAGUGCCCUGCUUCUCCA Clivagem 
sly-miR164a-5p Solyc01g090590.2.1 2.0 24.721 1 21 1327 1347 UGGAGAAGCAGGGCACGUGCA UGCAUGUGCCCAGCUUCUUCA Tradução 
sly-miR164a-5p Solyc06g069710.2.1 2.0 5.692 1 20 624 643 UGGAGAAGCAGGGCACGUGC CCACGUGCACUGCUUCUCCA Clivagem 
sly-miR164a-5p Solyc03g115850.2.1 2.0 11.725 1 20 693 712 UGGAGAAGCAGGGCACGUGC CCACGUGCACUGCUUCUCCA Clivagem 
sly-miR164a-5p Solyc11g066150.1.1 2.5 14.503 1 20 311 330 UGGAGAAGCAGGGCACGUGC UCGCAUGCCCUGCUUCUCCA Clivagem 
sly-miR164e-3p Solyc10g044450.1.1 3.0 21.249 1 20 1352 1371 CACGUGUUCUCCUUCUCCAA UUGGGGAAGGAAAACCCGUG Tradução 
sly-miR164e-3p Solyc06g072160.2.1 3.0 11.598 1 20 480 499 CACGUGUUCUCCUUCUCCAA UUGUAGAAGGGGACCACGUG Clivagem 
sly-miR164e-5p Solyc07g062840.2.1 0.5 14.574 1 20 714 733 UGGAGAAGCAGGGCACGUGC GCACGUGCCCUGUUUCUCCA Clivagem 
sly-miR164e-5p Solyc07g066330.2.1 1.0 9.988 1 20 752 771 UGGAGAAGCAGGGCACGUGC GCAAGUGCCCUGCUUCUCCA Clivagem 
sly-miR164e-5p Solyc01g090590.2.1 2.0 24.721 1 21 1327 1347 UGGAGAAGCAGGGCACGUGCA UGCAUGUGCCCAGCUUCUUCA Tradução 
sly-miR164e-5p Solyc06g069710.2.1 2.0 5.692 1 20 624 643 UGGAGAAGCAGGGCACGUGC CCACGUGCACUGCUUCUCCA Clivagem 
sly-miR164e-5p Solyc03g115850.2.1 2.0 11.725 1 20 693 712 UGGAGAAGCAGGGCACGUGC CCACGUGCACUGCUUCUCCA Clivagem 
sly-miR164e-5p Solyc11g066150.1.1 2.5 14.503 1 20 311 330 UGGAGAAGCAGGGCACGUGC UCGCAUGCCCUGCUUCUCCA Clivagem 
sly-miR164f-5p Solyc07g066330.2.1 1.0 9.988 1 21 751 771 UGGAGAAGCAGGGCACAUGCU AGCAAGUGCCCUGCUUCUCCA Clivagem 
sly-miR164f-5p Solyc07g062840.2.1 1.5 14.574 1 21 713 733 UGGAGAAGCAGGGCACAUGCU AGCACGUGCCCUGUUUCUCCA Clivagem 
sly-miR164f-5p Solyc01g090590.2.1 1.5 24.721 1 20 1328 1347 UGGAGAAGCAGGGCACAUGC GCAUGUGCCCAGCUUCUUCA Tradução 
sly-miR164f-5p Solyc06g069710.2.1 3.0 5.692 1 20 624 643 UGGAGAAGCAGGGCACAUGC CCACGUGCACUGCUUCUCCA Clivagem 
sly-miR164f-5p Solyc03g115850.2.1 3.0 11.725 1 20 693 712 UGGAGAAGCAGGGCACAUGC CCACGUGCACUGCUUCUCCA Clivagem 
sly-miR166.1-3p Solyc12g044410.1.1 1.5 19.251 1 20 549 568 UCGGACCAGGCUUCAUUCCC UGGAAUGAAGCCUGGUCCGG Clivagem 
sly-miR166.1-3p Solyc03g120910.2.1 1.5 19.503 1 20 850 869 UCGGACCAGGCUUCAUUCCC UGGAAUGAAGCCUGGUCCGG Clivagem 
sly-miR166.1-3p Solyc11g069470.1.1 2.0 23.445 1 20 561 580 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
sly-miR166.1-3p Solyc02g069830.2.1 2.0 19.296 1 20 619 638 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
sly-miR166.1-3p Solyc02g024070.2.1 2.0 21.121 1 20 809 828 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
sly-miR166.1-3p Solyc05g008940.2.1 2.5 19.602 1 20 1007 1026 UCGGACCAGGCUUCAUUCCC GAGAAGGAAGCCUGGUUCGA Clivagem 
sly-miR166.2-3p Solyc12g044410.1.1 1.5 19.251 1 20 549 568 UCGGACCAGGCUUCAUUCCC UGGAAUGAAGCCUGGUCCGG Clivagem 
sly-miR166.2-3p Solyc03g120910.2.1 1.5 19.503 1 20 850 869 UCGGACCAGGCUUCAUUCCC UGGAAUGAAGCCUGGUCCGG Clivagem 
sly-miR166.2-3p Solyc11g069470.1.1 2.0 23.445 1 20 561 580 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
sly-miR166.2-3p Solyc02g069830.2.1 2.0 19.296 1 20 619 638 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
sly-miR166.2-3p Solyc02g024070.2.1 2.0 21.121 1 20 809 828 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
sly-miR166.2-3p Solyc05g008940.2.1 2.5 19.602 1 20 1007 1026 UCGGACCAGGCUUCAUUCCC GAGAAGGAAGCCUGGUUCGA Clivagem 
sly-miR166.3-3p Solyc12g044410.1.1 1.5 19.251 1 20 549 568 UCGGACCAGGCUUCAUUCCC UGGAAUGAAGCCUGGUCCGG Clivagem 
sly-miR166.3-3p Solyc03g120910.2.1 1.5 19.503 1 20 850 869 UCGGACCAGGCUUCAUUCCC UGGAAUGAAGCCUGGUCCGG Clivagem 
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sly-miR166.3-3p Solyc11g069470.1.1 2.0 23.445 1 20 561 580 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
sly-miR166.3-3p Solyc02g069830.2.1 2.0 19.296 1 20 619 638 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
sly-miR166.3-3p Solyc02g024070.2.1 2.0 21.121 1 20 809 828 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
sly-miR166.3-3p Solyc05g008940.2.1 2.5 19.602 1 20 1007 1026 UCGGACCAGGCUUCAUUCCC GAGAAGGAAGCCUGGUUCGA Clivagem 
sly-miR166a.1-3p Solyc12g044410.1.1 1.5 19.251 1 20 549 568 UCGGACCAGGCUUCAUUCCC UGGAAUGAAGCCUGGUCCGG Clivagem 
sly-miR166a.1-3p Solyc03g120910.2.1 1.5 19.503 1 20 850 869 UCGGACCAGGCUUCAUUCCC UGGAAUGAAGCCUGGUCCGG Clivagem 
sly-miR166a.1-3p Solyc11g069470.1.1 2.0 23.445 1 20 561 580 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
sly-miR166a.1-3p Solyc02g069830.2.1 2.0 19.296 1 20 619 638 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
sly-miR166a.1-3p Solyc02g024070.2.1 2.0 21.121 1 20 809 828 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
sly-miR166a.1-3p Solyc05g008940.2.1 2.5 19.602 1 20 1007 1026 UCGGACCAGGCUUCAUUCCC GAGAAGGAAGCCUGGUUCGA Clivagem 
sly-miR166a.2-3p Solyc12g044410.1.1 1.5 19.251 1 20 549 568 UCGGACCAGGCUUCAUUCCC UGGAAUGAAGCCUGGUCCGG Clivagem 
sly-miR166a.2-3p Solyc03g120910.2.1 1.5 19.503 1 20 850 869 UCGGACCAGGCUUCAUUCCC UGGAAUGAAGCCUGGUCCGG Clivagem 
sly-miR166a.2-3p Solyc11g069470.1.1 2.0 23.445 1 20 561 580 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
sly-miR166a.2-3p Solyc02g069830.2.1 2.0 19.296 1 20 619 638 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
sly-miR166a.2-3p Solyc02g024070.2.1 2.0 21.121 1 20 809 828 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
sly-miR166a.2-3p Solyc05g008940.2.1 2.5 19.602 1 20 1007 1026 UCGGACCAGGCUUCAUUCCC GAGAAGGAAGCCUGGUUCGA Clivagem 
sly-miR166a.2-5p Solyc04g009040.2.1 2.0 15.585 1 21 2560 2580 GGAAUGUUGUUUGGCUCGAGG UCUCAAGCCAAGCAACAUUCU Clivagem 
sly-miR166a.2-5p Solyc10g083980.1.1 3.0 17.337 1 21 366 386 GGAAUGUUGUUUGGCUCGAGG CUUCGAGCCAUAUGACAUUCU Tradução 
sly-miR166a.2-5p Solyc06g076910.1.1 2.5 14.055 1 21 2547 2567 GGAAUGUUGUUUGGCUCGAGG UCUUAAGCCAAGCAACAUUCU Clivagem 
sly-miR166a.2-5p Solyc08g006420.2.1 3.0 19.264 1 20 754 773 GGAAUGUUGUUUGGCUCGAG AGCGAGCCAAACAAUGUUCC Clivagem 
sly-miR166a.2-5p Solyc07g065860.2.1 2.5 11.467 1 20 2938 2957 GGAAUGUUGUUUGGCUCGAG CUCGAUCCAAAUGACAUUCU Clivagem 
sly-miR166a.2-5p Solyc04g050170.2.1 3.0 20.985 1 21 2522 2542 GGAAUGUUGUUUGGCUCGAGG CGUCAAGUCAAACAACAUUCU Clivagem 
sly-miR166a.2-5p Solyc09g064440.2.1 3.0 19.976 1 21 822 842 GGAAUGUUGUUUGGCUCGAGG UCUUGAGCUGAAAGACAUUCC Tradução 
sly-miR166a.2-5p Solyc09g060080.2.1 3.0 18.271 1 21 5506 5526 GGAAUGUUGUUUGGCUCGAGG UCUCAAGCUGAACAACGUUCU Clivagem 
sly-miR166a.2-5p Solyc01g080410.2.1 3.0 12.049 1 21 34 54 GGAAUGUUGUUUGGCUCGAGG UUUCGAGCAAAUCAAUAUUCC Tradução 
sly-miR166a.2-5p Solyc02g088300.2.1 3.0 12.934 1 21 1422 1442 GGAAUGUUGUUUGGCUCGAGG UCUUGAGCCCAAAAAUAUUCC Tradução 
sly-miR166a.2-5p Solyc12g087920.1.1 3.0 10.888 1 20 378 397 GGAAUGUUGUUUGGCUCGAG CUCGAAUCAAUCAAUAUUCC Tradução 
sly-miR166a.3-3p Solyc12g044410.1.1 1.5 19.251 1 20 549 568 UCGGACCAGGCUUCAUUCCC UGGAAUGAAGCCUGGUCCGG Clivagem 
sly-miR166a.3-3p Solyc03g120910.2.1 1.5 19.503 1 20 850 869 UCGGACCAGGCUUCAUUCCC UGGAAUGAAGCCUGGUCCGG Clivagem 
sly-miR166a.3-3p Solyc11g069470.1.1 2.0 23.445 1 20 561 580 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
sly-miR166a.3-3p Solyc02g069830.2.1 2.0 19.296 1 20 619 638 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
sly-miR166a.3-3p Solyc02g024070.2.1 2.0 21.121 1 20 809 828 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
sly-miR166a.3-3p Solyc05g008940.2.1 2.5 19.602 1 20 1007 1026 UCGGACCAGGCUUCAUUCCC GAGAAGGAAGCCUGGUUCGA Clivagem 
sly-miR166a.4-3p Solyc12g044410.1.1 1.5 19.251 1 20 549 568 UCGGACCAGGCUUCAUUCCC UGGAAUGAAGCCUGGUCCGG Clivagem 
sly-miR166a.4-3p Solyc03g120910.2.1 1.5 19.503 1 20 850 869 UCGGACCAGGCUUCAUUCCC UGGAAUGAAGCCUGGUCCGG Clivagem 
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sly-miR166a.4-3p Solyc11g069470.1.1 2.0 23.445 1 20 561 580 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
sly-miR166a.4-3p Solyc02g069830.2.1 2.0 19.296 1 20 619 638 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
sly-miR166a.4-3p Solyc02g024070.2.1 2.0 21.121 1 20 809 828 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
sly-miR166a.4-3p Solyc05g008940.2.1 2.5 19.602 1 20 1007 1026 UCGGACCAGGCUUCAUUCCC GAGAAGGAAGCCUGGUUCGA Clivagem 
sly-miR166a.4-5p Solyc10g083980.1.1 3.0 17.337 1 21 366 386 GGAAUGUUGUCUGGCUCGAGG CUUCGAGCCAUAUGACAUUCU Tradução 
sly-miR166a.4-5p Solyc04g012110.1.1 3.0 15.073 1 21 1755 1775 GGAAUGUUGUCUGGCUCGAGG CCUAAAGCCAGACAACGUUCU Clivagem 
sly-miR166a.4-5p Solyc04g009640.2.1 3.0 15.223 1 21 2989 3009 GGAAUGUUGUCUGGCUCGAGG CCUCAAGCCAGCCAACGUUCU Tradução 
sly-miR166a.4-5p Solyc03g026340.2.1 3.0 17.36 1 21 599 619 GGAAUGUUGUCUGGCUCGAGG UCUUAAGCCAGAGAACAUUCU Tradução 
sly-miR166a.4-5p Solyc07g024070.1.1 3.0 15.698 1 21 1504 1524 GGAAUGUUGUCUGGCUCGAGG UCUCAAUCUGGACAACAUUCC Clivagem 
sly-miR166a.4-5p Solyc04g009040.2.1 3.0 15.585 1 21 2560 2580 GGAAUGUUGUCUGGCUCGAGG UCUCAAGCCAAGCAACAUUCU Tradução 
sly-miR166g-3p Solyc12g044410.1.1 1.5 19.251 1 20 549 568 UCGGACCAGGCUUCAUUCCU UGGAAUGAAGCCUGGUCCGG Clivagem 
sly-miR166g-3p Solyc03g120910.2.1 1.5 19.503 1 20 850 869 UCGGACCAGGCUUCAUUCCU UGGAAUGAAGCCUGGUCCGG Clivagem 
sly-miR166g-3p Solyc11g069470.1.1 2.0 23.445 1 20 561 580 UCGGACCAGGCUUCAUUCCU UGGGAUGAAGCCUGGUCCGG Clivagem 
sly-miR166g-3p Solyc02g069830.2.1 2.0 19.296 1 20 619 638 UCGGACCAGGCUUCAUUCCU UGGGAUGAAGCCUGGUCCGG Clivagem 
sly-miR166g-3p Solyc02g024070.2.1 2.0 21.121 1 20 809 828 UCGGACCAGGCUUCAUUCCU UGGGAUGAAGCCUGGUCCGG Clivagem 
sly-miR166g-3p Solyc07g045410.1.1 2.5 18.926 1 20 522 541 UCGGACCAGGCUUCAUUCCU AGGUAUCAAGCCUGGUUCGA Clivagem 
sly-miR166g-3p Solyc03g121640.2.1 3.0 13.824 1 20 663 681 UCGGACCAGGCUUCAUUCCU AGGAAUGAAGCUUGG-CCGA Clivagem 
sly-miR166g-3p Solyc10g078750.1.1 3.0 19.779 1 20 22 40 UCGGACCAGGCUUCAUUCCU AGGAAUGGAGC-UGGUUCGA Tradução 
sly-miR167a.1-5p Solyc03g007790.2.1 3.0 21.107 1 22 694 715 UGAAGCUGCCAGCAUGAUCUAA UUAGAUCAAGCUGGAAGCUUUG Clivagem 
sly-miR167a.1-5p Solyc06g035710.1.1 3.0 18.905 1 21 1061 1081 UGAAGCUGCCAGCAUGAUCUA UAGGGCUUGCUGGCAGCUUCG Clivagem 
sly-miR167a.1-5p Solyc06g036780.2.1 3.0 21.536 1 20 898 917 UGAAGCUGCCAGCAUGAUCU UGAUUCUGCUGGUAGCUUCA Clivagem 
sly-miR167a.1-5p Solyc04g073990.2.1 3.0 17.218 1 22 1083 1104 UGAAGCUGCCAGCAUGAUCUAA UGAGAAUAUGCUGGUGGCUUUA Clivagem 
sly-miR167a.1-5p Solyc04g077220.2.1 3.0 18.991 1 20 300 319 UGAAGCUGCCAGCAUGAUCU AGAUCAUGCUAGUAGUUUUG Tradução 
sly-miR167a.2-3p Solyc03g111180.2.1 3.0 20.235 1 20 1499 1518 GAUCAUGUGGUUGCUUCACC UGUGAAGCAUUCAUAUGAUC Tradução 
sly-miR167a.2-3p Solyc03g095940.1.1 2.5 19.129 1 20 291 310 GAUCAUGUGGUUGCUUCACC GGUGGAGCUACAACAUGAUC Tradução 
sly-miR167a.2-3p Solyc04g082510.2.1 3.0 17.789 1 20 1381 1400 GAUCAUGUGGUUGCUUCACC UGUAAAGCAAACACAUGAUC Tradução 
sly-miR167a.2-5p Solyc03g007790.2.1 3.0 21.107 1 22 694 715 UGAAGCUGCCAGCAUGAUCUAA UUAGAUCAAGCUGGAAGCUUUG Clivagem 
sly-miR167a.2-5p Solyc06g035710.1.1 3.0 18.905 1 21 1061 1081 UGAAGCUGCCAGCAUGAUCUA UAGGGCUUGCUGGCAGCUUCG Clivagem 
sly-miR167a.2-5p Solyc06g036780.2.1 3.0 21.536 1 20 898 917 UGAAGCUGCCAGCAUGAUCU UGAUUCUGCUGGUAGCUUCA Clivagem 
sly-miR167a.2-5p Solyc04g073990.2.1 3.0 17.218 1 22 1083 1104 UGAAGCUGCCAGCAUGAUCUAA UGAGAAUAUGCUGGUGGCUUUA Clivagem 
sly-miR167a.2-5p Solyc04g077220.2.1 3.0 18.991 1 20 300 319 UGAAGCUGCCAGCAUGAUCU AGAUCAUGCUAGUAGUUUUG Tradução 
sly-miR167c-5p Solyc06g035710.1.1 3.0 18.905 1 21 1061 1081 UGAAGCUGCCAGCAUGAUCUA UAGGGCUUGCUGGCAGCUUCG Clivagem 
sly-miR167c-5p Solyc03g007790.2.1 3.0 21.107 1 21 695 715 UGAAGCUGCCAGCAUGAUCUA UAGAUCAAGCUGGAAGCUUUG Clivagem 
sly-miR167c-5p Solyc06g036780.2.1 3.0 21.536 1 20 898 917 UGAAGCUGCCAGCAUGAUCU UGAUUCUGCUGGUAGCUUCA Clivagem 
sly-miR167c-5p Solyc04g077220.2.1 3.0 18.991 1 20 300 319 UGAAGCUGCCAGCAUGAUCU AGAUCAUGCUAGUAGUUUUG Tradução 
 228 
 
sly-miR167c-5p Solyc04g073990.2.1 3.0 17.218 1 20 1085 1104 UGAAGCUGCCAGCAUGAUCU AGAAUAUGCUGGUGGCUUUA Clivagem 
sly-miR167h.1-5p Solyc01g088380.1.1 1.5 21.576 1 20 1503 1522 AGCAGUUGAAGCUGCCAGCA UGCUGGCAGCUUCAGUUGUU Clivagem 
sly-miR167h.1-5p Solyc10g055620.1.1 3.0 16.604 1 22 537 558 AGCAGUUGAAGCUGCCAGCAUG UAUGCUGGUAACCUCAGCUGCU Tradução 
sly-miR167h.1-5p Solyc04g009700.2.1 3.0 19.507 1 20 353 372 AGCAGUUGAAGCUGCCAGCA UGUUGGUAGCAUUAGCUGCU Tradução 
sly-miR167h.1-5p Solyc09g005340.2.1 3.0 15.12 1 24 193 216 AGCAGUUGAAGCUGCCAGCAUGAU AUGUUGAUGUCAGUUUCAACUGUU Clivagem 
sly-miR167h.1-5p Solyc09g005330.2.1 3.0 15.12 1 24 2995 3018 AGCAGUUGAAGCUGCCAGCAUGAU AUGUUGAUGUCAGUUUCAACUGUU Clivagem 
sly-miR167h.1-5p Solyc10g083790.1.1 3.0 16.232 1 22 1473 1494 AGCAGUUGAAGCUGCCAGCAUG CUUGUUGGAAGCUACAAUUGCU Tradução 
sly-miR167h.1-5p Solyc02g021620.2.1 3.0 23.987 1 20 1483 1502 AGCAGUUGAAGCUGCCAGCA UGUUGACCGCUUCAAUUGCU Clivagem 
sly-miR167h.1-5p Solyc05g013280.2.1 3.0 14.666 1 20 1306 1325 AGCAGUUGAAGCUGCCAGCA UGCUUGCAUUUUCAAUUGCU Clivagem 
sly-miR167h.2-3p Solyc07g005780.1.1 3.0 13.858 1 24 198 221 AUCAUGCUGGCAGCUUCAACUGCU AGAAGUUGAAGCUGAUACCAUGAU Tradução 
sly-miR167h.2-3p Solyc07g066610.2.1 3.0 17.241 1 21 1515 1535 AUCAUGCUGGCAGCUUCAACU AGUUGGAGUGGCUAGCGUGAU Clivagem 
sly-miR167h.3-3p Solyc07g005780.1.1 3.0 13.858 1 24 198 221 AUCAUGCUGGCAGCUUCAACUGCU AGAAGUUGAAGCUGAUACCAUGAU Tradução 
sly-miR167h.3-3p Solyc07g066610.2.1 3.0 17.241 1 21 1515 1535 AUCAUGCUGGCAGCUUCAACU AGUUGGAGUGGCUAGCGUGAU Clivagem 
sly-miR168-5p Solyc01g110090.1.1 3.0 19.411 1 21 132 152 AUUCAGUUGAUGCAAGGCGGG UCCGUUUUGCAUCGACUGUAU Clivagem 
sly-miR168-5p Solyc10g083610.1.1 3.0 17.646 1 20 627 646 AUUCAGUUGAUGCAAGGCGG CCGUAUUCCAUCAAUUGAAU Clivagem 
sly-miR168a.1-3p Solyc05g015840.2.1 3.0 17.066 1 20 614 633 CCUGCCUUGCAUCAACUGAA UCCAGUUCAUGCAAGGCAGU Clivagem 
sly-miR168a.1-5p Solyc06g072300.2.1 2.5 23.686 1 20 378 397 UCGCUUGGUGCAGGUCGGGA UCCCGAGCUGCACCAAGCAA Clivagem 
sly-miR168a.2-3p Solyc06g076700.1.1 3.0 22.499 1 20 873 892 CCCGCCUUGCAUCAACUGAA UUCAGUUGAUGCAGGGCGAU Clivagem 
sly-miR168a.2-3p Solyc03g051780.1.1 3.0 24.881 1 20 333 352 CCCGCCUUGCAUCAACUGAA UUUAGGUGAUGCUAGGUGGG Clivagem 
sly-miR168a.2-5p Solyc06g072300.2.1 2.5 23.686 1 20 378 397 UCGCUUGGUGCAGGUCGGGA UCCCGAGCUGCACCAAGCAA Clivagem 
sly-miR169a.1-5p Solyc08g062210.2.1 2.5 19.433 1 21 1100 1120 CAGCCAAGGAUGACUUGCCGA UCGGCAGUUCAUCCUUGGCUA Clivagem 
sly-miR169a.1-5p Solyc03g121940.2.1 2.5 17.526 1 20 1022 1041 CAGCCAAGGAUGACUUGCCG UGGGAAGUCAUCCUUGGCUA Clivagem 
sly-miR169a.1-5p Solyc01g008490.2.1 2.5 23.6 1 20 1058 1077 CAGCCAAGGAUGACUUGCCG UGGCAAUUCAUCCUUGGCUU Clivagem 
sly-miR169a.1-5p Solyc08g075730.2.1 3.0 19.44 1 20 584 603 CAGCCAAGGAUGACUUGCCG CCGCAAGUUAUUAUUGGCUG Clivagem 
sly-miR169a.1-5p Solyc09g075020.2.1 3.0 13.726 1 20 3006 3025 CAGCCAAGGAUGACUUGCCG UGGCAAGUGAUUAUUGGCUG Clivagem 
sly-miR169a.2-3p Solyc09g090150.2.1 2.5 17.58 1 20 576 595 GGCAAGUUGUUCUUGGCUAU AUGGACAAGAACAACUUGUU Clivagem 
sly-miR169a.2-3p Solyc09g009970.2.1 2.5 17.179 1 20 706 725 GGCAAGUUGUUCUUGGCUAU AUGGCCAAGAAGAAUUUGUC Tradução 
sly-miR169a.2-3p Solyc09g091590.2.1 3.0 17.689 1 21 865 885 GGCAAGUUGUUCUUGGCUAUA UAUAGGCAAGAAGAAUUUGCU Tradução 
sly-miR169a.2-3p Solyc02g076710.2.1 3.0 9.584 1 20 1470 1489 GGCAAGUUGUUCUUGGCUAU AUGGCCAAGUACAACUUACC Tradução 
sly-miR169a.2-3p Solyc06g075250.2.1 3.0 14.207 1 20 1555 1574 GGCAAGUUGUUCUUGGCUAU AUGGACAAGGACAAUUUGCU Clivagem 
sly-miR169a.2-3p Solyc07g019590.1.1 3.0 19.081 1 20 518 537 GGCAAGUUGUUCUUGGCUAU AUAGUCAAAAUCAACUUGCU Tradução 
sly-miR169a.2-3p Solyc08g014380.1.1 3.0 13.63 1 20 1141 1160 GGCAAGUUGUUCUUGGCUAU AUAGACAAGCAUGACUUGCC Tradução 
sly-miR169b.1-3p Solyc09g090150.2.1 2.5 17.58 1 20 576 595 GGCAAGUUGUUCUUGGCUAU AUGGACAAGAACAACUUGUU Clivagem 
sly-miR169b.1-3p Solyc09g009970.2.1 2.5 17.179 1 20 706 725 GGCAAGUUGUUCUUGGCUAU AUGGCCAAGAAGAAUUUGUC Tradução 
sly-miR169b.1-3p Solyc09g091590.2.1 3.0 17.689 1 21 865 885 GGCAAGUUGUUCUUGGCUAUA UAUAGGCAAGAAGAAUUUGCU Tradução 
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sly-miR169b.1-3p Solyc02g076710.2.1 3.0 9.584 1 20 1470 1489 GGCAAGUUGUUCUUGGCUAU AUGGCCAAGUACAACUUACC Tradução 
sly-miR169b.1-3p Solyc06g075250.2.1 3.0 14.207 1 20 1555 1574 GGCAAGUUGUUCUUGGCUAU AUGGACAAGGACAAUUUGCU Clivagem 
sly-miR169b.1-3p Solyc07g019590.1.1 3.0 19.081 1 20 518 537 GGCAAGUUGUUCUUGGCUAU AUAGUCAAAAUCAACUUGCU Tradução 
sly-miR169b.1-3p Solyc08g014380.1.1 3.0 13.63 1 20 1141 1160 GGCAAGUUGUUCUUGGCUAU AUAGACAAGCAUGACUUGCC Tradução 
sly-miR169b.1-5p Solyc08g062210.2.1 2.5 19.433 1 21 1100 1120 CAGCCAAGGAUGACUUGCCGG UCGGCAGUUCAUCCUUGGCUA Clivagem 
sly-miR169b.1-5p Solyc03g121940.2.1 2.5 17.526 1 20 1022 1041 CAGCCAAGGAUGACUUGCCG UGGGAAGUCAUCCUUGGCUA Clivagem 
sly-miR169b.1-5p Solyc01g008490.2.1 2.5 23.6 1 20 1058 1077 CAGCCAAGGAUGACUUGCCG UGGCAAUUCAUCCUUGGCUU Clivagem 
sly-miR169b.1-5p Solyc08g075730.2.1 3.0 19.44 1 20 584 603 CAGCCAAGGAUGACUUGCCG CCGCAAGUUAUUAUUGGCUG Clivagem 
sly-miR169b.1-5p Solyc09g075020.2.1 3.0 13.726 1 20 3006 3025 CAGCCAAGGAUGACUUGCCG UGGCAAGUGAUUAUUGGCUG Clivagem 
sly-miR169b.2-5p Solyc08g062210.2.1 2.5 19.433 1 21 1100 1120 CAGCCAAGGAUGACUUGCCGG UCGGCAGUUCAUCCUUGGCUA Clivagem 
sly-miR169b.2-5p Solyc03g121940.2.1 2.5 17.526 1 20 1022 1041 CAGCCAAGGAUGACUUGCCG UGGGAAGUCAUCCUUGGCUA Clivagem 
sly-miR169b.2-5p Solyc01g008490.2.1 2.5 23.6 1 20 1058 1077 CAGCCAAGGAUGACUUGCCG UGGCAAUUCAUCCUUGGCUU Clivagem 
sly-miR169b.2-5p Solyc08g075730.2.1 3.0 19.44 1 20 584 603 CAGCCAAGGAUGACUUGCCG CCGCAAGUUAUUAUUGGCUG Clivagem 
sly-miR169b.2-5p Solyc09g075020.2.1 3.0 13.726 1 20 3006 3025 CAGCCAAGGAUGACUUGCCG UGGCAAGUGAUUAUUGGCUG Clivagem 
sly-miR169b.3-5p Solyc08g062210.2.1 2.5 19.433 1 21 1100 1120 CAGCCAAGGAUGACUUGCCGG UCGGCAGUUCAUCCUUGGCUA Clivagem 
sly-miR169b.3-5p Solyc03g121940.2.1 2.5 17.526 1 20 1022 1041 CAGCCAAGGAUGACUUGCCG UGGGAAGUCAUCCUUGGCUA Clivagem 
sly-miR169b.3-5p Solyc01g008490.2.1 2.5 23.6 1 20 1058 1077 CAGCCAAGGAUGACUUGCCG UGGCAAUUCAUCCUUGGCUU Clivagem 
sly-miR169b.3-5p Solyc08g075730.2.1 3.0 19.44 1 20 584 603 CAGCCAAGGAUGACUUGCCG CCGCAAGUUAUUAUUGGCUG Clivagem 
sly-miR169b.3-5p Solyc09g075020.2.1 3.0 13.726 1 20 3006 3025 CAGCCAAGGAUGACUUGCCG UGGCAAGUGAUUAUUGGCUG Clivagem 
sly-miR169d-3p Solyc09g057710.2.1 3.0 19.054 1 21 1414 1434 GCAGGUCAUCUUUAGCUAACU AGUUCCCUGAGGAUGACCUGC Clivagem 
sly-miR169d-3p Solyc05g006320.2.1 3.0 14.304 1 21 373 393 GCAGGUCAUCUUUAGCUAACU GGCUUGGUAAAGAUGACCUGC Clivagem 
sly-miR169d-5p Solyc03g121940.2.1 2.5 17.526 1 20 1022 1041 UAGCCAAGGAUGACUUGUCU UGGGAAGUCAUCCUUGGCUA Clivagem 
sly-miR169d-5p Solyc08g062210.2.1 3.0 19.433 1 20 1101 1120 UAGCCAAGGAUGACUUGUCU CGGCAGUUCAUCCUUGGCUA Clivagem 
sly-miR169d-5p Solyc01g087240.2.1 3.0 21.55 1 20 1161 1180 UAGCCAAGGAUGACUUGUCU AGGCAAUUCAUUCUUGGCUU Clivagem 
sly-miR169d-5p Solyc10g012030.2.1 3.0 16.21 1 20 2064 2083 UAGCCAAGGAUGACUUGUCU ACACAAGUCAUCCUUGCCUG Clivagem 
sly-miR169d-5p Solyc03g046280.1.1 3.0 19.694 1 20 108 127 UAGCCAAGGAUGACUUGUCU AGAGAAGAUGUCCUUGGCUA Clivagem 
sly-miR169d-5p Solyc09g009230.1.1 3.0 12.279 1 20 882 901 UAGCCAAGGAUGACUUGUCU AGAAGAGACAUUCUUGGCUA Clivagem 
sly-miR169d-5p Solyc09g018030.2.1 3.0 10.327 1 20 140 159 UAGCCAAGGAUGACUUGUCU AUACAAGUGAUCUUUGGUUA Clivagem 
sly-miR169e-3p Solyc00g016470.1.1 2.5 15.547 1 20 60 79 UGGCAAGCAUCUUUGGCGAC GUUGUCAAAGAUGCUUGCUU Clivagem 
sly-miR169e-3p Solyc06g082560.1.1 2.5 10.104 1 21 2459 2479 UGGCAAGCAUCUUUGGCGACU AGUUAUCAAAGAUGCUUGUCA Clivagem 
sly-miR169e-3p Solyc11g050840.1.1 3.0 24.74 1 21 248 268 UGGCAAGCAUCUUUGGCGACU AGCCGCCAAAGAUGGUUGCUA Clivagem 
sly-miR169e-3p Solyc03g124000.1.1 3.0 18.514 1 21 1474 1494 UGGCAAGCAUCUUUGGCGACU AGUGGUGAAAGAUGCUUGCCG Clivagem 
sly-miR169e-3p Solyc03g115000.2.1 3.0 13.677 1 19 93 112 UGGCAAGCAU-CUUUGGCGA UCGUCAAAGUAUGCUUGCUA Tradução 
sly-miR169e-5p Solyc03g121940.2.1 2.0 17.526 1 20 1022 1041 UAGCCAAGGAUGACUUGCCU UGGGAAGUCAUCCUUGGCUA Clivagem 
sly-miR169e-5p Solyc08g062210.2.1 2.5 19.433 1 20 1101 1120 UAGCCAAGGAUGACUUGCCU CGGCAGUUCAUCCUUGGCUA Clivagem 
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sly-miR169e-5p Solyc01g087240.2.1 2.5 21.55 1 20 1161 1180 UAGCCAAGGAUGACUUGCCU AGGCAAUUCAUUCUUGGCUU Clivagem 
sly-miR169e-5p Solyc06g068930.1.1 3.0 24.402 1 20 588 607 UAGCCAAGGAUGACUUGCCU UCGCAAGGCAUCCUUGGCUA Clivagem 
sly-miR169e-5p Solyc01g008490.2.1 3.0 23.6 1 20 1058 1077 UAGCCAAGGAUGACUUGCCU UGGCAAUUCAUCCUUGGCUU Clivagem 
sly-miR169e-5p Solyc01g006930.2.1 3.0 24.426 1 22 1316 1337 UAGCCAAGGAUGACUUGCCUUU AUGGGCAGUUCAUCCUUGGCUU Clivagem 
sly-miR169e-5p Solyc12g006040.1.1 3.0 15.123 1 22 10 31 UAGCCAAGGAUGACUUGCCUUU AUAGGUAAGACAACUUUGGCUA Tradução 
sly-miR169f.1-5p Solyc03g121940.2.1 2.0 17.526 1 20 1022 1041 UAGCCAAGGAUGACUUGCCU UGGGAAGUCAUCCUUGGCUA Clivagem 
sly-miR169f.1-5p Solyc01g006930.2.1 3.0 24.426 1 21 1317 1337 UAGCCAAGGAUGACUUGCCUA UGGGCAGUUCAUCCUUGGCUU Clivagem 
sly-miR169f.1-5p Solyc08g062210.2.1 2.5 19.433 1 21 1100 1120 UAGCCAAGGAUGACUUGCCUA UCGGCAGUUCAUCCUUGGCUA Clivagem 
sly-miR169f.1-5p Solyc01g087240.2.1 2.5 21.55 1 20 1161 1180 UAGCCAAGGAUGACUUGCCU AGGCAAUUCAUUCUUGGCUU Clivagem 
sly-miR169f.1-5p Solyc06g068930.1.1 3.0 24.402 1 20 588 607 UAGCCAAGGAUGACUUGCCU UCGCAAGGCAUCCUUGGCUA Clivagem 
sly-miR169f.1-5p Solyc12g006040.1.1 3.0 15.123 1 21 11 31 UAGCCAAGGAUGACUUGCCUA UAGGUAAGACAACUUUGGCUA Tradução 
sly-miR169f.1-5p Solyc01g008490.2.1 3.0 23.6 1 20 1058 1077 UAGCCAAGGAUGACUUGCCU UGGCAAUUCAUCCUUGGCUU Clivagem 
sly-miR169g-5p Solyc01g087240.2.1 2.5 21.55 1 21 1160 1180 UAGCCAAGGAUGACUUGCCUG CAGGCAAUUCAUUCUUGGCUU Clivagem 
sly-miR169g-5p Solyc03g121940.2.1 2.0 17.526 1 20 1022 1041 UAGCCAAGGAUGACUUGCCU UGGGAAGUCAUCCUUGGCUA Clivagem 
sly-miR169g-5p Solyc06g068930.1.1 3.0 24.402 1 22 586 607 UAGCCAAGGAUGACUUGCCUGC GCUCGCAAGGCAUCCUUGGCUA Clivagem 
sly-miR169g-5p Solyc08g062210.2.1 2.5 19.433 1 20 1101 1120 UAGCCAAGGAUGACUUGCCU CGGCAGUUCAUCCUUGGCUA Clivagem 
sly-miR169g-5p Solyc01g006930.2.1 3.0 24.426 1 21 1317 1337 UAGCCAAGGAUGACUUGCCUG UGGGCAGUUCAUCCUUGGCUU Clivagem 
sly-miR169g-5p Solyc01g008490.2.1 3.0 23.6 1 20 1058 1077 UAGCCAAGGAUGACUUGCCU UGGCAAUUCAUCCUUGGCUU Clivagem 
sly-miR169g-5p Solyc12g006040.1.1 3.0 15.123 1 21 11 31 UAGCCAAGGAUGACUUGCCUG UAGGUAAGACAACUUUGGCUA Tradução 
sly-miR169m-5p Solyc09g075020.2.1 2.5 13.726 1 20 3006 3025 UAGCCAAAAAUGACUUGCCA UGGCAAGUGAUUAUUGGCUG Clivagem 
sly-miR169m-5p Solyc03g121940.2.1 3.0 17.526 1 20 1022 1041 UAGCCAAAAAUGACUUGCCA UGGGAAGUCAUCCUUGGCUA Tradução 
sly-miR170.1-3p Solyc08g078800.1.1 1.0 18.525 1 21 396 416 UGAUUGAGCCGUGUCAAUAUC GAUAUUGGCGCGGCUCAAUCA Clivagem 
sly-miR170.1-3p Solyc01g090950.2.1 1.0 21.062 1 21 1570 1590 UGAUUGAGCCGUGUCAAUAUC GAUAUUGGCGCGGCUCAAUCA Clivagem 
sly-miR170.1-3p Solyc02g085600.1.1 2.5 19.998 1 21 585 605 UGAUUGAGCCGUGUCAAUAUC GAUACUGGCACGCCUCAAUCA Tradução 
sly-miR170.1-3p Solyc08g081890.2.1 3.0 17.791 1 20 3647 3666 UGAUUGAGCCGUGUCAAUAU AUAUUGGCAUGGCUCUAUCG Clivagem 
sly-miR170.1-3p Solyc10g062220.1.1 3.0 15.173 1 21 154 174 UGAUUGAGCCGUGUCAAUAUC GAUAUUGAUACGCGUCGAUCA Tradução 
sly-miR170.1-3p Solyc01g089950.2.1 3.0 12.514 1 19 8 27 UGAUUGAGCCG-UGUCAAUA UAUUGAUAGCGGUUCAAUCA Clivagem 
sly-miR170.2-3p Solyc08g078800.1.1 0.5 18.525 1 20 397 416 UGAUUGAGCCGUGCCAAUAU AUAUUGGCGCGGCUCAAUCA Clivagem 
sly-miR170.2-3p Solyc01g090950.2.1 0.5 21.062 1 20 1571 1590 UGAUUGAGCCGUGCCAAUAU AUAUUGGCGCGGCUCAAUCA Clivagem 
sly-miR170.2-3p Solyc08g081890.2.1 2.5 17.791 1 20 3647 3666 UGAUUGAGCCGUGCCAAUAU AUAUUGGCAUGGCUCUAUCG Clivagem 
sly-miR170.2-3p Solyc02g085600.1.1 2.0 19.998 1 20 586 605 UGAUUGAGCCGUGCCAAUAU AUACUGGCACGCCUCAAUCA Tradução 
sly-miR170.2-3p Solyc09g011070.1.1 3.0 17.25 1 20 583 602 UGAUUGAGCCGUGCCAAUAU AUAUUGGCAUGGGUUGAUUA Clivagem 
sly-miR171b.1-3p Solyc08g078800.1.1 1.5 16.529 1 20 394 413 UUGAGCCGUGCCAAUAUCAC AUGAUAUUGGCGCGGCUCAA Clivagem 
sly-miR171b.1-3p Solyc11g013150.1.1 1.5 24.025 1 20 379 398 UUGAGCCGUGCCAAUAUCAC GUGAUAUUGGUUCGGCUCAA Tradução 
sly-miR171b.1-3p Solyc01g090950.2.1 1.5 20.723 1 20 1568 1587 UUGAGCCGUGCCAAUAUCAC GGGAUAUUGGCGCGGCUCAA Clivagem 
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sly-miR171b.1-3p Solyc02g085600.1.1 2.5 19.003 1 21 582 602 UUGAGCCGUGCCAAUAUCACG UGUGAUACUGGCACGCCUCAA Clivagem 
sly-miR171b.1-3p Solyc03g025700.1.1 2.5 13.757 1 20 746 765 UUGAGCCGUGCCAAUAUCAC GUGAUAUUGUUAAGGCUCAA Tradução 
sly-miR171b.1-5p Solyc03g025730.2.1 3.0 23.331 1 20 141 160 AGAUAUUGGUGCGGUUCAAU AUUGGAGCGCGUCAAUGUCU Clivagem 
sly-miR171b.1-5p Solyc05g008610.2.1 3.0 13.975 1 20 157 176 AGAUAUUGGUGCGGUUCAAU GUUGAACUGAAUCAAUGUCU Tradução 
sly-miR171b.1-5p Solyc11g062440.1.1 2.5 24.927 1 20 281 300 AGAUAUUGGUGCGGUUCAAU AUGGAACUGCAGCAAUAUCU Tradução 
sly-miR171b.1-5p Solyc07g064260.2.1 3.0 17.443 1 20 1090 1109 AGAUAUUGGUGCGGUUCAAU AUGGAACUGCUCCAAUGUCU Tradução 
sly-miR171b.1-5p Solyc10g084180.1.1 3.0 10.974 1 20 1004 1023 AGAUAUUGGUGCGGUUCAAU AUUCGACCACACCAAUGUCU Clivagem 
sly-miR171b.1-5p Solyc12g017700.1.1 3.0 17.289 1 20 1091 1110 AGAUAUUGGUGCGGUUCAAU AUUUAAAAGCACCAAUAUCU Clivagem 
sly-miR171b.2-3p Solyc08g078800.1.1 1.5 16.529 1 20 394 413 UUGAGCCGUGCCAAUAUCAC AUGAUAUUGGCGCGGCUCAA Clivagem 
sly-miR171b.2-3p Solyc11g013150.1.1 1.5 24.025 1 20 379 398 UUGAGCCGUGCCAAUAUCAC GUGAUAUUGGUUCGGCUCAA Tradução 
sly-miR171b.2-3p Solyc01g090950.2.1 1.5 20.723 1 20 1568 1587 UUGAGCCGUGCCAAUAUCAC GGGAUAUUGGCGCGGCUCAA Clivagem 
sly-miR171b.2-3p Solyc02g085600.1.1 2.5 19.003 1 21 582 602 UUGAGCCGUGCCAAUAUCACG UGUGAUACUGGCACGCCUCAA Clivagem 
sly-miR171b.2-3p Solyc03g025700.1.1 2.5 13.757 1 20 746 765 UUGAGCCGUGCCAAUAUCAC GUGAUAUUGUUAAGGCUCAA Tradução 
sly-miR171b.3-3p Solyc08g078800.1.1 0.5 18.525 1 21 396 416 UGAUUGAGCCGUGCCAAUAUC GAUAUUGGCGCGGCUCAAUCA Clivagem 
sly-miR171b.3-3p Solyc01g090950.2.1 0.5 21.062 1 21 1570 1590 UGAUUGAGCCGUGCCAAUAUC GAUAUUGGCGCGGCUCAAUCA Clivagem 
sly-miR171b.3-3p Solyc02g085600.1.1 2.0 19.998 1 21 585 605 UGAUUGAGCCGUGCCAAUAUC GAUACUGGCACGCCUCAAUCA Tradução 
sly-miR171b.3-3p Solyc08g081890.2.1 2.5 17.791 1 20 3647 3666 UGAUUGAGCCGUGCCAAUAU AUAUUGGCAUGGCUCUAUCG Clivagem 
sly-miR171b.3-3p Solyc09g011070.1.1 3.0 17.25 1 20 583 602 UGAUUGAGCCGUGCCAAUAU AUAUUGGCAUGGGUUGAUUA Clivagem 
sly-miR171b.4-3p Solyc08g078800.1.1 1.5 16.529 1 20 394 413 UUGAGCCGUGCCAAUAUCAC AUGAUAUUGGCGCGGCUCAA Clivagem 
sly-miR171b.4-3p Solyc11g013150.1.1 1.5 24.025 1 20 379 398 UUGAGCCGUGCCAAUAUCAC GUGAUAUUGGUUCGGCUCAA Tradução 
sly-miR171b.4-3p Solyc01g090950.2.1 1.5 20.723 1 20 1568 1587 UUGAGCCGUGCCAAUAUCAC GGGAUAUUGGCGCGGCUCAA Clivagem 
sly-miR171b.4-3p Solyc02g085600.1.1 2.5 19.003 1 21 582 602 UUGAGCCGUGCCAAUAUCACG UGUGAUACUGGCACGCCUCAA Clivagem 
sly-miR171b.4-3p Solyc03g025700.1.1 2.5 13.757 1 20 746 765 UUGAGCCGUGCCAAUAUCAC GUGAUAUUGUUAAGGCUCAA Tradução 
sly-miR171c.1-3p Solyc08g078800.1.1 0.0 18.525 1 20 397 416 UGAUUGAGCCGCGCCAAUAU AUAUUGGCGCGGCUCAAUCA Clivagem 
sly-miR171c.1-3p Solyc01g090950.2.1 0.0 21.062 1 20 1571 1590 UGAUUGAGCCGCGCCAAUAU AUAUUGGCGCGGCUCAAUCA Clivagem 
sly-miR171c.1-3p Solyc02g085600.1.1 3.0 19.998 1 20 586 605 UGAUUGAGCCGCGCCAAUAU AUACUGGCACGCCUCAAUCA Tradução 
sly-miR171c.1-5p Solyc03g121740.1.1 2.5 15.696 1 21 731 751 UAUUGGUGCGGUUCAAUGAGA UUUCAUUGAAUUGCACUAAUG Clivagem 
sly-miR171c.1-5p Solyc03g081220.1.1 3.0 20.7 1 20 454 473 UAUUGGUGCGGUUCAAUGAG CUUGUUGAAUCGCACCAAGA Clivagem 
sly-miR171c.1-5p Solyc12g032950.1.1 3.0 17.969 1 20 1605 1624 UAUUGGUGCGGUUCAAUGAG CUAUUUGAAGCGCACCAAUA Tradução 
sly-miR171c.2-3p Solyc08g078800.1.1 1.0 18.525 1 21 396 416 AGAUUGAGCCGCGCCAAUAUC GAUAUUGGCGCGGCUCAAUCA Clivagem 
sly-miR171c.2-3p Solyc01g090950.2.1 1.0 21.062 1 21 1570 1590 AGAUUGAGCCGCGCCAAUAUC GAUAUUGGCGCGGCUCAAUCA Clivagem 
sly-miR171c.2-3p Solyc06g005170.2.1 3.0 7.741 1 20 14 33 AGAUUGAGCCGCGCCAAUAU AUAUGGGUGCUGCUCAAUUU Tradução 
sly-miR171c.3-3p Solyc08g078800.1.1 1.0 18.525 1 21 396 416 AGAUUGAGCCGCGCCAAUAUC GAUAUUGGCGCGGCUCAAUCA Clivagem 
sly-miR171c.3-3p Solyc01g090950.2.1 1.0 21.062 1 21 1570 1590 AGAUUGAGCCGCGCCAAUAUC GAUAUUGGCGCGGCUCAAUCA Clivagem 
sly-miR171c.3-3p Solyc06g005170.2.1 3.0 7.741 1 20 14 33 AGAUUGAGCCGCGCCAAUAU AUAUGGGUGCUGCUCAAUUU Tradução 
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sly-miR171c.3-5p Solyc11g005280.1.1 2.5 14.675 1 20 588 607 GAUGUUGGUGAGGUUCAAUC GAUUGAACCUCUCCAACGUG Tradução 
sly-miR171c.3-5p Solyc11g005300.1.1 2.5 14.542 1 20 615 634 GAUGUUGGUGAGGUUCAAUC GAUUGAACCUCUCCAACGUG Tradução 
sly-miR171c.3-5p Solyc01g014150.1.1 3.0 16.412 1 20 305 324 GAUGUUGGUGAGGUUCAAUC GAUGGAAUCUUACCAACAUA Clivagem 
sly-miR171c.3-5p Solyc05g054500.1.1 3.0 18.858 1 20 138 157 GAUGUUGGUGAGGUUCAAUC GAGUGAGUCUCAUCAACGUC Clivagem 
sly-miR171c.3-5p Solyc03g043910.2.1 3.0 16.698 1 20 260 279 GAUGUUGGUGAGGUUCAAUC GAUUCAUCUUCACCGACAUC Clivagem 
sly-miR171c.3-5p Solyc03g093760.1.1 3.0 22.453 1 20 568 587 GAUGUUGGUGAGGUUCAAUC GAGUGGAACUCACUAACAUC Clivagem 
sly-miR171f-3p Solyc11g013150.1.1 1.0 24.025 1 21 378 398 AUGAGCCGAACCAAUAUCACU AGUGAUAUUGGUUCGGCUCAA Clivagem 
sly-miR171f-3p Solyc07g063860.2.1 1.5 6.875 1 20 377 396 AUGAGCCGAACCAAUAUCAC UUGAUAUUGGUUUGGCUCAU Clivagem 
sly-miR171f-3p Solyc08g069180.2.1 2.5 21.349 1 21 1723 1743 AUGAGCCGAACCAAUAUCACU AGUGAUGUUGGUUUGGCUCGG Clivagem 
sly-miR171f-3p Solyc09g015520.2.1 3.0 14.405 1 21 2675 2695 AUGAGCCGAACCAAUAUCACU GGAGAUUUUGGUUUGGCUCGU Clivagem 
sly-miR171f-3p Solyc01g017140.1.1 3.0 13.154 1 20 209 228 AUGAGCCGAACCAAUAUCAC UUGUUAUUGCUUCGGCUCAU Tradução 
sly-miR171i-3p Solyc08g078800.1.1 1.5 18.525 1 21 396 416 GGAUUGAGCCGCGUCAAUAUC GAUAUUGGCGCGGCUCAAUCA Clivagem 
sly-miR171i-3p Solyc01g090950.2.1 1.5 21.062 1 21 1570 1590 GGAUUGAGCCGCGUCAAUAUC GAUAUUGGCGCGGCUCAAUCA Clivagem 
sly-miR171i-3p Solyc11g007610.1.1 3.0 14.195 1 20 842 861 GGAUUGAGCCGCGUCAAUAU AUGUUGAUGCGGUUGAAUCC Clivagem 
sly-miR171i-3p Solyc05g055610.2.1 3.0 17.284 1 21 440 460 GGAUUGAGCCGCGUCAAUAUC GAUAUUGAGGCAGCUCAAUUU Tradução 
sly-miR172d.10-5p Solyc04g049800.2.1 0.5 9.937 1 21 1107 1127 GAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCUC Clivagem 
sly-miR172d.10-5p Solyc11g072600.1.1 0.5 12.749 1 21 1278 1298 GAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCUC Clivagem 
sly-miR172d.10-5p Solyc06g075510.2.1 1.0 15.031 1 20 1513 1532 GAGAAUCUUGAUGAUGCUGC GCAGCAUCAUCAGGAUUCUU Clivagem 
sly-miR172d.10-5p Solyc03g044300.2.1 2.0 15.696 1 21 1374 1394 GAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCCC Clivagem 
sly-miR172d.10-5p Solyc09g007260.2.1 2.0 11.785 1 21 1513 1533 GAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCGC Clivagem 
sly-miR172d.10-5p Solyc02g093150.2.1 2.0 15.921 1 21 1562 1582 GAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCCC Clivagem 
sly-miR172d.10-5p Solyc02g064960.2.1 2.0 16.432 1 21 1734 1754 GAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCCC Clivagem 
sly-miR172d.10-5p Solyc10g084340.1.1 3.0 14.739 1 21 1242 1262 GAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCGG Clivagem 
sly-miR172d.10-5p Solyc01g090460.2.1 3.0 18.516 1 22 342 363 GAGAAUCUUGAUGAUGCUGCAU AUGCAUCAUCAUCAAGUUUCUU Clivagem 
sly-miR172d.10-5p Solyc09g072830.2.1 3.0 15.379 1 20 330 349 GAGAAUCUUGAUGAUGCUGC UCAUCAUCAUCAGGAUUUUC Clivagem 
sly-miR172d.10-5p Solyc02g043870.1.1 3.0 17.146 1 20 547 566 GAGAAUCUUGAUGAUGCUGC GUUGCAUUACCAAGAUUCUC Tradução 
sly-miR172d.10-5p Solyc03g097410.1.1 3.0 20.719 1 22 66 88 GAGAAUCUU-GAUGAUGCUGCAU AAGCAGCUUCAUCCAAGAUUCUC Tradução 
sly-miR172d.1-3p Solyc11g072600.1.1 0.5 12.706 1 22 1278 1299 UGAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCUCA Clivagem 
sly-miR172d.1-3p Solyc04g049800.2.1 1.5 8.926 1 22 1107 1128 UGAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCUCU Clivagem 
sly-miR172d.1-3p Solyc06g075510.2.1 2.0 14.962 1 21 1513 1533 UGAGAAUCUUGAUGAUGCUGC GCAGCAUCAUCAGGAUUCUUC Clivagem 
sly-miR172d.1-3p Solyc03g044300.2.1 3.0 16.384 1 22 1374 1395 UGAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCCCC Clivagem 
sly-miR172d.1-3p Solyc09g007260.2.1 3.0 12.601 1 22 1513 1534 UGAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCGCU Clivagem 
sly-miR172d.1-3p Solyc02g093150.2.1 3.0 15.929 1 22 1562 1583 UGAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCCCU Clivagem 
sly-miR172d.1-3p Solyc02g064960.2.1 3.0 15.721 1 22 1734 1755 UGAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCCCU Clivagem 
sly-miR172d.1-3p Solyc09g075970.2.1 3.0 12.391 1 20 925 944 UGAGAAUCUUGAUGAUGCUG GUUCAUCAUCAAGAUUCUCA Clivagem 
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sly-miR172d.1-3p Solyc01g096240.2.1 2.5 10.629 1 20 238 257 UGAGAAUCUUGAUGAUGCUG CAAUGUCAUCAAGAUUCUUA Clivagem 
sly-miR172d.1-3p Solyc02g043870.1.1 3.0 15.714 1 21 547 567 UGAGAAUCUUGAUGAUGCUGC GUUGCAUUACCAAGAUUCUCA Clivagem 
sly-miR172d.1-3p Solyc07g032400.1.1 2.5 22.569 1 22 66 87 UGAGAAUCUUGAUGAUGCUGCA UACAGUAUCAGCAAAAUUCUCA Clivagem 
sly-miR172d.1-3p Solyc05g055030.1.1 3.0 11.597 1 20 451 470 UGAGAAUCUUGAUGAUGCUG AAUUAUUAUCAAGAUUCUCA Clivagem 
sly-miR172d.1-3p Solyc09g072830.2.1 3.0 14.047 1 20 331 350 UGAGAAUCUUGAUGAUGCUG CAUCAUCAUCAGGAUUUUCC Clivagem 
sly-miR172d.1-3p Solyc01g079330.2.1 3.0 16.398 1 22 2324 2344 UGAGAAUCUUGAUGAUGCUGCA UGCUGCAUCAUCAA-AUUCUCA Clivagem 
sly-miR172d.1-3p Solyc03g031810.2.1 3.0 12.895 1 23 159 181 UGAGAAUCUUGAUGAUGCUGCAU AUUCAGCUACAACAAGAUUCUCA Clivagem 
sly-miR172d.1-3p Solyc02g081690.1.1 3.0 19.623 1 20 772 791 UGAGAAUCUUGAUGAUGCUG CAGUGGCAUCAAGAUUCUUG Clivagem 
sly-miR172d.1-3p Solyc09g014220.2.1 3.0 18.939 1 20 1626 1645 UGAGAAUCUUGAUGAUGCUG CAGCAUCAUCAACUUUUUCA Clivagem 
sly-miR172d.1-3p Solyc01g006950.2.1 3.0 24.005 1 20 152 171 UGAGAAUCUUGAUGAUGCUG GAUCAUGAUCAAGAUUCUCA Clivagem 
sly-miR172d.1-3p Solyc11g012550.1.1 3.0 11.383 1 20 394 413 UGAGAAUCUUGAUGAUGCUG AAGAAUGAUCAAGAUUCUCA Clivagem 
sly-miR172d.1-3p Solyc11g012540.1.1 3.0 12.838 1 20 379 398 UGAGAAUCUUGAUGAUGCUG AAGAAUGAUCAAGAUUCUCA Clivagem 
sly-miR172d.1-3p Solyc04g077360.2.1 3.0 13.198 1 22 1814 1835 UGAGAAUCUUGAUGAUGCUGCA UAUAUCUUCAUCAAGAUUCUCG Clivagem 
sly-miR172d.1-3p Solyc01g067010.2.1 3.0 6.486 1 20 136 155 UGAGAAUCUUGAUGAUGCUG CAUCAUCAUUGAAAUUCUCA Clivagem 
sly-miR172d.1-3p Solyc03g034130.2.1 3.0 19.644 1 20 555 574 UGAGAAUCUUGAUGAUGCUG CAACUUCAUCAAUAUUCUCA Clivagem 
sly-miR172d.1-3p Solyc03g034120.2.1 3.0 20.034 1 20 596 615 UGAGAAUCUUGAUGAUGCUG CAACUUCAUCAAUAUUCUCA Clivagem 
sly-miR172d.1-3p Solyc10g079460.1.1 3.0 3.548 1 20 1459 1478 UGAGAAUCUUGAUGAUGCUG CAUCAUCAUCAUCAUUCUCA Tradução 
sly-miR172d.1-5p Solyc12g099900.1.1 3.0 24.185 1 21 474 494 GCAGCACCAUUAAGAUUCACA UGUGGAUCUUAAUGCUGCUGA Clivagem 
sly-miR172d.1-5p Solyc04g010070.2.1 3.0 21.629 1 21 33 53 GCAGCACCAUUAAGAUUCACA UGUGGAUUUUAAUGGUGAUGU Clivagem 
sly-miR172d.1-5p Solyc05g012770.2.1 3.0 13.843 1 21 2176 2196 GCAGCACCAUUAAGAUUCACA UGUGAAUCUGAAUGAUGUUGC Clivagem 
sly-miR172d.1-5p Solyc04g009720.1.1 3.0 19.744 1 20 520 539 GCAGCACCAUUAAGAUUCAC GUGGAUUUUGAUGGUGUUGA Clivagem 
sly-miR172d.1-5p Solyc10g084680.1.1 3.0 15.696 1 21 573 593 GCAGCACCAUUAAGAUUCACA UGUGAUUGUUAAUGGUGCUGG Clivagem 
sly-miR172d.1-5p Solyc05g012270.2.1 2.5 19.815 1 20 143 161 GCAGCACCAUUAAGAUUCAC GUGAAU-UUAAUGGUGUUGC Clivagem 
sly-miR172d.2-3p Solyc03g044300.2.1 0.5 14.552 1 21 1373 1393 GGAAUCUUGAUGAUGCUGCAG CUGCAGCAUCAUCAGGAUUCC Clivagem 
sly-miR172d.2-3p Solyc02g093150.2.1 0.5 16.079 1 21 1561 1581 GGAAUCUUGAUGAUGCUGCAG CUGCAGCAUCAUCAGGAUUCC Clivagem 
sly-miR172d.2-3p Solyc02g064960.2.1 0.5 16.904 1 21 1733 1753 GGAAUCUUGAUGAUGCUGCAG CUGCAGCAUCAUCAGGAUUCC Clivagem 
sly-miR172d.2-3p Solyc04g049800.2.1 1.0 10.036 1 21 1106 1126 GGAAUCUUGAUGAUGCUGCAG CUGCAGCAUCAUCAGGAUUCU Clivagem 
sly-miR172d.2-3p Solyc11g072600.1.1 1.0 12.759 1 21 1277 1297 GGAAUCUUGAUGAUGCUGCAG CUGCAGCAUCAUCAGGAUUCU Clivagem 
sly-miR172d.2-3p Solyc10g084340.1.1 1.5 14.846 1 21 1241 1261 GGAAUCUUGAUGAUGCUGCAG CUGCAGCAUCAUCAGGAUUCG Clivagem 
sly-miR172d.2-3p Solyc09g007260.2.1 1.5 10.962 1 21 1512 1532 GGAAUCUUGAUGAUGCUGCAG CUGCAGCAUCAUCAGGAUUCG Clivagem 
sly-miR172d.2-3p Solyc06g075510.2.1 2.0 15.012 1 21 1511 1531 GGAAUCUUGAUGAUGCUGCAG CGGCAGCAUCAUCAGGAUUCU Clivagem 
sly-miR172d.2-3p Solyc09g007700.2.1 3.0 2.207 1 20 48 67 GGAAUCUUGAUGAUGCUGCA AUCAUCAUCAUCAAGAUUCC Clivagem 
sly-miR172d.2-3p Solyc01g090460.2.1 3.0 17.795 1 20 343 362 GGAAUCUUGAUGAUGCUGCA UGCAUCAUCAUCAAGUUUCU Clivagem 
sly-miR172d.2-3p Solyc01g111440.2.1 3.0 13.114 1 21 9297 9317 GGAAUCUUGAUGAUGCUGCAG UUUCAGCAUCCUCGAGGUUCC Tradução 
sly-miR172d.2-3p Solyc12g010650.1.1 3.0 18.548 1 20 27 46 GGAAUCUUGAUGAUGCUGCA UGAAGCUUUAUCAAGAUUUC Clivagem 
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sly-miR172d.2-3p Solyc07g063770.2.1 3.0 18.332 1 20 1865 1884 GGAAUCUUGAUGAUGCUGCA UGUAUCUUCAUCAAGAUUCU Clivagem 
sly-miR172d.2-3p Solyc10g006710.2.1 3.0 17.771 1 20 1877 1896 GGAAUCUUGAUGAUGCUGCA UGUACCUUCAUCAAGAUUCU Clivagem 
sly-miR172d.2-5p Solyc09g005160.1.1 3.0 17.744 1 23 723 745 GUGGAGCAUCAUCAAGAUUCACA UGUGAGUGUUGAUGAUGCUUUAU Clivagem 
sly-miR172d.2-5p Solyc06g062990.1.1 3.0 15.293 1 21 833 853 GUGGAGCAUCAUCAAGAUUCA UGGAUCUUCAUGAUGCUUUAU Clivagem 
sly-miR172d.2-5p Solyc08g061650.2.1 3.0 16.82 1 20 2027 2046 GUGGAGCAUCAUCAAGAUUC GAAACUUGAUGGUGCUUCAA Clivagem 
sly-miR172d.2-5p Solyc02g094540.2.1 3.0 20.283 1 20 1104 1123 GUGGAGCAUCAUCAAGAUUC GGAUCUUGGUCAUGUUUCAC Tradução 
sly-miR172d.2-5p Solyc02g032860.2.1 3.0 17.054 1 20 261 280 GUGGAGCAUCAUCAAGAUUC GGAUCUUGAAAAUGCUUCAC Tradução 
sly-miR172d.3-5p Solyc09g007260.2.1 2.0 12.601 1 22 1513 1534 UGUGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCGCU Clivagem 
sly-miR172d.3-5p Solyc11g072600.1.1 2.0 12.706 1 22 1278 1299 UGUGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCUCA Clivagem 
sly-miR172d.3-5p Solyc10g084340.1.1 2.5 15.055 1 22 1242 1263 UGUGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCGGA Clivagem 
sly-miR172d.3-5p Solyc04g049800.2.1 3.0 8.926 1 22 1107 1128 UGUGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCUCU Clivagem 
sly-miR172d.3-5p Solyc03g044300.2.1 3.0 16.384 1 22 1374 1395 UGUGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCCCC Clivagem 
sly-miR172d.3-5p Solyc02g093150.2.1 3.0 15.929 1 22 1562 1583 UGUGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCCCU Clivagem 
sly-miR172d.3-5p Solyc02g064960.2.1 3.0 15.721 1 22 1734 1755 UGUGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCCCU Clivagem 
sly-miR172d.3-5p Solyc05g012280.2.1 2.0 15.996 1 23 252 274 UGUGAAUCUUGAUGAUGCUGCAU AUCCAGCAUUUUCAAGAUUCAUA Clivagem 
sly-miR172d.3-5p Solyc03g111570.2.1 2.5 15.152 1 21 430 450 UGUGAAUCUUGAUGAUGCUGC GUAGUGUUAUCAAGAUUUACA Clivagem 
sly-miR172d.3-5p Solyc09g059570.2.1 3.0 13.083 1 20 514 533 UGUGAAUCUUGAUGAUGCUG UAGUAUUAUCAAGAUUCAGA Clivagem 
sly-miR172d.3-5p Solyc05g052560.1.1 3.0 14.08 1 20 102 121 UGUGAAUCUUGAUGAUGCUG AAACAUCAUCAAGAUUCGUA Clivagem 
sly-miR172d.3-5p Solyc03g117530.1.1 3.0 14.8 1 20 195 214 UGUGAAUCUUGAUGAUGCUG UAGCAUCAUUAGUAUUUACA Clivagem 
sly-miR172d.3-5p Solyc01g068460.2.1 3.0 15.865 1 21 2517 2536 UGUGAAUCUUGAUGAUGCUGC GCAGCG-CAUCAGGAUUCACA Clivagem 
sly-miR172d.3-5p Solyc02g085190.1.1 3.0 17.068 1 23 565 587 UGUGAAUCUUGAUGAUGCUGCAU GUUCAUCAUCAUCACCAUUCACA Tradução 
sly-miR172d.3-5p Solyc04g077220.2.1 3.0 7.816 1 20 179 198 UGUGAAUCUUGAUGAUGCUG CAACAUCAUCAGAGUUCACA Clivagem 
sly-miR172d.3-5p Solyc03g095710.2.1 3.0 19.924 1 20 675 694 UGUGAAUCUUGAUGAUGCUG UAACAUCACCAAGAUUUACA Clivagem 
sly-miR172d.3-5p Solyc08g076310.2.1 3.0 11.552 1 20 2697 2716 UGUGAAUCUUGAUGAUGCUG CAGUAUCACCACGAUUCGCA Tradução 
sly-miR172d.3-5p Solyc02g092230.2.1 3.0 13.144 1 20 453 472 UGUGAAUCUUGAUGAUGCUG CAGCAUCUUCACAAUUCACA Tradução 
sly-miR172d.4-3p Solyc04g049800.2.1 0.5 9.937 1 21 1107 1127 GAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCUC Clivagem 
sly-miR172d.4-3p Solyc11g072600.1.1 0.5 12.749 1 21 1278 1298 GAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCUC Clivagem 
sly-miR172d.4-3p Solyc06g075510.2.1 1.0 15.031 1 20 1513 1532 GAGAAUCUUGAUGAUGCUGC GCAGCAUCAUCAGGAUUCUU Clivagem 
sly-miR172d.4-3p Solyc03g044300.2.1 2.0 15.696 1 21 1374 1394 GAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCCC Clivagem 
sly-miR172d.4-3p Solyc09g007260.2.1 2.0 11.785 1 21 1513 1533 GAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCGC Clivagem 
sly-miR172d.4-3p Solyc02g093150.2.1 2.0 15.921 1 21 1562 1582 GAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCCC Clivagem 
sly-miR172d.4-3p Solyc02g064960.2.1 2.0 16.432 1 21 1734 1754 GAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCCC Clivagem 
sly-miR172d.4-3p Solyc10g084340.1.1 3.0 14.739 1 21 1242 1262 GAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCGG Clivagem 
sly-miR172d.4-3p Solyc01g090460.2.1 3.0 18.516 1 22 342 363 GAGAAUCUUGAUGAUGCUGCAU AUGCAUCAUCAUCAAGUUUCUU Clivagem 
sly-miR172d.4-3p Solyc09g072830.2.1 3.0 15.379 1 20 330 349 GAGAAUCUUGAUGAUGCUGC UCAUCAUCAUCAGGAUUUUC Clivagem 
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sly-miR172d.4-3p Solyc02g043870.1.1 3.0 17.146 1 20 547 566 GAGAAUCUUGAUGAUGCUGC GUUGCAUUACCAAGAUUCUC Tradução 
sly-miR172d.4-3p Solyc03g097410.1.1 3.0 20.719 1 22 66 88 GAGAAUCUU-GAUGAUGCUGCAU AAGCAGCUUCAUCCAAGAUUCUC Tradução 
sly-miR172d.5-3p Solyc02g088560.2.1 3.0 20.172 1 21 1356 1376 AGAAUCUUAAUAGUGCUGCAU AUCCGUCACUGUUAAGAUUCU Clivagem 
sly-miR172d.5-3p Solyc11g067000.1.1 2.5 11.295 1 20 2325 2344 AGAAUCUUAAUAGUGCUGCA UGCAGCACUUUUUGGAUUCU Tradução 
sly-miR172d.5-3p Solyc11g013880.1.1 3.0 14.944 1 21 613 632 AGAAUCUUAAUAGUGCUGCAU AUGCAGC-CUAUUGGGAUUCU Clivagem 
sly-miR172d.5-3p Solyc04g049800.2.1 3.0 10.036 1 20 1107 1126 AGAAUCUUAAUAGUGCUGCA UGCAGCAUCAUCAGGAUUCU Tradução 
sly-miR172d.5-3p Solyc11g072600.1.1 3.0 12.759 1 20 1278 1297 AGAAUCUUAAUAGUGCUGCA UGCAGCAUCAUCAGGAUUCU Tradução 
sly-miR172d.5-5p Solyc06g008730.2.1 1.5 17.671 1 24 317 340 AAUGCAGCAUCAUCAAGAUUCACA UGUUAAUUUUGAUGAUUCUGCAUU Clivagem 
sly-miR172d.5-5p Solyc05g025780.2.1 3.0 20.194 1 24 327 350 AAUGCAGCAUCAUCAAGAUUCACA UGGGAAUCUUGAUGUUGAUGUAUU Tradução 
sly-miR172d.5-5p Solyc01g058430.1.1 3.0 19.106 1 24 657 680 AAUGCAGCAUCAUCAAGAUUCACA UGUAGUUGUUGAUGGUGCUGCAUU Clivagem 
sly-miR172d.5-5p Solyc10g055510.1.1 3.0 23.783 1 24 435 458 AAUGCAGCAUCAUCAAGAUUCACA UGUAGUUGUUGAUGGUGCUGCAUU Clivagem 
sly-miR172d.5-5p Solyc11g009080.1.1 2.5 18.726 1 23 322 344 AAUGCAGCAUCAUCAAGAUUCAC GAGAAGCUUGGUGAGGCUGCAUU Tradução 
sly-miR172d.5-5p Solyc05g013250.1.1 3.0 16.991 1 20 1114 1133 AAUGCAGCAUCAUCAAGAUU CAUUUUGAUGAUGCUGUAUC Clivagem 
sly-miR172d.5-5p Solyc02g061810.2.1 3.0 18.39 1 20 192 211 AAUGCAGCAUCAUCAAGAUU AGUGUUGGUGAUGCUGCAUC Clivagem 
sly-miR172d.5-5p Solyc07g045380.2.1 3.0 11.698 1 20 1588 1607 AAUGCAGCAUCAUCAAGAUU AAUGUUGAUGAUGCUAUAUU Clivagem 
sly-miR172d.5-5p Solyc01g079070.2.1 2.5 23.626 1 24 75 97 AAUGCAGCAUCAUCAAGAUUCACA UCUAGAUCUUGAUG-UGCUGCAUU Tradução 
sly-miR172d.5-5p Solyc08g008480.2.1 3.0 19.421 1 20 606 625 AAUGCAGCAUCAUCAAGAUU AGUGUUGAAGAUGUUGCAUU Clivagem 
sly-miR172d.6-3p Solyc11g072600.1.1 1.0 12.706 1 22 1278 1299 UGGGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCUCA Clivagem 
sly-miR172d.6-3p Solyc03g044300.2.1 1.5 16.384 1 22 1374 1395 UGGGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCCCC Clivagem 
sly-miR172d.6-3p Solyc02g093150.2.1 1.5 15.929 1 22 1562 1583 UGGGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCCCU Clivagem 
sly-miR172d.6-3p Solyc02g064960.2.1 1.5 15.721 1 22 1734 1755 UGGGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCCCU Clivagem 
sly-miR172d.6-3p Solyc04g049800.2.1 2.0 8.926 1 22 1107 1128 UGGGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCUCU Clivagem 
sly-miR172d.6-3p Solyc09g007260.2.1 3.0 12.601 1 22 1513 1534 UGGGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCGCU Clivagem 
sly-miR172d.6-3p Solyc06g075510.2.1 2.5 14.962 1 21 1513 1533 UGGGAAUCUUGAUGAUGCUGC GCAGCAUCAUCAGGAUUCUUC Clivagem 
sly-miR172d.6-3p Solyc09g007700.2.1 2.5 2.997 1 20 50 69 UGGGAAUCUUGAUGAUGCUG CAUCAUCAUCAAGAUUCCUC Clivagem 
sly-miR172d.6-3p Solyc01g111440.2.1 2.5 12.559 1 22 9298 9319 UGGGAAUCUUGAUGAUGCUGCA UUCAGCAUCCUCGAGGUUCCUA Clivagem 
sly-miR172d.6-3p Solyc01g096240.2.1 3.0 10.629 1 20 238 257 UGGGAAUCUUGAUGAUGCUG CAAUGUCAUCAAGAUUCUUA Clivagem 
sly-miR172d.6-3p Solyc07g032400.1.1 3.0 22.569 1 22 66 87 UGGGAAUCUUGAUGAUGCUGCA UACAGUAUCAGCAAAAUUCUCA Clivagem 
sly-miR172d.6-3p Solyc01g105610.1.1 3.0 12.612 1 20 624 643 UGGGAAUCUUGAUGAUGCUG CAUUGUCAUCAAAAUUCCCA Clivagem 
sly-miR172d.6-5p Solyc09g008550.2.1 2.0 17.706 1 22 2158 2179 UGCAACAUCAUCAAGAUUCACA UGAGAAUCUCGAUGAUGUUGCA Clivagem 
sly-miR172d.6-5p Solyc09g074950.2.1 1.5 13.994 1 20 1040 1059 UGCAACAUCAUCAAGAUUCA UGAAUCUUGAUAAUGUUGUA Tradução 
sly-miR172d.6-5p Solyc04g009720.1.1 3.0 20.089 1 21 520 540 UGCAACAUCAUCAAGAUUCAC GUGGAUUUUGAUGGUGUUGAA Clivagem 
sly-miR172d.6-5p Solyc11g070170.1.1 3.0 14.388 1 22 177 198 UGCAACAUCAUCAAGAUUCACA UGUGAAUAGUGAUGAUGUUGUG Clivagem 
sly-miR172d.6-5p Solyc02g077380.1.1 3.0 12.092 1 20 323 342 UGCAACAUCAUCAAGAUUCA AGAGUUUUGAUGAUGUUGCU Clivagem 
sly-miR172d.6-5p Solyc00g017870.1.1 2.5 10.017 1 20 113 132 UGCAACAUCAUCAAGAUUCA UGAAGCUUGAUGAUGUUGUU Clivagem 
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sly-miR172d.6-5p Solyc02g063490.2.1 2.0 21.222 1 22 226 247 UGCAACAUCAUCAAGAUUCACA UCUGCAUCUUUAUGAUGUUGCA Clivagem 
sly-miR172d.6-5p Solyc06g084530.2.1 2.5 15.894 1 20 1067 1086 UGCAACAUCAUCAAGAUUCA UGAAUCUUGAUAAUGGUGCA Tradução 
sly-miR172d.6-5p Solyc01g074030.2.1 3.0 16.066 1 20 1340 1359 UGCAACAUCAUCAAGAUUCA CCAAUAUUGAUGAUGUUGCA Clivagem 
sly-miR172d.6-5p Solyc01g087610.2.1 3.0 18.803 1 21 1149 1169 UGCAACAUCAUCAAGAUUCAC GUGACUCUCGAUGGUGUUGUA Clivagem 
sly-miR172d.6-5p Solyc12g089280.1.1 3.0 21.331 1 22 297 318 UGCAACAUCAUCAAGAUUCACA UAUGGCUAUUGAUGGUGUUGCA Clivagem 
sly-miR172d.6-5p Solyc04g081280.2.1 3.0 20.249 1 22 297 318 UGCAACAUCAUCAAGAUUCACA UAUGGCUAUUGAUGGUGUUGCA Clivagem 
sly-miR172d.6-5p Solyc10g083180.1.1 3.0 23.112 1 22 801 822 UGCAACAUCAUCAAGAUUCACA UCUGAAGGUGGAUGAUGUUGCA Clivagem 
sly-miR172d.7-3p Solyc09g008550.2.1 1.5 17.706 1 20 2160 2179 UGCAGCAUCAUCAAGAUUCU AGAAUCUCGAUGAUGUUGCA Clivagem 
sly-miR172d.7-3p Solyc02g077380.1.1 2.5 12.092 1 20 323 342 UGCAGCAUCAUCAAGAUUCU AGAGUUUUGAUGAUGUUGCU Clivagem 
sly-miR172d.7-3p Solyc02g078640.2.1 2.0 19.791 1 20 844 863 UGCAGCAUCAUCAAGAUUCU AGAAUCUUGAAGAUGCUGCC Tradução 
sly-miR172d.7-3p Solyc12g015890.1.1 2.5 17.35 1 20 29 48 UGCAGCAUCAUCAAGAUUCU AGAGUAUUGUUGAUGCUGCA Tradução 
sly-miR172d.7-3p Solyc04g079450.2.1 3.0 18.167 1 20 134 153 UGCAGCAUCAUCAAGAUUCU AGAUUCUUGAUGGUGAUGCA Clivagem 
sly-miR172d.7-3p Solyc09g089870.2.1 2.5 19.058 1 20 960 979 UGCAGCAUCAUCAAGAUUCU GGAUUCUUUAUGAUGCUGCA Clivagem 
sly-miR172d.7-3p Solyc09g074950.2.1 3.0 13.994 1 20 1040 1059 UGCAGCAUCAUCAAGAUUCU UGAAUCUUGAUAAUGUUGUA Tradução 
sly-miR172d.7-3p Solyc02g069750.1.1 3.0 12.433 1 20 226 245 UGCAGCAUCAUCAAGAUUCU AGAAUUAUGAUGAUGAUGCA Clivagem 
sly-miR172d.7-3p Solyc11g009080.1.1 3.0 18.663 1 20 323 342 UGCAGCAUCAUCAAGAUUCU AGAAGCUUGGUGAGGCUGCA Clivagem 
sly-miR172d.7-3p Solyc08g082980.2.1 3.0 16.256 1 20 1490 1509 UGCAGCAUCAUCAAGAUUCU GGAGUCUAGGUGAUGCUGUA Clivagem 
sly-miR172d.7-3p Solyc03g083470.2.1 2.5 13.169 1 20 1553 1572 UGCAGCAUCAUCAAGAUUCU ACAAAUUUGAUGAUGCUGCA Clivagem 
sly-miR172d.7-3p Solyc02g069670.2.1 3.0 18.548 1 20 1015 1034 UGCAGCAUCAUCAAGAUUCU AGAAUAUUGAUGAUGUUGAA Clivagem 
sly-miR172d.7-3p Solyc07g056030.2.1 3.0 15.905 1 20 1244 1263 UGCAGCAUCAUCAAGAUUCU AGGACCUUGAUGAGGCUGCA Clivagem 
sly-miR172d.7-3p Solyc08g061650.2.1 3.0 15.291 1 20 2026 2045 UGCAGCAUCAUCAAGAUUCU AGAAACUUGAUGGUGCUUCA Clivagem 
sly-miR172d.7-3p Solyc04g008110.2.1 3.0 14.692 1 20 3096 3115 UGCAGCAUCAUCAAGAUUCU AGAAUCUUUAUGAAGCUGUA Clivagem 
sly-miR172d.7-3p Solyc07g056260.2.1 3.0 11.116 1 20 980 999 UGCAGCAUCAUCAAGAUUCU AGAGUGUUGAUGAUGAUGCA Clivagem 
sly-miR172d.7-3p Solyc10g006530.2.1 3.0 17.156 1 20 406 425 UGCAGCAUCAUCAAGAUUCU AGAAGCUUGAAGAUGCUGUG Tradução 
sly-miR172d.7-3p Solyc01g006080.1.1 3.0 14.764 1 20 692 711 UGCAGCAUCAUCAAGAUUCU AUGAUCUUCAUGGUGCUGCA Clivagem 
sly-miR172d.7-3p Solyc02g061810.2.1 3.0 17.688 1 20 190 209 UGCAGCAUCAUCAAGAUUCU AUAGUGUUGGUGAUGCUGCA Clivagem 
sly-miR172d.7-3p Solyc06g051990.2.1 3.0 18.035 1 20 276 295 UGCAGCAUCAUCAAGAUUCU AGAAACUUGAGGAUGCUGUG Tradução 
sly-miR172d.7-3p Solyc10g006340.2.1 3.0 19.182 1 20 549 568 UGCAGCAUCAUCAAGAUUCU AGAAUCUAGAUGUUGCUGUG Clivagem 
sly-miR172d.7-3p Solyc04g074800.2.1 3.0 21.335 1 20 402 421 UGCAGCAUCAUCAAGAUUCU AGAAGCUUGCUGCUGCUGCA Tradução 
sly-miR172d.7-3p Solyc04g051190.2.1 3.0 23.878 1 20 844 863 UGCAGCAUCAUCAAGAUUCU AAAAGCUUGAUGUUGCUGCA Clivagem 
sly-miR172d.7-5p Solyc09g008550.2.1 2.5 17.688 1 23 2158 2180 AUGCAGCAUCAUCAAGAUUCUCA UGAGAAUCUCGAUGAUGUUGCAA Clivagem 
sly-miR172d.7-5p Solyc05g025780.2.1 3.0 20.765 1 23 327 349 AUGCAGCAUCAUCAAGAUUCUCA UGGGAAUCUUGAUGUUGAUGUAU Tradução 
sly-miR172d.7-5p Solyc11g009080.1.1 2.5 18.668 1 22 322 343 AUGCAGCAUCAUCAAGAUUCUC GAGAAGCUUGGUGAGGCUGCAU Clivagem 
sly-miR172d.7-5p Solyc04g008110.2.1 2.5 14.922 1 22 3095 3116 AUGCAGCAUCAUCAAGAUUCUC GAGAAUCUUUAUGAAGCUGUAU Clivagem 
sly-miR172d.7-5p Solyc02g078640.2.1 2.5 19.829 1 21 844 864 AUGCAGCAUCAUCAAGAUUCU AGAAUCUUGAAGAUGCUGCCU Tradução 
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sly-miR172d.7-5p Solyc06g008730.2.1 3.0 17.759 1 23 317 339 AUGCAGCAUCAUCAAGAUUCUCA UGUUAAUUUUGAUGAUUCUGCAU Clivagem 
sly-miR172d.7-5p Solyc05g013250.1.1 3.0 16.381 1 20 1113 1132 AUGCAGCAUCAUCAAGAUUC UCAUUUUGAUGAUGCUGUAU Clivagem 
sly-miR172d.7-5p Solyc02g061810.2.1 3.0 18.12 1 21 190 210 AUGCAGCAUCAUCAAGAUUCU AUAGUGUUGGUGAUGCUGCAU Clivagem 
sly-miR172d.7-5p Solyc02g067670.2.1 3.0 21.185 1 21 542 562 AUGCAGCAUCAUCAAGAUUCU GGAAUUUUGCUGAUGAUGCAU Clivagem 
sly-miR172d.7-5p Solyc09g089870.2.1 3.0 18.883 1 21 960 980 AUGCAGCAUCAUCAAGAUUCU GGAUUCUUUAUGAUGCUGCAG Clivagem 
sly-miR172d.7-5p Solyc09g074950.2.1 3.0 13.412 1 20 1041 1060 AUGCAGCAUCAUCAAGAUUC GAAUCUUGAUAAUGUUGUAC Tradução 
sly-miR172d.8-3p Solyc11g072600.1.1 0.5 12.706 1 22 1278 1299 UGAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCUCA Clivagem 
sly-miR172d.8-3p Solyc04g049800.2.1 1.5 8.926 1 22 1107 1128 UGAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCUCU Clivagem 
sly-miR172d.8-3p Solyc06g075510.2.1 2.0 14.962 1 21 1513 1533 UGAGAAUCUUGAUGAUGCUGC GCAGCAUCAUCAGGAUUCUUC Clivagem 
sly-miR172d.8-3p Solyc03g044300.2.1 3.0 16.384 1 22 1374 1395 UGAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCCCC Clivagem 
sly-miR172d.8-3p Solyc09g007260.2.1 3.0 12.601 1 22 1513 1534 UGAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCGCU Clivagem 
sly-miR172d.8-3p Solyc02g093150.2.1 3.0 15.929 1 22 1562 1583 UGAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCCCU Clivagem 
sly-miR172d.8-3p Solyc02g064960.2.1 3.0 15.721 1 22 1734 1755 UGAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCCCU Clivagem 
sly-miR172d.8-3p Solyc09g075970.2.1 3.0 12.391 1 20 925 944 UGAGAAUCUUGAUGAUGCUG GUUCAUCAUCAAGAUUCUCA Clivagem 
sly-miR172d.8-3p Solyc01g096240.2.1 2.5 10.629 1 20 238 257 UGAGAAUCUUGAUGAUGCUG CAAUGUCAUCAAGAUUCUUA Clivagem 
sly-miR172d.8-3p Solyc02g043870.1.1 3.0 15.714 1 21 547 567 UGAGAAUCUUGAUGAUGCUGC GUUGCAUUACCAAGAUUCUCA Clivagem 
sly-miR172d.8-3p Solyc07g032400.1.1 2.5 22.569 1 22 66 87 UGAGAAUCUUGAUGAUGCUGCA UACAGUAUCAGCAAAAUUCUCA Clivagem 
sly-miR172d.8-3p Solyc05g055030.1.1 3.0 11.597 1 20 451 470 UGAGAAUCUUGAUGAUGCUG AAUUAUUAUCAAGAUUCUCA Clivagem 
sly-miR172d.8-3p Solyc09g072830.2.1 3.0 14.047 1 20 331 350 UGAGAAUCUUGAUGAUGCUG CAUCAUCAUCAGGAUUUUCC Clivagem 
sly-miR172d.8-3p Solyc01g079330.2.1 3.0 16.398 1 22 2324 2344 UGAGAAUCUUGAUGAUGCUGCA UGCUGCAUCAUCAA-AUUCUCA Clivagem 
sly-miR172d.8-3p Solyc03g031810.2.1 3.0 12.895 1 23 159 181 UGAGAAUCUUGAUGAUGCUGCAU AUUCAGCUACAACAAGAUUCUCA Clivagem 
sly-miR172d.8-3p Solyc02g081690.1.1 3.0 19.623 1 20 772 791 UGAGAAUCUUGAUGAUGCUG CAGUGGCAUCAAGAUUCUUG Clivagem 
sly-miR172d.8-3p Solyc09g014220.2.1 3.0 18.939 1 20 1626 1645 UGAGAAUCUUGAUGAUGCUG CAGCAUCAUCAACUUUUUCA Clivagem 
sly-miR172d.8-3p Solyc01g006950.2.1 3.0 24.005 1 20 152 171 UGAGAAUCUUGAUGAUGCUG GAUCAUGAUCAAGAUUCUCA Clivagem 
sly-miR172d.8-3p Solyc11g012550.1.1 3.0 11.383 1 20 394 413 UGAGAAUCUUGAUGAUGCUG AAGAAUGAUCAAGAUUCUCA Clivagem 
sly-miR172d.8-3p Solyc11g012540.1.1 3.0 12.838 1 20 379 398 UGAGAAUCUUGAUGAUGCUG AAGAAUGAUCAAGAUUCUCA Clivagem 
sly-miR172d.8-3p Solyc04g077360.2.1 3.0 13.198 1 22 1814 1835 UGAGAAUCUUGAUGAUGCUGCA UAUAUCUUCAUCAAGAUUCUCG Clivagem 
sly-miR172d.8-3p Solyc01g067010.2.1 3.0 6.486 1 20 136 155 UGAGAAUCUUGAUGAUGCUG CAUCAUCAUUGAAAUUCUCA Clivagem 
sly-miR172d.8-3p Solyc03g034130.2.1 3.0 19.644 1 20 555 574 UGAGAAUCUUGAUGAUGCUG CAACUUCAUCAAUAUUCUCA Clivagem 
sly-miR172d.8-3p Solyc03g034120.2.1 3.0 20.034 1 20 596 615 UGAGAAUCUUGAUGAUGCUG CAACUUCAUCAAUAUUCUCA Clivagem 
sly-miR172d.8-3p Solyc10g079460.1.1 3.0 3.548 1 20 1459 1478 UGAGAAUCUUGAUGAUGCUG CAUCAUCAUCAUCAUUCUCA Tradução 
sly-miR172d.8-5p Solyc09g008550.2.1 2.5 17.706 1 22 2158 2179 UGCAGCAUCAUCAAGAUUCACA UGAGAAUCUCGAUGAUGUUGCA Clivagem 
sly-miR172d.8-5p Solyc06g008730.2.1 3.0 17.647 1 22 317 338 UGCAGCAUCAUCAAGAUUCACA UGUUAAUUUUGAUGAUUCUGCA Clivagem 
sly-miR172d.8-5p Solyc09g074950.2.1 2.0 13.994 1 20 1040 1059 UGCAGCAUCAUCAAGAUUCA UGAAUCUUGAUAAUGUUGUA Tradução 
sly-miR172d.8-5p Solyc06g084530.2.1 2.5 15.894 1 20 1067 1086 UGCAGCAUCAUCAAGAUUCA UGAAUCUUGAUAAUGGUGCA Tradução 
 238 
 
sly-miR172d.8-5p Solyc00g017870.1.1 3.0 10.017 1 20 113 132 UGCAGCAUCAUCAAGAUUCA UGAAGCUUGAUGAUGUUGUU Clivagem 
sly-miR172d.8-5p Solyc02g063490.2.1 2.5 21.222 1 22 226 247 UGCAGCAUCAUCAAGAUUCACA UCUGCAUCUUUAUGAUGUUGCA Clivagem 
sly-miR172d.8-5p Solyc02g078640.2.1 3.0 19.791 1 20 844 863 UGCAGCAUCAUCAAGAUUCA AGAAUCUUGAAGAUGCUGCC Tradução 
sly-miR172d.8-5p Solyc02g014350.2.1 3.0 18.24 1 20 2703 2722 UGCAGCAUCAUCAAGAUUCA UUGAUCUUGAUGAUGCUGUU Clivagem 
sly-miR172d.8-5p Solyc02g069380.2.1 3.0 21.748 1 21 739 759 UGCAGCAUCAUCAAGAUUCAC GUCAAACUGGAUGAUGCUGCA Clivagem 
sly-miR172d.8-5p Solyc09g089870.2.1 3.0 19.058 1 20 960 979 UGCAGCAUCAUCAAGAUUCA GGAUUCUUUAUGAUGCUGCA Clivagem 
sly-miR172d.8-5p Solyc08g080200.2.1 3.0 22.294 1 22 803 824 UGCAGCAUCAUCAAGAUUCACA UAUGAGCCUUGGUGCUGCUGCA Clivagem 
sly-miR172d.8-5p Solyc07g055080.2.1 3.0 19.45 1 20 545 564 UGCAGCAUCAUCAAGAUUCA UGGAGCUCGAUGAUGCUGUA Clivagem 
sly-miR172d.9-3p Solyc11g072600.1.1 0.5 12.706 1 22 1278 1299 UGAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCUCA Clivagem 
sly-miR172d.9-3p Solyc04g049800.2.1 1.5 8.926 1 22 1107 1128 UGAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCUCU Clivagem 
sly-miR172d.9-3p Solyc06g075510.2.1 2.0 14.962 1 21 1513 1533 UGAGAAUCUUGAUGAUGCUGC GCAGCAUCAUCAGGAUUCUUC Clivagem 
sly-miR172d.9-3p Solyc03g044300.2.1 3.0 16.384 1 22 1374 1395 UGAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCCCC Clivagem 
sly-miR172d.9-3p Solyc09g007260.2.1 3.0 12.601 1 22 1513 1534 UGAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCGCU Clivagem 
sly-miR172d.9-3p Solyc02g093150.2.1 3.0 15.929 1 22 1562 1583 UGAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCCCU Clivagem 
sly-miR172d.9-3p Solyc02g064960.2.1 3.0 15.721 1 22 1734 1755 UGAGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCCCU Clivagem 
sly-miR172d.9-3p Solyc09g075970.2.1 3.0 12.391 1 20 925 944 UGAGAAUCUUGAUGAUGCUG GUUCAUCAUCAAGAUUCUCA Clivagem 
sly-miR172d.9-3p Solyc01g096240.2.1 2.5 10.629 1 20 238 257 UGAGAAUCUUGAUGAUGCUG CAAUGUCAUCAAGAUUCUUA Clivagem 
sly-miR172d.9-3p Solyc02g043870.1.1 3.0 15.714 1 21 547 567 UGAGAAUCUUGAUGAUGCUGC GUUGCAUUACCAAGAUUCUCA Clivagem 
sly-miR172d.9-3p Solyc07g032400.1.1 2.5 22.569 1 22 66 87 UGAGAAUCUUGAUGAUGCUGCA UACAGUAUCAGCAAAAUUCUCA Clivagem 
sly-miR172d.9-3p Solyc05g055030.1.1 3.0 11.597 1 20 451 470 UGAGAAUCUUGAUGAUGCUG AAUUAUUAUCAAGAUUCUCA Clivagem 
sly-miR172d.9-3p Solyc09g072830.2.1 3.0 14.047 1 20 331 350 UGAGAAUCUUGAUGAUGCUG CAUCAUCAUCAGGAUUUUCC Clivagem 
sly-miR172d.9-3p Solyc01g079330.2.1 3.0 16.398 1 22 2324 2344 UGAGAAUCUUGAUGAUGCUGCA UGCUGCAUCAUCAA-AUUCUCA Clivagem 
sly-miR172d.9-3p Solyc02g081690.1.1 3.0 19.623 1 20 772 791 UGAGAAUCUUGAUGAUGCUG CAGUGGCAUCAAGAUUCUUG Clivagem 
sly-miR172d.9-3p Solyc09g014220.2.1 3.0 18.939 1 20 1626 1645 UGAGAAUCUUGAUGAUGCUG CAGCAUCAUCAACUUUUUCA Clivagem 
sly-miR172d.9-3p Solyc01g006950.2.1 3.0 24.005 1 20 152 171 UGAGAAUCUUGAUGAUGCUG GAUCAUGAUCAAGAUUCUCA Clivagem 
sly-miR172d.9-3p Solyc11g012550.1.1 3.0 11.383 1 20 394 413 UGAGAAUCUUGAUGAUGCUG AAGAAUGAUCAAGAUUCUCA Clivagem 
sly-miR172d.9-3p Solyc11g012540.1.1 3.0 12.838 1 20 379 398 UGAGAAUCUUGAUGAUGCUG AAGAAUGAUCAAGAUUCUCA Clivagem 
sly-miR172d.9-3p Solyc04g077360.2.1 3.0 13.198 1 22 1814 1835 UGAGAAUCUUGAUGAUGCUGCA UAUAUCUUCAUCAAGAUUCUCG Clivagem 
sly-miR172d.9-3p Solyc01g067010.2.1 3.0 6.486 1 20 136 155 UGAGAAUCUUGAUGAUGCUG CAUCAUCAUUGAAAUUCUCA Clivagem 
sly-miR172d.9-3p Solyc03g031810.2.1 3.0 12.895 1 22 160 181 UGAGAAUCUUGAUGAUGCUGCA UUCAGCUACAACAAGAUUCUCA Clivagem 
sly-miR172d.9-3p Solyc03g034130.2.1 3.0 19.644 1 20 555 574 UGAGAAUCUUGAUGAUGCUG CAACUUCAUCAAUAUUCUCA Clivagem 
sly-miR172d.9-3p Solyc03g034120.2.1 3.0 20.034 1 20 596 615 UGAGAAUCUUGAUGAUGCUG CAACUUCAUCAAUAUUCUCA Clivagem 
sly-miR172d.9-3p Solyc10g079460.1.1 3.0 3.548 1 20 1459 1478 UGAGAAUCUUGAUGAUGCUG CAUCAUCAUCAUCAUUCUCA Tradução 
sly-miR172d.9-5p Solyc02g078640.2.1 2.0 19.791 1 20 844 863 UGCAGCAUCUUCAAGAUUCA AGAAUCUUGAAGAUGCUGCC Clivagem 
sly-miR172d.9-5p Solyc10g017600.2.1 3.0 15.296 1 22 156 177 UGCAGCAUCUUCAAGAUUCACA UGUGAAGCUUGAAAAUGCUGCC Tradução 
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sly-miR172d.9-5p Solyc01g093970.2.1 3.0 13.858 1 22 308 329 UGCAGCAUCUUCAAGAUUCACA UGUGAAGCUUGAAAAUGCUGCC Tradução 
sly-miR172d.9-5p Solyc10g006530.2.1 3.0 17.156 1 22 404 425 UGCAGCAUCUUCAAGAUUCACA UGAGAAGCUUGAAGAUGCUGUG Clivagem 
sly-miR172d.9-5p Solyc04g071270.1.1 3.0 15.06 1 21 859 879 UGCAGCAUCUUCAAGAUUCAC GUGAAUGUUGAAGAUGUUGUU Clivagem 
sly-miR172d.9-5p Solyc08g078940.1.1 3.0 14.848 1 22 273 294 UGCAGCAUCUUCAAGAUUCACA UUUGGAUCUUGAAGCUGCUGUU Clivagem 
sly-miR172d.9-5p Solyc03g121930.2.1 3.0 15.362 1 20 813 832 UGCAGCAUCUUCAAGAUUCA UGAAUUUUGGAUAUGUUGCG Tradução 
sly-miR172d.9-5p Solyc06g062850.2.1 3.0 14.362 1 20 796 815 UGCAGCAUCUUCAAGAUUCA UGAAUUUUGGAUAUGCUGUG Tradução 
sly-miR172d.9-5p Solyc01g056850.2.1 3.0 16.191 1 22 955 976 UGCAGCAUCUUCAAGAUUCACA UCUGAAUCUAAAAGGUGUUGCA Clivagem 
sly-miR172d.9-5p Solyc09g074950.2.1 3.0 13.994 1 20 1040 1059 UGCAGCAUCUUCAAGAUUCA UGAAUCUUGAUAAUGUUGUA Tradução 
sly-miR172j.1-5p Solyc09g011020.2.1 1.5 17.408 1 20 895 914 GCAGCAUCAUCAAGAUUCCC GGGAAUUUUGAUGAUGCUGA Clivagem 
sly-miR172j.1-5p Solyc09g008550.2.1 2.5 17.657 1 21 2158 2178 GCAGCAUCAUCAAGAUUCCCA UGAGAAUCUCGAUGAUGUUGC Clivagem 
sly-miR172j.1-5p Solyc10g081240.1.1 2.5 21.747 1 20 388 407 GCAGCAUCAUCAAGAUUCCC GGGAGUUUAGAUGGUGCUGC Clivagem 
sly-miR172j.1-5p Solyc05g047420.2.1 2.0 17.508 1 20 520 539 GCAGCAUCAUCAAGAUUCCC GGUAAUCUUGUUGAUGCUGC Tradução 
sly-miR172j.1-5p Solyc08g082980.2.1 2.5 16.309 1 20 1489 1508 GCAGCAUCAUCAAGAUUCCC GGGAGUCUAGGUGAUGCUGU Clivagem 
sly-miR172j.1-5p Solyc02g091120.2.1 2.5 18.607 1 20 2907 2926 GCAGCAUCAUCAAGAUUCCC GGUGAUCUUGGUGAUGUUGC Clivagem 
sly-miR172j.1-5p Solyc02g078640.2.1 3.0 19.508 1 20 843 862 GCAGCAUCAUCAAGAUUCCC AAGAAUCUUGAAGAUGCUGC Tradução 
sly-miR172j.1-5p Solyc01g105510.2.1 3.0 22.32 1 20 1536 1555 GCAGCAUCAUCAAGAUUCCC GGGAAUAUUGAUGAUGCAGU Clivagem 
sly-miR172j.1-5p Solyc04g082610.2.1 3.0 22.237 1 20 1606 1625 GCAGCAUCAUCAAGAUUCCC GGGAAAUUUGAUGGUGUUGU Clivagem 
sly-miR172j.1-5p Solyc09g089870.2.1 3.0 19.328 1 20 959 978 GCAGCAUCAUCAAGAUUCCC UGGAUUCUUUAUGAUGCUGC Tradução 
sly-miR172j.2-3p Solyc04g049800.2.1 2.0 11.4 1 20 1106 1125 GAAUCUUGAUGAUGUUGCAU CUGCAGCAUCAUCAGGAUUC Clivagem 
sly-miR172j.2-3p Solyc10g084340.1.1 2.0 14.928 1 20 1241 1260 GAAUCUUGAUGAUGUUGCAU CUGCAGCAUCAUCAGGAUUC Clivagem 
sly-miR172j.2-3p Solyc11g072600.1.1 2.0 12.724 1 20 1277 1296 GAAUCUUGAUGAUGUUGCAU CUGCAGCAUCAUCAGGAUUC Clivagem 
sly-miR172j.2-3p Solyc03g044300.2.1 2.0 14.797 1 20 1373 1392 GAAUCUUGAUGAUGUUGCAU CUGCAGCAUCAUCAGGAUUC Clivagem 
sly-miR172j.2-3p Solyc09g007260.2.1 2.0 10.954 1 20 1512 1531 GAAUCUUGAUGAUGUUGCAU CUGCAGCAUCAUCAGGAUUC Clivagem 
sly-miR172j.2-3p Solyc02g093150.2.1 2.0 16.129 1 20 1561 1580 GAAUCUUGAUGAUGUUGCAU CUGCAGCAUCAUCAGGAUUC Clivagem 
sly-miR172j.2-3p Solyc02g064960.2.1 2.0 16.957 1 20 1733 1752 GAAUCUUGAUGAUGUUGCAU CUGCAGCAUCAUCAGGAUUC Clivagem 
sly-miR172j.2-3p Solyc06g075510.2.1 3.0 14.883 1 20 1511 1530 GAAUCUUGAUGAUGUUGCAU CGGCAGCAUCAUCAGGAUUC Clivagem 
sly-miR172j.2-3p Solyc01g090460.2.1 2.5 18.67 1 20 342 361 GAAUCUUGAUGAUGUUGCAU AUGCAUCAUCAUCAAGUUUC Clivagem 
sly-miR172j.2-3p Solyc01g096170.2.1 2.5 9.55 1 20 2505 2524 GAAUCUUGAUGAUGUUGCAU GUACAACAUCAUCAAGGUUU Clivagem 
sly-miR172j.2-3p Solyc01g044520.1.1 3.0 20.246 1 20 165 184 GAAUCUUGAUGAUGUUGCAU AAGCAACAUCAUCAAGGUGC Clivagem 
sly-miR172j.2-3p Solyc02g064540.1.1 3.0 14.198 1 20 912 931 GAAUCUUGAUGAUGUUGCAU AUGCAAUAAUAUCGAGGUUC Clivagem 
sly-miR172j.2-3p Solyc07g063770.2.1 2.5 21.63 1 20 1864 1883 GAAUCUUGAUGAUGUUGCAU AUGUAUCUUCAUCAAGAUUC Clivagem 
sly-miR172j.2-3p Solyc10g006710.2.1 2.5 17.992 1 20 1876 1895 GAAUCUUGAUGAUGUUGCAU AUGUACCUUCAUCAAGAUUC Clivagem 
sly-miR172j.2-3p Solyc05g012280.2.1 3.0 16.337 1 20 252 271 GAAUCUUGAUGAUGUUGCAU AUCCAGCAUUUUCAAGAUUC Tradução 
sly-miR172j.2-3p Solyc01g073870.2.1 3.0 18.481 1 20 1588 1607 GAAUCUUGAUGAUGUUGCAU AUGCAACAGGGUCAAGGUUC Tradução 
sly-miR172j.2-3p Solyc09g014190.1.1 3.0 16.832 1 20 364 383 GAAUCUUGAUGAUGUUGCAU AUGAAACAUGAUGAAGAUUC Tradução 
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sly-miR172j.2-3p Solyc06g083410.2.1 3.0 7.491 1 20 805 824 GAAUCUUGAUGAUGUUGCAU AAGCAACACAAUCAAGAUUC Tradução 
sly-miR172j.2-5p Solyc09g011020.2.1 1.5 17.408 1 20 895 914 GCAGCAUCAUCAAGAUUCCC GGGAAUUUUGAUGAUGCUGA Clivagem 
sly-miR172j.2-5p Solyc09g008550.2.1 2.5 17.657 1 21 2158 2178 GCAGCAUCAUCAAGAUUCCCA UGAGAAUCUCGAUGAUGUUGC Clivagem 
sly-miR172j.2-5p Solyc10g081240.1.1 2.5 21.747 1 20 388 407 GCAGCAUCAUCAAGAUUCCC GGGAGUUUAGAUGGUGCUGC Clivagem 
sly-miR172j.2-5p Solyc05g047420.2.1 2.0 17.508 1 20 520 539 GCAGCAUCAUCAAGAUUCCC GGUAAUCUUGUUGAUGCUGC Tradução 
sly-miR172j.2-5p Solyc08g082980.2.1 2.5 16.309 1 20 1489 1508 GCAGCAUCAUCAAGAUUCCC GGGAGUCUAGGUGAUGCUGU Clivagem 
sly-miR172j.2-5p Solyc02g091120.2.1 2.5 18.607 1 20 2907 2926 GCAGCAUCAUCAAGAUUCCC GGUGAUCUUGGUGAUGUUGC Clivagem 
sly-miR172j.2-5p Solyc02g078640.2.1 3.0 19.508 1 20 843 862 GCAGCAUCAUCAAGAUUCCC AAGAAUCUUGAAGAUGCUGC Tradução 
sly-miR172j.2-5p Solyc01g105510.2.1 3.0 22.32 1 20 1536 1555 GCAGCAUCAUCAAGAUUCCC GGGAAUAUUGAUGAUGCAGU Clivagem 
sly-miR172j.2-5p Solyc04g082610.2.1 3.0 22.237 1 20 1606 1625 GCAGCAUCAUCAAGAUUCCC GGGAAAUUUGAUGGUGUUGU Clivagem 
sly-miR172j.2-5p Solyc09g089870.2.1 3.0 19.328 1 20 959 978 GCAGCAUCAUCAAGAUUCCC UGGAUUCUUUAUGAUGCUGC Tradução 
sly-miR1886a-3p Solyc04g077610.2.1 3.0 22.122 1 24 1028 1050 AUGGUAUCGUGAGAUGAAAUCAGC GCUGAUUUCAUCUCACGA-AUCAU Clivagem 
sly-miR1886a-3p Solyc01g094550.2.1 3.0 13.67 1 22 1704 1725 AUGGUAUCGUGAGAUGAAAUCA UGAUUUGAUCUCAAGAUGUCAU Tradução 
sly-miR1886a-3p Solyc11g005080.1.1 3.0 8.394 1 23 46 68 AUGGUAUCGUGAGAUGAAAUCAG UUUGUUUCAUCCCAUGAUACCAG Clivagem 
sly-miR1886a-3p Solyc06g065360.2.1 3.0 14.263 1 21 2127 2147 AUGGUAUCGUGAGAUGAAAUC GAUUUCAGCUAAUGAUGCCAU Tradução 
sly-miR1886a-3p Solyc07g009520.1.1 3.0 12.363 1 20 504 523 AUGGUAUCGUGAGAUGAAAU AUGUGAUCUCACGAUACCAG Clivagem 
sly-miR1886a-3p Solyc01g005190.1.1 3.0 7.552 1 20 461 481 AUGGUAU-CGUGAGAUGAAAU AUUUCAACUCACGCAUACCAU Clivagem 
sly-miR1886h.1-5p Solyc12g094670.1.1 2.5 12.476 1 20 206 225 AUUUUACGUUGAUUUCAUCU UGAUGAAAUCAACGGAAAAU Clivagem 
sly-miR1886h.1-5p Solyc11g020620.1.1 3.0 15.08 1 21 260 280 AUUUUACGUUGAUUUCAUCUC GAGAUGAGAUCAAAGUAGAAA Clivagem 
sly-miR1886h.1-5p Solyc02g067650.1.1 2.5 10.928 1 20 579 598 AUUUUACGUUGAUUUCAUCU AGAUGGAAUUCAUGUAAAAU Tradução 
sly-miR1886h.1-5p Solyc02g067640.2.1 2.5 17.637 1 20 579 598 AUUUUACGUUGAUUUCAUCU AGAUGGAAUUCAUGUAAAAU Tradução 
sly-miR1886h.1-5p Solyc02g067630.2.1 2.5 13.012 1 20 579 598 AUUUUACGUUGAUUUCAUCU AGAUGGAAUUCAUGUAAAAU Tradução 
sly-miR1886h.1-5p Solyc11g020660.1.1 3.0 14.658 1 20 216 235 AUUUUACGUUGAUUUCAUCU AGAUGAGAUCAAAGUAGAAA Clivagem 
sly-miR1886h.1-5p Solyc03g097670.2.1 3.0 19.411 1 20 1904 1923 AUUUUACGUUGAUUUCAUCU AGAUGAGGUCAAGGUGAGAU Clivagem 
sly-miR1886h.1-5p Solyc02g082340.2.1 3.0 10.832 1 20 79 98 AUUUUACGUUGAUUUCAUCU CGACGAAAUCAAAGUAAAAU Clivagem 
sly-miR1886h.1-5p Solyc02g089630.2.1 3.0 18.393 1 20 1770 1789 AUUUUACGUUGAUUUCAUCU AGGUCUAAUUAACGUAAAAU Clivagem 
sly-miR1886h.2-3p Solyc12g094670.1.1 2.5 12.476 1 20 206 225 AUUUUACGUUGAUUUCAUCU UGAUGAAAUCAACGGAAAAU Clivagem 
sly-miR1886h.2-3p Solyc11g020620.1.1 3.0 15.08 1 21 260 280 AUUUUACGUUGAUUUCAUCUC GAGAUGAGAUCAAAGUAGAAA Clivagem 
sly-miR1886h.2-3p Solyc02g067650.1.1 2.5 10.928 1 20 579 598 AUUUUACGUUGAUUUCAUCU AGAUGGAAUUCAUGUAAAAU Tradução 
sly-miR1886h.2-3p Solyc02g067640.2.1 2.5 17.637 1 20 579 598 AUUUUACGUUGAUUUCAUCU AGAUGGAAUUCAUGUAAAAU Tradução 
sly-miR1886h.2-3p Solyc02g067630.2.1 2.5 13.012 1 20 579 598 AUUUUACGUUGAUUUCAUCU AGAUGGAAUUCAUGUAAAAU Tradução 
sly-miR1886h.2-3p Solyc11g020660.1.1 3.0 14.658 1 20 216 235 AUUUUACGUUGAUUUCAUCU AGAUGAGAUCAAAGUAGAAA Clivagem 
sly-miR1886h.2-3p Solyc03g097670.2.1 3.0 19.411 1 20 1904 1923 AUUUUACGUUGAUUUCAUCU AGAUGAGGUCAAGGUGAGAU Clivagem 
sly-miR1886h.2-3p Solyc02g082340.2.1 3.0 10.832 1 20 79 98 AUUUUACGUUGAUUUCAUCU CGACGAAAUCAAAGUAAAAU Clivagem 
sly-miR1886h.2-3p Solyc02g089630.2.1 3.0 18.393 1 20 1770 1789 AUUUUACGUUGAUUUCAUCU AGGUCUAAUUAACGUAAAAU Clivagem 
 241 
 
sly-miR1917.1-5p Solyc02g071710.2.1 0.5 14.446 1 21 1215 1235 AUUAAUAAAGAGUGCUAAAGU AUUUUAGCACUCUUUAUUAAU Clivagem 
sly-miR1917.1-5p Solyc01g087190.2.1 2.0 12.942 1 21 911 931 AUUAAUAAAGAGUGCUAAAGU ACUUUAAUAUUCUUUAUUAAU Clivagem 
sly-miR1917.1-5p Solyc09g009090.2.1 2.5 17.804 1 20 2656 2675 AUUAAUAAAGAGUGCUAAAG AUUUGGCAUUCUUUGUUAAU Clivagem 
sly-miR1917.1-5p Solyc07g054930.2.1 2.5 11.904 1 20 1124 1143 AUUAAUAAAGAGUGCUAAAG UUUUAGCAGUUUUUGUUAAU Clivagem 
sly-miR1917.1-5p Solyc11g010550.1.1 3.0 12.88 1 20 938 957 AUUAAUAAAGAGUGCUAAAG CGUUGGCACUUUUUAUUGGU Clivagem 
sly-miR1917.1-5p Solyc01g066450.2.1 3.0 15.78 1 20 154 173 AUUAAUAAAGAGUGCUAAAG CUUUAGUCCUCUUUAUUCAU Clivagem 
sly-miR1917.1-5p Solyc04g056400.2.1 3.0 10.537 1 20 1105 1124 AUUAAUAAAGAGUGCUAAAG CUUUAGUAUCUUUUGUUAAU Tradução 
sly-miR1917.1-5p Solyc07g044790.2.1 3.0 13.095 1 20 1405 1424 AUUAAUAAAGAGUGCUAAAG CUAUAGCGCUGUUUAUUGAU Tradução 
sly-miR1917.1-5p Solyc05g024410.2.1 3.0 14.599 1 20 1145 1164 AUUAAUAAAGAGUGCUAAAG CUUCAGUACUGUUUAUUGAU Tradução 
sly-miR1917.2-5p Solyc02g071710.2.1 0.5 14.446 1 21 1215 1235 AUUAAUAAAGAGUGCUAAAGU AUUUUAGCACUCUUUAUUAAU Clivagem 
sly-miR1917.2-5p Solyc01g087190.2.1 2.0 12.942 1 21 911 931 AUUAAUAAAGAGUGCUAAAGU ACUUUAAUAUUCUUUAUUAAU Clivagem 
sly-miR1917.2-5p Solyc09g009090.2.1 2.5 17.804 1 20 2656 2675 AUUAAUAAAGAGUGCUAAAG AUUUGGCAUUCUUUGUUAAU Clivagem 
sly-miR1917.2-5p Solyc07g054930.2.1 2.5 11.904 1 20 1124 1143 AUUAAUAAAGAGUGCUAAAG UUUUAGCAGUUUUUGUUAAU Clivagem 
sly-miR1917.2-5p Solyc11g010550.1.1 3.0 12.88 1 20 938 957 AUUAAUAAAGAGUGCUAAAG CGUUGGCACUUUUUAUUGGU Clivagem 
sly-miR1917.2-5p Solyc01g066450.2.1 3.0 15.78 1 20 154 173 AUUAAUAAAGAGUGCUAAAG CUUUAGUCCUCUUUAUUCAU Clivagem 
sly-miR1917.2-5p Solyc04g056400.2.1 3.0 10.537 1 20 1105 1124 AUUAAUAAAGAGUGCUAAAG CUUUAGUAUCUUUUGUUAAU Tradução 
sly-miR1917.2-5p Solyc07g044790.2.1 3.0 13.095 1 20 1405 1424 AUUAAUAAAGAGUGCUAAAG CUAUAGCGCUGUUUAUUGAU Tradução 
sly-miR1917.2-5p Solyc05g024410.2.1 3.0 14.599 1 20 1145 1164 AUUAAUAAAGAGUGCUAAAG CUUCAGUACUGUUUAUUGAU Tradução 
sly-miR1918-5p Solyc10g045620.1.1 1.5 17.386 1 22 23 44 UGUUGGUGAGAGUUCGAUUCUC GGGAAUCGAAUCCUCACCAACA Tradução 
sly-miR1918-5p Solyc01g095820.2.1 1.5 21.676 1 21 554 574 UGUUGGUGAGAGUUCGAUUCU GGAAUCGAACUCUCACGAACA Clivagem 
sly-miR1918-5p Solyc10g054110.1.1 2.5 15.325 1 21 71 91 UGUUGGUGAGAGUUCGAUUCU GGAAUCGAACUCUUGUCAAUG Clivagem 
sly-miR1918-5p Solyc01g105180.2.1 3.0 17.409 1 22 1433 1454 UGUUGGUGAGAGUUCGAUUCUC GGCAAUUGAACCCUCAUCAACA Tradução 
sly-miR1918-5p Solyc01g107000.1.1 3.0 10.961 1 21 582 602 UGUUGGUGAGAGUUCGAUUCU GGAAUGGAAAUUUCAUCAACA Clivagem 
sly-miR2111a-5p Solyc07g009410.2.1 1.0 14.519 1 20 42 61 UAAUCUGCAUCCUGAGGUUU CAACCUCAGGAUGCAGAUUA Clivagem 
sly-miR2111a-5p Solyc02g091920.2.1 3.0 17.142 1 20 229 248 UAAUCUGCAUCCUGAGGUUU AAAACUCAGGAUGUGGAUUU Clivagem 
sly-miR2111a-5p Solyc03g121880.2.1 3.0 17.772 1 20 936 955 UAAUCUGCAUCCUGAGGUUU GGAUCUCAGGUUGCGGAUUA Tradução 
sly-miR2111a-5p Solyc04g012070.1.1 3.0 10.7 1 20 1029 1048 UAAUCUGCAUCCUGAGGUUU AGACCCUAUGAUGCAGAUUA Clivagem 
sly-miR2111a-5p Solyc03g112600.2.1 3.0 17.75 1 20 202 221 UAAUCUGCAUCCUGAGGUUU AAAGUUCAGGUUGCAGAUUG Tradução 
sly-miR2604-5p Solyc06g064490.2.1 2.0 23.319 1 21 432 452 UAAUUUUUAUGUGGAAGUGUU GGCACUUCCAUAUGAGAAUUA Clivagem 
sly-miR2604-5p Solyc11g044570.1.1 3.0 17.983 1 21 432 452 UAAUUUUUAUGUGGAAGUGUU AAUGCUUCCAUAUAGAAAUUC Clivagem 
sly-miR2604-5p Solyc10g005020.2.1 2.5 9.683 1 20 11 30 UAAUUUUUAUGUGGAAGUGU UCGCUUUCAUAUAAAAAUUA Clivagem 
sly-miR2604-5p Solyc08g062860.2.1 2.5 14.233 1 20 1413 1432 UAAUUUUUAUGUGGAAGUGU AUACUUCUGUAUAGAAAUUA Clivagem 
sly-miR2604-5p Solyc12g098700.1.1 3.0 18.298 1 21 1388 1408 UAAUUUUUAUGUGGAAGUGUU AGAACUUCUACAUAGAAGUUA Clivagem 
sly-miR2604-5p Solyc01g108020.2.1 3.0 9.423 1 20 680 699 UAAUUUUUAUGUGGAAGUGU CUACUUCUACUUAAAAAUUA Tradução 
sly-miR2604-5p Solyc09g074040.1.1 3.0 15.846 1 20 442 461 UAAUUUUUAUGUGGAAGUGU AUGCUUCCACAAAGAGAUUA Tradução 
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sly-miR2604-5p Solyc05g006780.2.1 3.0 11.595 1 20 2038 2057 UAAUUUUUAUGUGGAAGUGU ACACUUCCACAGAAUAAUUG Tradução 
sly-miR2604-5p Solyc05g006550.2.1 3.0 18.434 1 20 1035 1054 UAAUUUUUAUGUGGAAGUGU AAGUUUCCACAUAAAGAUUG Clivagem 
sly-miR2604-5p Solyc04g005070.2.1 3.0 14.682 1 21 43 63 UAAUUUUUAUGUGGAAGUGUU GACACUCAGACAUAAAAAUUA Clivagem 
sly-miR2604-5p Solyc06g005930.1.1 3.0 8.351 1 20 1407 1426 UAAUUUUUAUGUGGAAGUGU AGAAUUCGACAUAAAAAUUA Clivagem 
sly-miR319.1-3p Solyc01g100650.2.1 2.0 14.531 1 21 1990 2010 UUGGACUGAAGGGUUUCCUUC GAAGGGAACUUUUUAGUCCAA Clivagem 
sly-miR319.1-3p Solyc08g048390.1.1 1.5 14.031 1 20 1015 1034 UUGGACUGAAGGGUUUCCUU AGGGGGACCCUUCAGUCCAA Clivagem 
sly-miR319.1-3p Solyc08g048370.2.1 1.5 14.608 1 20 805 824 UUGGACUGAAGGGUUUCCUU AGGGGGACCCUUCAGUCCAA Clivagem 
sly-miR319.1-3p Solyc03g119020.2.1 2.0 21.577 1 21 56 76 UUGGACUGAAGGGUUUCCUUC GAAGGAAACUGUUUAGUCCAA Tradução 
sly-miR319.1-3p Solyc07g053410.2.1 1.5 13.671 1 20 755 774 UUGGACUGAAGGGUUUCCUU AGGGAACCCCUUCAGUCCAA Clivagem 
sly-miR319.1-3p Solyc10g008780.1.1 2.5 10.497 1 21 1575 1595 UUGGACUGAAGGGUUUCCUUC GAGGGAACCCCUUCAGUCCAC Clivagem 
sly-miR319.1-3p Solyc12g014140.1.1 2.5 13.801 1 21 906 926 UUGGACUGAAGGGUUUCCUUC GAGGGGACCCCUUCAGUCCAG Clivagem 
sly-miR319.1-3p Solyc07g062680.1.1 2.5 11.86 1 21 939 959 UUGGACUGAAGGGUUUCCUUC GAGGGGACCCCUUCAGUCCAG Clivagem 
sly-miR319.1-3p Solyc01g088160.2.1 2.5 16.388 1 21 1542 1562 UUGGACUGAAGGGUUUCCUUC GGAGGAAACACUUUGGUCCAA Clivagem 
sly-miR319.1-3p Solyc05g012840.1.1 2.0 12.967 1 20 616 635 UUGGACUGAAGGGUUUCCUU AGGGAACCCCUUCAGUCCAG Clivagem 
sly-miR319.1-3p Solyc02g077250.2.1 2.0 13.488 1 20 898 917 UUGGACUGAAGGGUUUCCUU AGGGAACCCCUUCAGUCCAG Clivagem 
sly-miR319.1-3p Solyc02g072470.2.1 3.0 18.054 1 21 2725 2745 UUGGACUGAAGGGUUUCCUUC GAAGGAAAUGUUCCAGUCCAA Tradução 
sly-miR319.1-3p Solyc10g011690.2.1 3.0 16.274 1 20 1552 1571 UUGGACUGAAGGGUUUCCUU AGGGAAAUCCUACAGUCUGA Tradução 
sly-miR319.1-3p Solyc08g078520.2.1 3.0 14.303 1 20 1386 1405 UUGGACUGAAGGGUUUCCUU AAGGCAACUCAUCAGUUCAA Tradução 
sly-miR319.1-3p Solyc08g075340.2.1 3.0 13.439 1 20 474 493 UUGGACUGAAGGGUUUCCUU AAGCAGAACCUUCAGUUCAA Clivagem 
sly-miR319.1-5p Solyc12g099250.1.1 2.0 23.215 1 20 569 588 AGGAAACUGUUUAGUCCAAC GUUGGACUGGACAGUUUCCA Clivagem 
sly-miR319.1-5p Solyc05g054910.2.1 2.5 21.912 1 20 1897 1916 AGGAAACUGUUUAGUCCAAC GUUGGAAUAAACAGUUUUCA Clivagem 
sly-miR319.1-5p Solyc06g048520.2.1 2.5 15.868 1 20 618 637 AGGAAACUGUUUAGUCCAAC GGUGGAUUGAACAGUUUCUU Clivagem 
sly-miR319.1-5p Solyc12g040470.1.1 3.0 18.802 1 20 38 57 AGGAAACUGUUUAGUCCAAC CUUGGACUGAAGGGUUUCCU Tradução 
sly-miR319.1-5p Solyc03g119020.2.1 3.0 15.851 1 20 214 233 AGGAAACUGUUUAGUCCAAC CUUGGACUGAAGGGUUUCCU Tradução 
sly-miR319.1-5p Solyc02g069900.1.1 2.5 18.206 1 20 273 292 AGGAAACUGUUUAGUCCAAC GUUGGAUCAACCAGUUUCCU Tradução 
sly-miR319.1-5p Solyc06g051260.2.1 2.5 16.06 1 20 128 147 AGGAAACUGUUUAGUCCAAC GUUGGUCUCAACAGUUUUCU Clivagem 
sly-miR319.1-5p Solyc09g014160.1.1 3.0 16.132 1 20 344 363 AGGAAACUGUUUAGUCCAAC GUCGGACUAAAUCGUUUUCU Clivagem 
sly-miR319.1-5p Solyc01g081410.2.1 3.0 14.324 1 20 1066 1084 AGGAAACUGUUUAGUCCAAC GUUGGACUAG-CAGUUUUCU Tradução 
sly-miR319.2-3p Solyc01g100650.2.1 2.0 14.531 1 21 1990 2010 UUGGACUGAAGGGUUUCCUUC GAAGGGAACUUUUUAGUCCAA Clivagem 
sly-miR319.2-3p Solyc08g048390.1.1 1.5 14.031 1 20 1015 1034 UUGGACUGAAGGGUUUCCUU AGGGGGACCCUUCAGUCCAA Clivagem 
sly-miR319.2-3p Solyc08g048370.2.1 1.5 14.608 1 20 805 824 UUGGACUGAAGGGUUUCCUU AGGGGGACCCUUCAGUCCAA Clivagem 
sly-miR319.2-3p Solyc03g119020.2.1 2.0 21.577 1 21 56 76 UUGGACUGAAGGGUUUCCUUC GAAGGAAACUGUUUAGUCCAA Tradução 
sly-miR319.2-3p Solyc07g053410.2.1 1.5 13.671 1 20 755 774 UUGGACUGAAGGGUUUCCUU AGGGAACCCCUUCAGUCCAA Clivagem 
sly-miR319.2-3p Solyc10g008780.1.1 2.5 10.497 1 21 1575 1595 UUGGACUGAAGGGUUUCCUUC GAGGGAACCCCUUCAGUCCAC Clivagem 
sly-miR319.2-3p Solyc12g014140.1.1 2.5 13.801 1 21 906 926 UUGGACUGAAGGGUUUCCUUC GAGGGGACCCCUUCAGUCCAG Clivagem 
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sly-miR319.2-3p Solyc07g062680.1.1 2.5 11.86 1 21 939 959 UUGGACUGAAGGGUUUCCUUC GAGGGGACCCCUUCAGUCCAG Clivagem 
sly-miR319.2-3p Solyc01g088160.2.1 2.5 16.388 1 21 1542 1562 UUGGACUGAAGGGUUUCCUUC GGAGGAAACACUUUGGUCCAA Clivagem 
sly-miR319.2-3p Solyc05g012840.1.1 2.0 12.967 1 20 616 635 UUGGACUGAAGGGUUUCCUU AGGGAACCCCUUCAGUCCAG Clivagem 
sly-miR319.2-3p Solyc02g077250.2.1 2.0 13.488 1 20 898 917 UUGGACUGAAGGGUUUCCUU AGGGAACCCCUUCAGUCCAG Clivagem 
sly-miR319.2-3p Solyc02g072470.2.1 3.0 18.054 1 21 2725 2745 UUGGACUGAAGGGUUUCCUUC GAAGGAAAUGUUCCAGUCCAA Tradução 
sly-miR319.2-3p Solyc10g011690.2.1 3.0 16.274 1 20 1552 1571 UUGGACUGAAGGGUUUCCUU AGGGAAAUCCUACAGUCUGA Tradução 
sly-miR319.2-3p Solyc08g078520.2.1 3.0 14.303 1 20 1386 1405 UUGGACUGAAGGGUUUCCUU AAGGCAACUCAUCAGUUCAA Tradução 
sly-miR319.2-3p Solyc08g075340.2.1 3.0 13.439 1 20 474 493 UUGGACUGAAGGGUUUCCUU AAGCAGAACCUUCAGUUCAA Clivagem 
sly-miR319.2-5p Solyc06g054380.2.1 1.5 17.59 1 20 586 605 GCUGCUGAAUCAUUGGUUCA UGAAUCCAUGAUUCAGCAGC Clivagem 
sly-miR319.2-5p Solyc07g063300.2.1 2.5 19.786 1 20 728 747 GCUGCUGAAUCAUUGGUUCA CUAAUCAAUGAUUCAGCAGC Clivagem 
sly-miR319.2-5p Solyc12g088500.1.1 2.5 15.491 1 20 57 76 GCUGCUGAAUCAUUGGUUCA AGAAGCAAUGGUUCAGCAGC Clivagem 
sly-miR319.2-5p Solyc12g088520.1.1 2.5 16.997 1 20 57 76 GCUGCUGAAUCAUUGGUUCA AGAAGCAAUGGUUCAGCAGC Clivagem 
sly-miR319.2-5p Solyc12g088470.1.1 2.5 19.367 1 20 72 91 GCUGCUGAAUCAUUGGUUCA AGAAGCAAUGGUUCAGCAGC Clivagem 
sly-miR319.2-5p Solyc12g088530.1.1 3.0 20.531 1 20 57 76 GCUGCUGAAUCAUUGGUUCA AGAAGCAAUGGUUCAGCAGU Clivagem 
sly-miR319.2-5p Solyc08g078340.2.1 3.0 19.439 1 20 910 930 GCUGCUGAA-UCAUUGGUUCA UGAAUCAAUGGGUUCAGCAGC Tradução 
sly-miR319a.1-3p Solyc01g009070.2.1 2.5 23.404 1 20 956 975 UUGGACUGAAGGGAGCUCCC UGGAGCUCCCUUCACUCCAA Clivagem 
sly-miR319a.1-3p Solyc02g079010.2.1 2.5 22.293 1 20 383 402 UUGGACUGAAGGGAGCUCCC CGGAGCUUCAUUCAGUCCAA Tradução 
sly-miR319a.1-3p Solyc03g113840.1.1 3.0 16.67 1 20 946 965 UUGGACUGAAGGGAGCUCCC GGGAGAUUUCUUCAGUCCAU Clivagem 
sly-miR319a.1-3p Solyc08g014020.2.1 3.0 16.541 1 21 513 533 UUGGACUGAAGGGAGCUCCCU GGGGUGCUCCCUUAAGUUUAA Clivagem 
sly-miR319a.1-3p Solyc07g053410.2.1 3.0 13.671 1 21 755 774 UUGGACUGAAGGGAGCUCCCU AGGGAAC-CCCUUCAGUCCAA Clivagem 
sly-miR319a.1-5p Solyc04g005540.2.1 3.0 22.348 1 20 2378 2397 GAGCUCUCUCCGGUCCAGUC GAUUCAACCGGAGAGGGCUC Clivagem 
sly-miR319a.2-3p Solyc01g009070.2.1 2.5 23.404 1 20 956 975 UUGGACUGAAGGGAGCUCCC UGGAGCUCCCUUCACUCCAA Clivagem 
sly-miR319a.2-3p Solyc02g079010.2.1 2.5 22.293 1 20 383 402 UUGGACUGAAGGGAGCUCCC CGGAGCUUCAUUCAGUCCAA Tradução 
sly-miR319a.2-3p Solyc03g113840.1.1 3.0 16.67 1 20 946 965 UUGGACUGAAGGGAGCUCCC GGGAGAUUUCUUCAGUCCAU Clivagem 
sly-miR319a.2-3p Solyc08g014020.2.1 3.0 16.541 1 21 513 533 UUGGACUGAAGGGAGCUCCCU GGGGUGCUCCCUUAAGUUUAA Clivagem 
sly-miR319a.2-3p Solyc07g053410.2.1 3.0 13.671 1 21 755 774 UUGGACUGAAGGGAGCUCCCU AGGGAAC-CCCUUCAGUCCAA Clivagem 
sly-miR319a.2-5p Solyc04g080110.2.1 2.5 15.773 1 21 183 203 AGAGCUUCCUUUAGUCCACUC GAGUGGAUUAGAGGAAGCUUG Clivagem 
sly-miR319a.2-5p Solyc04g080060.2.1 2.5 16.023 1 21 440 460 AGAGCUUCCUUUAGUCCACUC GAGUGGAUUAGAGGAAGCUUG Clivagem 
sly-miR319a.2-5p Solyc01g109080.2.1 3.0 17.778 1 21 9356 9376 AGAGCUUCCUUUAGUCCACUC GAGUGAGUUGAAGGAGGCUCU Clivagem 
sly-miR319a.2-5p Solyc03g082840.2.1 2.5 24.272 1 20 335 354 AGAGCUUCCUUUAGUCCACU ACUGGACUGAAGGGGGCUCU Clivagem 
sly-miR319a.2-5p Solyc12g100250.1.1 3.0 19.822 1 21 846 866 AGAGCUUCCUUUAGUCCACUC GAGUUGGCUAAAAGGAGCUCU Tradução 
sly-miR319a.2-5p Solyc06g054620.2.1 3.0 17.925 1 20 1096 1115 AGAGCUUCCUUUAGUCCACU AGUGGAUCAAAGGCAGCUCU Clivagem 
sly-miR319a.2-5p Solyc03g113080.2.1 2.5 17.767 1 20 759 777 AGAGCUUCCUUUAGUCCACU AGUGG-CUGAAGGAAGCUCU Clivagem 
sly-miR319a.2-5p Solyc07g024000.2.1 3.0 24.095 1 20 704 723 AGAGCUUCCUUUAGUCCACU AGGGGACUAGGGAAAGCUCU Clivagem 
sly-miR319a.2-5p Solyc08g081050.2.1 3.0 13.877 1 20 1573 1592 AGAGCUUCCUUUAGUCCACU AAUGAGCUAAAGGAAGCUUU Clivagem 
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sly-miR319a.2-5p Solyc10g047050.1.1 3.0 20.448 1 20 172 191 AGAGCUUCCUUUAGUCCACU AGUGCACUAGUGGAGGCUCU Tradução 
sly-miR319a.2-5p Solyc01g006330.2.1 3.0 14.776 1 20 209 228 AGAGCUUCCUUUAGUCCACU AAUGGACUAAUUGAAGCUCU Tradução 
sly-miR319a.2-5p Solyc03g117420.2.1 3.0 23.837 1 20 1414 1432 AGAGCUUCCUUUAGUCCACU AGUGGUCUAAAG-AAGCUCU Clivagem 
sly-miR319c.1-3p Solyc01g009070.2.1 2.5 23.404 1 20 956 975 UUGGACUGAAGGGAGCUCCU UGGAGCUCCCUUCACUCCAA Clivagem 
sly-miR319c.1-3p Solyc02g079010.2.1 2.5 22.293 1 20 383 402 UUGGACUGAAGGGAGCUCCU CGGAGCUUCAUUCAGUCCAA Tradução 
sly-miR319c.1-3p Solyc08g048390.1.1 2.5 14.031 1 20 1015 1034 UUGGACUGAAGGGAGCUCCU AGGGGGACCCUUCAGUCCAA Clivagem 
sly-miR319c.1-3p Solyc08g048370.2.1 2.5 14.608 1 20 805 824 UUGGACUGAAGGGAGCUCCU AGGGGGACCCUUCAGUCCAA Clivagem 
sly-miR319c.1-3p Solyc12g014140.1.1 3.0 13.801 1 20 907 926 UUGGACUGAAGGGAGCUCCU AGGGGACCCCUUCAGUCCAG Clivagem 
sly-miR319c.1-3p Solyc07g062680.1.1 3.0 11.86 1 20 940 959 UUGGACUGAAGGGAGCUCCU AGGGGACCCCUUCAGUCCAG Clivagem 
sly-miR319c.1-3p Solyc11g007960.1.1 3.0 13.682 1 20 1256 1275 UUGGACUGAAGGGAGCUCCU AGGAGCUUCAGUCAGUUCAA Tradução 
sly-miR319c.1-3p Solyc08g069010.2.1 3.0 18.318 1 20 947 966 UUGGACUGAAGGGAGCUCCU AGGAUCUCAUUUCAGUUCAA Clivagem 
sly-miR319c.2-3p Solyc01g009070.2.1 2.5 23.404 1 20 956 975 UUGGACUGAAGGGAGCUCCU UGGAGCUCCCUUCACUCCAA Clivagem 
sly-miR319c.2-3p Solyc02g079010.2.1 2.5 22.293 1 20 383 402 UUGGACUGAAGGGAGCUCCU CGGAGCUUCAUUCAGUCCAA Tradução 
sly-miR319c.2-3p Solyc11g007960.1.1 3.0 13.682 1 21 1255 1275 UUGGACUGAAGGGAGCUCCUU AAGGAGCUUCAGUCAGUUCAA Tradução 
sly-miR319c.2-3p Solyc08g048390.1.1 2.5 14.031 1 20 1015 1034 UUGGACUGAAGGGAGCUCCU AGGGGGACCCUUCAGUCCAA Clivagem 
sly-miR319c.2-3p Solyc08g048370.2.1 2.5 14.608 1 20 805 824 UUGGACUGAAGGGAGCUCCU AGGGGGACCCUUCAGUCCAA Clivagem 
sly-miR319c.2-3p Solyc12g014140.1.1 3.0 13.801 1 21 906 926 UUGGACUGAAGGGAGCUCCUU GAGGGGACCCCUUCAGUCCAG Clivagem 
sly-miR319c.2-3p Solyc07g062680.1.1 3.0 11.86 1 21 939 959 UUGGACUGAAGGGAGCUCCUU GAGGGGACCCCUUCAGUCCAG Clivagem 
sly-miR319c.2-3p Solyc08g069010.2.1 3.0 18.318 1 20 947 966 UUGGACUGAAGGGAGCUCCU AGGAUCUCAUUUCAGUUCAA Clivagem 
sly-miR319c.2-5p Solyc01g109080.2.1 2.0 17.778 1 21 9356 9376 AGAGCUUCCUUCAGCCCACUC GAGUGAGUUGAAGGAGGCUCU Clivagem 
sly-miR319c.2-5p Solyc06g051760.2.1 3.0 21.251 1 21 1988 2008 AGAGCUUCCUUCAGCCCACUC GAUUGGGUUGAAGGAAGUUCG Clivagem 
sly-miR319c.2-5p Solyc01g094050.1.1 2.5 16.605 1 20 1829 1848 AGAGCUUCCUUCAGCCCACU AGUUGGCUGAAGAAAGUUCU Clivagem 
sly-miR319c.2-5p Solyc03g082840.2.1 3.0 24.272 1 20 335 354 AGAGCUUCCUUCAGCCCACU ACUGGACUGAAGGGGGCUCU Clivagem 
sly-miR319c.3-3p Solyc01g009070.2.1 2.5 21.371 1 20 957 976 CUUGGACUGAAGGGAGCUCC GGAGCUCCCUUCACUCCAAA Clivagem 
sly-miR319c.3-3p Solyc02g079010.2.1 2.5 20.949 1 20 384 403 CUUGGACUGAAGGGAGCUCC GGAGCUUCAUUCAGUCCAAA Clivagem 
sly-miR319c.3-3p Solyc11g007960.1.1 3.0 14.162 1 20 1257 1276 CUUGGACUGAAGGGAGCUCC GGAGCUUCAGUCAGUUCAAG Tradução 
sly-miR319c.3-5p Solyc04g080110.2.1 3.0 14.929 1 20 183 202 GAGCUUUCUUUAGUCCACAC GAGUGGAUUAGAGGAAGCUU Clivagem 
sly-miR319c.3-5p Solyc04g080060.2.1 3.0 16.445 1 20 440 459 GAGCUUUCUUUAGUCCACAC GAGUGGAUUAGAGGAAGCUU Clivagem 
sly-miR319c.3-5p Solyc09g009800.2.1 3.0 16.135 1 20 3314 3333 GAGCUUUCUUUAGUCCACAC GUGUAGACUGGGGAAAGCUU Clivagem 
sly-miR319c.3-5p Solyc07g065980.2.1 3.0 18.499 1 20 330 349 GAGCUUUCUUUAGUCCACAC GUGUGGCUGAAAGAAAGCUU Clivagem 
sly-miR319c.3-5p Solyc08g021810.1.1 3.0 15.581 1 20 1350 1369 GAGCUUUCUUUAGUCCACAC GUAUAGACUAAAAAAAGCUC Clivagem 
sly-miR3627-3p Solyc09g090870.2.1 3.0 12.67 1 21 2152 2172 AAGUGCCUCUGUCUUUCGACA UGUCAGGACACAGAGGCACUU Clivagem 
sly-miR3627-3p Solyc07g055870.2.1 3.0 21.86 1 20 1375 1394 AAGUGCCUCUGUCUUUCGAC GUUGGAAGGCAUGGGCACUU Tradução 
sly-miR3627-5p Solyc09g075090.1.1 2.5 15.212 1 22 631 652 UUGUCGCAGGAGAGAUGGCACU AAUGCCUUUUCUCGUGCGACAA Tradução 
sly-miR3627-5p Solyc09g075760.2.1 3.0 16.803 1 20 701 720 UUGUCGCAGGAGAGAUGGCA UGCUCUCUUUCUUGCGGCAA Clivagem 
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sly-miR3627-5p Solyc12g088340.1.1 3.0 22.609 1 22 451 472 UUGUCGCAGGAGAGAUGGCACU ACUGCCAUGUCUCCGGUGGCAA Clivagem 
sly-miR3627-5p Solyc09g009640.2.1 3.0 15.017 1 20 482 501 UUGUCGCAGGAGAGAUGGCA UCCCAUUUCACCUGUGACAA Tradução 
sly-miR390a-3p Solyc08g080050.2.1 3.0 16.946 1 21 567 587 CGCUAUCCAUCCUGAGUUUCA UGAAACUUAAGAUGGAUGGCA Clivagem 
sly-miR390a-3p Solyc08g066500.2.1 3.0 13.901 1 20 39 58 CGCUAUCCAUCCUGAGUUUC CAAAUUUGGGAUGGAUAGUG Clivagem 
sly-miR390a-3p Solyc08g066810.2.1 3.0 12.559 1 20 134 153 CGCUAUCCAUCCUGAGUUUC CAAAUUCAAGAUGGAUAGUG Clivagem 
sly-miR390a-5p Solyc04g005390.1.1 2.5 21.739 1 21 823 843 AAGCUCAGGAGGGAUAGCGCC GGUGUGAUCCCUUCUGAGCUU Clivagem 
sly-miR390a-5p Solyc01g091230.2.1 3.0 16.127 1 21 510 530 AAGCUCAGGAGGGAUAGCGCC GGUGUUAUUCCUCCUGAGGUU Clivagem 
sly-miR390a-5p Solyc04g079120.2.1 2.5 18.491 1 20 598 617 AAGCUCAGGAGGGAUAGCGC GUGCUAUUCCUCCUGAUCUU Clivagem 
sly-miR390a-5p Solyc09g091900.2.1 3.0 18.731 1 21 581 601 AAGCUCAGGAGGGAUAGCGCC GUCGCUAUCCUUCCUCAGCUU Clivagem 
sly-miR390a-5p Solyc09g091850.2.1 3.0 19.674 1 21 1919 1939 AAGCUCAGGAGGGAUAGCGCC GGCGCUAUUCCUCAUGAUCUU Clivagem 
sly-miR390a-5p Solyc04g015600.2.1 3.0 12.104 1 21 988 1008 AAGCUCAGGAGGGAUAGCGCC GGAACUAUUCCUCCUGAGUUU Clivagem 
sly-miR390b-3p Solyc00g052940.2.1 3.0 16.981 1 21 86 106 CGCUAUCCAUCCUGAGUUUUA UAAAACGCAGGAUGGAGAGUG Clivagem 
sly-miR390b-3p Solyc08g066500.2.1 3.0 13.901 1 20 39 58 CGCUAUCCAUCCUGAGUUUU CAAAUUUGGGAUGGAUAGUG Clivagem 
sly-miR390b-3p Solyc08g066810.2.1 3.0 12.559 1 20 134 153 CGCUAUCCAUCCUGAGUUUU CAAAUUCAAGAUGGAUAGUG Clivagem 
sly-miR390b-3p Solyc09g090660.2.1 2.5 14.037 1 20 1843 1862 CGCUAUCCAUCCUGAGUUUU AAAACUCUGAAUGGAUAGUG Tradução 
sly-miR390b-3p Solyc01g086640.2.1 3.0 16.859 1 20 1034 1053 CGCUAUCCAUCCUGAGUUUU AAAGCUUAGGAGGGAUGGUG Tradução 
sly-miR390b-5p Solyc04g005390.1.1 2.0 21.739 1 21 823 843 AAGCUCAGGAGGGAUAGCACC GGUGUGAUCCCUUCUGAGCUU Clivagem 
sly-miR390b-5p Solyc01g091230.2.1 2.5 16.127 1 21 510 530 AAGCUCAGGAGGGAUAGCACC GGUGUUAUUCCUCCUGAGGUU Clivagem 
sly-miR390b-5p Solyc04g079120.2.1 2.0 18.491 1 20 598 617 AAGCUCAGGAGGGAUAGCAC GUGCUAUUCCUCCUGAUCUU Clivagem 
sly-miR390b-5p Solyc07g056410.2.1 3.0 19.518 1 21 821 841 AAGCUCAGGAGGGAUAGCACC GGUGCAAUUCCUCCUGAGAUU Clivagem 
sly-miR390b-5p Solyc01g100890.2.1 3.0 22.648 1 20 406 425 AAGCUCAGGAGGGAUAGCAC UUGCUGUCCUUUCUGGGCUU Clivagem 
sly-miR390b-5p Solyc06g036720.2.1 3.0 20.054 1 21 1006 1026 AAGCUCAGGAGGGAUAGCACC GGUGCUAUGCUACUUGAGCUU Tradução 
sly-miR390b-5p Solyc04g015600.2.1 3.0 12.104 1 21 988 1008 AAGCUCAGGAGGGAUAGCACC GGAACUAUUCCUCCUGAGUUU Clivagem 
sly-miR390b-5p Solyc01g011040.2.1 3.0 16.235 1 20 724 743 AAGCUCAGGAGGGAUAGCAC UUGCUAAUCUUCCUGAGCUU Clivagem 
sly-miR393a-3p Solyc02g077690.2.1 3.0 14.597 1 20 1290 1309 AUCAUGCGAUCUCUUCGGAA UUCCUAAAAGAUUGUAUGAU Clivagem 
sly-miR393a-5p Solyc06g008780.1.1 2.0 20.001 1 20 1293 1312 UCCAAAGGGAUCGCAUUGAU GACAAUGCGAUCCCUUUGGA Clivagem 
sly-miR393a-5p Solyc09g074520.2.1 2.0 18.205 1 20 1678 1697 UCCAAAGGGAUCGCAUUGAU GACAAUGCGAUCCCUUUGGA Clivagem 
sly-miR393a-5p Solyc02g079190.2.1 2.0 19.316 1 22 1607 1628 UCCAAAGGGAUCGCAUUGAUCC GAAUCAAUGCGGUGUCUUUGGA Tradução 
sly-miR393a-5p Solyc06g008470.1.1 3.0 15.888 1 20 148 167 UCCAAAGGGAUCGCAUUGAU GACCAUGCGAUCCCUUUGGA Clivagem 
sly-miR393a-5p Solyc05g015070.2.1 3.0 16.936 1 22 1426 1447 UCCAAAGGGAUCGCAUUGAUCC GUGUCAAGGUGGUUCCUUUGGA Clivagem 
sly-miR393a-5p Solyc03g007140.2.1 3.0 21.191 1 20 697 716 UCCAAAGGGAUCGCAUUGAU GUAGAUGUGGUCCCUUUGGA Clivagem 
sly-miR393a-5p Solyc07g063500.2.1 3.0 20.886 1 22 665 686 UCCAAAGGGAUCGCAUUGAUCC GUAUCCAUGCGAAUCCUUUGGG Tradução 
sly-miR393a-5p Solyc07g063450.1.1 3.0 18.584 1 22 665 686 UCCAAAGGGAUCGCAUUGAUCC GUAUCCAUGCGAAUCCUUUGGG Tradução 
sly-miR394a-5p Solyc05g015520.2.1 1.0 18.464 1 20 1248 1267 UUGGCAUUCUGUCCACCUCC GGAGGUUGACAGAAUGCCAA Clivagem 
sly-miR394a-5p Solyc11g070010.1.1 3.0 14.328 1 20 27 46 UUGGCAUUCUGUCCACCUCC GGAUGUGGAUGGAGUGCUAA Clivagem 
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sly-miR394a-5p Solyc12g009100.1.1 3.0 16.3 1 20 975 994 UUGGCAUUCUGUCCACCUCC GGAGCUGGAAAGGAUGUCAA Tradução 
sly-miR394a-5p Solyc05g014760.2.1 3.0 15.211 1 20 787 806 UUGGCAUUCUGUCCACCUCC GGAAGUGAAUAGAAUGUCAA Clivagem 
sly-miR394b-5p Solyc05g015520.2.1 1.0 18.464 1 20 1248 1267 UUGGCAUUCUGUCCACCUCC GGAGGUUGACAGAAUGCCAA Clivagem 
sly-miR394b-5p Solyc11g070010.1.1 3.0 14.328 1 20 27 46 UUGGCAUUCUGUCCACCUCC GGAUGUGGAUGGAGUGCUAA Clivagem 
sly-miR394b-5p Solyc12g009100.1.1 3.0 16.3 1 20 975 994 UUGGCAUUCUGUCCACCUCC GGAGCUGGAAAGGAUGUCAA Tradução 
sly-miR394b-5p Solyc05g014760.2.1 3.0 15.211 1 20 787 806 UUGGCAUUCUGUCCACCUCC GGAAGUGAAUAGAAUGUCAA Clivagem 
sly-miR395a.1-5p Solyc11g066140.1.1 1.5 12.894 1 20 989 1008 CUGAAGUGUUUGGGGGAACU AGUUCCUCCAAACACUUCAA Clivagem 
sly-miR395a.1-5p Solyc04g054730.2.1 2.0 13.578 1 21 246 266 CUGAAGUGUUUGGGGGAACUC GAGUUCUCCGGAACACUUCAG Clivagem 
sly-miR395a.1-5p Solyc03g005260.2.1 3.0 16.384 1 21 430 450 CUGAAGUGUUUGGGGGAACUC GAGUUCCUCCAAACUCUUCAU Clivagem 
sly-miR395a.1-5p Solyc09g082860.2.1 3.0 22.654 1 21 477 497 CUGAAGUGUUUGGGGGAACUC GAGUUCCUCCAAACUCUUCAU Clivagem 
sly-miR395a.1-5p Solyc06g075970.2.1 3.0 5.802 1 20 1047 1066 CUGAAGUGUUUGGGGGAACU UGUUCUUCCAAACACUUCAA Clivagem 
sly-miR395a.1-5p Solyc01g110700.2.1 2.5 13.914 1 20 45047 45066 CUGAAGUGUUUGGGGGAACU AGCUUCUUCAAACACUUCAG Clivagem 
sly-miR395a.1-5p Solyc01g111180.2.1 2.5 13.914 1 20 14413 14432 CUGAAGUGUUUGGGGGAACU AGCUUCUUCAAACACUUCAG Clivagem 
sly-miR395a.1-5p Solyc06g082560.1.1 3.0 18.646 1 20 255 274 CUGAAGUGUUUGGGGGAACU AGUUCCACCAAGUACUUCAC Clivagem 
sly-miR395a.1-5p Solyc08g066140.2.1 3.0 8.145 1 20 664 683 CUGAAGUGUUUGGGGGAACU AGUUUCACCAAAAAUUUCAG Clivagem 
sly-miR395a.2-5p Solyc11g066140.1.1 1.5 12.894 1 20 989 1008 CUGAAGUGUUUGGGGGAACU AGUUCCUCCAAACACUUCAA Clivagem 
sly-miR395a.2-5p Solyc04g054730.2.1 2.0 13.578 1 21 246 266 CUGAAGUGUUUGGGGGAACUC GAGUUCUCCGGAACACUUCAG Clivagem 
sly-miR395a.2-5p Solyc03g005260.2.1 3.0 16.384 1 21 430 450 CUGAAGUGUUUGGGGGAACUC GAGUUCCUCCAAACUCUUCAU Clivagem 
sly-miR395a.2-5p Solyc09g082860.2.1 3.0 22.654 1 21 477 497 CUGAAGUGUUUGGGGGAACUC GAGUUCCUCCAAACUCUUCAU Clivagem 
sly-miR395a.2-5p Solyc06g075970.2.1 3.0 5.802 1 20 1047 1066 CUGAAGUGUUUGGGGGAACU UGUUCUUCCAAACACUUCAA Clivagem 
sly-miR395a.2-5p Solyc01g110700.2.1 2.5 13.914 1 20 45047 45066 CUGAAGUGUUUGGGGGAACU AGCUUCUUCAAACACUUCAG Clivagem 
sly-miR395a.2-5p Solyc01g111180.2.1 2.5 13.914 1 20 14413 14432 CUGAAGUGUUUGGGGGAACU AGCUUCUUCAAACACUUCAG Clivagem 
sly-miR395a.2-5p Solyc06g082560.1.1 3.0 18.646 1 20 255 274 CUGAAGUGUUUGGGGGAACU AGUUCCACCAAGUACUUCAC Clivagem 
sly-miR395a.2-5p Solyc08g066140.2.1 3.0 8.145 1 22 662 683 CUGAAGUGUUUGGGGGAACUCC GCAGUUUCACCAAAAAUUUCAG Clivagem 
sly-miR395a.3-3p Solyc11g066140.1.1 1.5 12.894 1 20 989 1008 CUGAAGUGUUUGGGGGAACU AGUUCCUCCAAACACUUCAA Clivagem 
sly-miR395a.3-3p Solyc04g054730.2.1 2.0 13.578 1 21 246 266 CUGAAGUGUUUGGGGGAACUC GAGUUCUCCGGAACACUUCAG Clivagem 
sly-miR395a.3-3p Solyc03g005260.2.1 3.0 16.384 1 21 430 450 CUGAAGUGUUUGGGGGAACUC GAGUUCCUCCAAACUCUUCAU Clivagem 
sly-miR395a.3-3p Solyc09g082860.2.1 3.0 22.654 1 21 477 497 CUGAAGUGUUUGGGGGAACUC GAGUUCCUCCAAACUCUUCAU Clivagem 
sly-miR395a.3-3p Solyc06g075970.2.1 3.0 5.802 1 20 1047 1066 CUGAAGUGUUUGGGGGAACU UGUUCUUCCAAACACUUCAA Clivagem 
sly-miR395a.3-3p Solyc01g110700.2.1 2.5 13.914 1 20 45047 45066 CUGAAGUGUUUGGGGGAACU AGCUUCUUCAAACACUUCAG Clivagem 
sly-miR395a.3-3p Solyc01g111180.2.1 2.5 13.914 1 20 14413 14432 CUGAAGUGUUUGGGGGAACU AGCUUCUUCAAACACUUCAG Clivagem 
sly-miR395a.3-3p Solyc06g082560.1.1 3.0 18.646 1 20 255 274 CUGAAGUGUUUGGGGGAACU AGUUCCACCAAGUACUUCAC Clivagem 
sly-miR395a.3-3p Solyc08g066140.2.1 3.0 8.145 1 20 664 683 CUGAAGUGUUUGGGGGAACU AGUUUCACCAAAAAUUUCAG Clivagem 
sly-miR395a.4-5p Solyc11g066140.1.1 1.5 12.894 1 20 989 1008 CUGAAGUGUUUGGGGGAACU AGUUCCUCCAAACACUUCAA Clivagem 
sly-miR395a.4-5p Solyc04g054730.2.1 2.0 13.578 1 21 246 266 CUGAAGUGUUUGGGGGAACUC GAGUUCUCCGGAACACUUCAG Clivagem 
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sly-miR395a.4-5p Solyc03g005260.2.1 3.0 16.384 1 21 430 450 CUGAAGUGUUUGGGGGAACUC GAGUUCCUCCAAACUCUUCAU Clivagem 
sly-miR395a.4-5p Solyc09g082860.2.1 3.0 22.654 1 21 477 497 CUGAAGUGUUUGGGGGAACUC GAGUUCCUCCAAACUCUUCAU Clivagem 
sly-miR395a.4-5p Solyc06g075970.2.1 3.0 5.802 1 20 1047 1066 CUGAAGUGUUUGGGGGAACU UGUUCUUCCAAACACUUCAA Clivagem 
sly-miR395a.4-5p Solyc01g110700.2.1 2.5 13.914 1 20 45047 45066 CUGAAGUGUUUGGGGGAACU AGCUUCUUCAAACACUUCAG Clivagem 
sly-miR395a.4-5p Solyc01g111180.2.1 2.5 13.914 1 20 14413 14432 CUGAAGUGUUUGGGGGAACU AGCUUCUUCAAACACUUCAG Clivagem 
sly-miR395a.4-5p Solyc06g082560.1.1 3.0 18.646 1 20 255 274 CUGAAGUGUUUGGGGGAACU AGUUCCACCAAGUACUUCAC Clivagem 
sly-miR395a.4-5p Solyc08g066140.2.1 3.0 8.145 1 22 662 683 CUGAAGUGUUUGGGGGAACUCC GCAGUUUCACCAAAAAUUUCAG Clivagem 
sly-miR395g-5p Solyc11g066140.1.1 0.5 12.894 1 20 989 1008 UUGAAGUGUUUGGGGGAACU AGUUCCUCCAAACACUUCAA Clivagem 
sly-miR395g-5p Solyc04g054730.2.1 1.5 13.208 1 21 300 320 UUGAAGUGUUUGGGGGAACUC GUGUUCUCCCAAACACUUCAA Clivagem 
sly-miR395g-5p Solyc06g075970.2.1 2.0 5.802 1 20 1047 1066 UUGAAGUGUUUGGGGGAACU UGUUCUUCCAAACACUUCAA Clivagem 
sly-miR395g-5p Solyc03g005260.2.1 3.0 16.384 1 21 430 450 UUGAAGUGUUUGGGGGAACUC GAGUUCCUCCAAACUCUUCAU Clivagem 
sly-miR395g-5p Solyc09g082860.2.1 3.0 22.654 1 21 477 497 UUGAAGUGUUUGGGGGAACUC GAGUUCCUCCAAACUCUUCAU Clivagem 
sly-miR395g-5p Solyc08g080050.2.1 3.0 14.012 1 21 359 379 UUGAAGUGUUUGGGGGAACUC GAGUUUCUCCAAGCACUACAA Clivagem 
sly-miR395g-5p Solyc09g011400.1.1 3.0 19.038 1 21 95 115 UUGAAGUGUUUGGGGGAACUC GAGUUCCUCUAAGAGCUUCAA Clivagem 
sly-miR395g-5p Solyc06g050930.2.1 2.5 14.019 1 20 2153 2172 UUGAAGUGUUUGGGGGAACU AGUUCCCUCUGGCACUUCAA Tradução 
sly-miR395g-5p Solyc10g080350.1.1 2.5 14.051 1 20 3193 3212 UUGAAGUGUUUGGGGGAACU AGUUUUCUCAAAAACUUCAA Clivagem 
sly-miR395g-5p Solyc03g044910.1.1 3.0 13.111 1 21 529 549 UUGAAGUGUUUGGGGGAACUC GAAUUCUCCCAAUCAUUUCAA Tradução 
sly-miR395g-5p Solyc12g040640.1.1 3.0 12.053 1 21 463 483 UUGAAGUGUUUGGGGGAACUC GAUUUACCUCAAGCACUUCAA Clivagem 
sly-miR395g-5p Solyc03g115070.1.1 3.0 17.624 1 21 1154 1174 UUGAAGUGUUUGGGGGAACUC GAAUUGCUUCAAACACUUCAA Clivagem 
sly-miR395g-5p Solyc06g082560.1.1 3.0 18.646 1 20 255 274 UUGAAGUGUUUGGGGGAACU AGUUCCACCAAGUACUUCAC Clivagem 
sly-miR395g-5p Solyc06g053330.2.1 3.0 5.068 1 20 71 90 UUGAAGUGUUUGGGGGAACU ACUUCUCCCAAACACUUAAA Clivagem 
sly-miR395g-5p Solyc01g110700.2.1 3.0 13.914 1 20 45047 45066 UUGAAGUGUUUGGGGGAACU AGCUUCUUCAAACACUUCAG Clivagem 
sly-miR395g-5p Solyc01g111180.2.1 3.0 13.914 1 20 14413 14432 UUGAAGUGUUUGGGGGAACU AGCUUCUUCAAACACUUCAG Clivagem 
sly-miR395g-5p Solyc02g083070.2.1 3.0 22.169 1 20 413 432 UUGAAGUGUUUGGGGGAACU ACUUGCCUCAAAUACUUCAA Clivagem 
sly-miR395g-5p Solyc04g007070.2.1 3.0 11.246 1 20 1767 1786 UUGAAGUGUUUGGGGGAACU AUUUUCUCCAAAGACUUCAA Clivagem 
sly-miR395g-5p Solyc02g067040.2.1 3.0 14.224 1 20 405 423 UUGAAGUGUUUGGGGGAACU AGUUUCCCCAA-CAUUUCAA Tradução 
sly-miR396a-3p Solyc06g063080.1.1 2.5 18.494 1 20 198 217 GUUCAAUAAAGCUGUGGGAA UUCCUGCAGCUUUGUUGAAA Clivagem 
sly-miR396a-5p Solyc04g054840.1.1 3.0 15.498 1 21 408 428 UUCCACAGCUUUCUUGAACUG UAGUUUAAGAGAGUGGUGGAA Clivagem 
sly-miR396a-5p Solyc03g045080.1.1 3.0 17.861 1 21 2585 2605 UUCCACAGCUUUCUUGAACUG CAGUUUCAGGAGGUUGUGGAA Clivagem 
sly-miR396a-5p Solyc12g088670.1.1 2.5 17.653 1 20 462 481 UUCCACAGCUUUCUUGAACU GGAUCAAGGAAGCUGUGGGA Clivagem 
sly-miR396a-5p Solyc06g065030.2.1 2.5 12.753 1 20 362 381 UUCCACAGCUUUCUUGAACU AGUUUAAGAGAGAUGUGGAG Clivagem 
sly-miR396a-5p Solyc02g062740.2.1 2.5 21.665 1 20 1151 1170 UUCCACAGCUUUCUUGAACU GGAUCAGGAAAGCUGUGGAG Clivagem 
sly-miR396a-5p Solyc06g007320.2.1 3.0 17.624 1 21 2284 2304 UUCCACAGCUUUCUUGAACUG UAGAUCGAGAAAGCUGUGAAA Clivagem 
sly-miR396a-5p Solyc12g096070.1.1 2.0 20.954 1 21 321 342 UUCCACA-GCUUUCUUGAACUG CCGUUCAAGAAAGCAUGUGGAA Clivagem 
sly-miR396a-5p Solyc08g075950.1.1 2.0 19.232 1 21 375 396 UUCCACA-GCUUUCUUGAACUG CCGUUCAAGAAAGCCUGUGGAA Clivagem 
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sly-miR396a-5p Solyc07g041640.2.1 2.0 12.148 1 21 410 431 UUCCACA-GCUUUCUUGAACUG CCGUUCAAGAAAGCCUGUGGAA Clivagem 
sly-miR396a-5p Solyc08g083230.1.1 2.0 10.066 1 21 480 501 UUCCACA-GCUUUCUUGAACUG CCGUUCAAGAAAGCCUGUGGAA Clivagem 
sly-miR396a-5p Solyc08g005430.2.1 2.0 15.162 1 21 384 405 UUCCACA-GCUUUCUUGAACUG CCGUUCAAGAAAGCCUGUGGAA Clivagem 
sly-miR396a-5p Solyc03g082430.1.1 2.0 24.453 1 21 456 477 UUCCACA-GCUUUCUUGAACUG CCGUUCAAGAAAGCAUGUGGAA Clivagem 
sly-miR396a-5p Solyc01g091540.1.1 2.0 20.361 1 19 470 489 UUCCACA-GCUUUCUUGAAC GUUCAAGAAAGCCUGUGGAA Clivagem 
sly-miR396a-5p Solyc02g062750.2.1 2.5 14.655 1 20 863 882 UUCCACAGCUUUCUUGAACU AGAUCAAGAAAUCUGUGGGA Tradução 
sly-miR396a-5p Solyc02g092070.2.1 2.0 14.74 1 19 947 966 UUCCACA-GCUUUCUUGAAC GUUCAAGAAAGCAUGUGGAA Clivagem 
sly-miR396a-5p Solyc04g077510.2.1 2.0 19.99 1 19 886 905 UUCCACA-GCUUUCUUGAAC GUUCAAGAAAGCCUGUGGAA Clivagem 
sly-miR396a-5p Solyc02g023950.2.1 3.0 15.766 1 20 92 111 UUCCACAGCUUUCUUGAACU AGUUUAAGAAAGGUGUUGAA Clivagem 
sly-miR396a-5p Solyc06g007820.1.1 3.0 12.092 1 20 50 69 UUCCACAGCUUUCUUGAACU AGGUUAAGGAUGCUGUGGAA Tradução 
sly-miR396a-5p Solyc11g013260.1.1 3.0 20.23 1 20 545 564 UUCCACAGCUUUCUUGAACU AGUUUUCGAAAGCUGUGGAG Clivagem 
sly-miR396a-5p Solyc11g022540.1.1 3.0 18.864 1 20 257 276 UUCCACAGCUUUCUUGAACU AGUUCAAAAGAGAUGUGGAG Clivagem 
sly-miR396b-5p Solyc12g088670.1.1 2.5 17.653 1 21 461 481 UUCCACAGCUUUCUUGAACUU AGGAUCAAGGAAGCUGUGGGA Clivagem 
sly-miR396b-5p Solyc06g065030.2.1 2.5 12.753 1 21 361 381 UUCCACAGCUUUCUUGAACUU AAGUUUAAGAGAGAUGUGGAG Clivagem 
sly-miR396b-5p Solyc02g062740.2.1 2.5 21.665 1 21 1150 1170 UUCCACAGCUUUCUUGAACUU AGGAUCAGGAAAGCUGUGGAG Clivagem 
sly-miR396b-5p Solyc04g054840.1.1 3.0 15.498 1 20 409 428 UUCCACAGCUUUCUUGAACU AGUUUAAGAGAGUGGUGGAA Clivagem 
sly-miR396b-5p Solyc06g007820.1.1 3.0 12.092 1 21 49 69 UUCCACAGCUUUCUUGAACUU AAGGUUAAGGAUGCUGUGGAA Tradução 
sly-miR396b-5p Solyc02g093040.2.1 3.0 24.35 1 21 504 524 UUCCACAGCUUUCUUGAACUU AAAAUCAAGGGAGCUGUGGAA Clivagem 
sly-miR396b-5p Solyc02g062750.2.1 2.5 14.655 1 21 862 882 UUCCACAGCUUUCUUGAACUU GAGAUCAAGAAAUCUGUGGGA Tradução 
sly-miR396b-5p Solyc11g022540.1.1 3.0 18.864 1 21 256 276 UUCCACAGCUUUCUUGAACUU AAGUUCAAAAGAGAUGUGGAG Clivagem 
sly-miR396b-5p Solyc02g023950.2.1 3.0 15.766 1 21 91 111 UUCCACAGCUUUCUUGAACUU GAGUUUAAGAAAGGUGUUGAA Clivagem 
sly-miR396b-5p Solyc01g091540.1.1 2.0 20.361 1 21 468 489 UUCCACA-GCUUUCUUGAACUU ACGUUCAAGAAAGCCUGUGGAA Clivagem 
sly-miR396b-5p Solyc12g096070.1.1 2.0 20.954 1 19 323 342 UUCCACA-GCUUUCUUGAAC GUUCAAGAAAGCAUGUGGAA Clivagem 
sly-miR396b-5p Solyc08g075950.1.1 2.0 19.232 1 19 377 396 UUCCACA-GCUUUCUUGAAC GUUCAAGAAAGCCUGUGGAA Clivagem 
sly-miR396b-5p Solyc07g041640.2.1 2.0 12.148 1 19 412 431 UUCCACA-GCUUUCUUGAAC GUUCAAGAAAGCCUGUGGAA Clivagem 
sly-miR396b-5p Solyc08g083230.1.1 2.0 10.066 1 19 482 501 UUCCACA-GCUUUCUUGAAC GUUCAAGAAAGCCUGUGGAA Clivagem 
sly-miR396b-5p Solyc08g005430.2.1 2.0 15.162 1 19 386 405 UUCCACA-GCUUUCUUGAAC GUUCAAGAAAGCCUGUGGAA Clivagem 
sly-miR396b-5p Solyc03g082430.1.1 2.0 24.453 1 19 458 477 UUCCACA-GCUUUCUUGAAC GUUCAAGAAAGCAUGUGGAA Clivagem 
sly-miR396b-5p Solyc02g092070.2.1 2.0 14.74 1 19 947 966 UUCCACA-GCUUUCUUGAAC GUUCAAGAAAGCAUGUGGAA Clivagem 
sly-miR396b-5p Solyc04g077510.2.1 2.0 19.99 1 19 886 905 UUCCACA-GCUUUCUUGAAC GUUCAAGAAAGCCUGUGGAA Clivagem 
sly-miR396b-5p Solyc03g045080.1.1 3.0 17.861 1 20 2586 2605 UUCCACAGCUUUCUUGAACU AGUUUCAGGAGGUUGUGGAA Clivagem 
sly-miR396b-5p Solyc06g007320.2.1 3.0 17.624 1 20 2285 2304 UUCCACAGCUUUCUUGAACU AGAUCGAGAAAGCUGUGAAA Clivagem 
sly-miR396b-5p Solyc11g013260.1.1 3.0 20.23 1 21 544 564 UUCCACAGCUUUCUUGAACUU GAGUUUUCGAAAGCUGUGGAG Clivagem 
sly-miR396g.1-3p Solyc06g068700.2.1 2.0 14.337 1 20 1457 1476 GUUCAAGAAAGCUGUGGAAA UUUUCACAGUUUUCUUGAAG Clivagem 
sly-miR396g.1-3p Solyc04g080850.2.1 3.0 9.764 1 21 611 631 GUUCAAGAAAGCUGUGGAAAA UUUUUUACUGCUUUCUUGAAA Clivagem 
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sly-miR396g.1-3p Solyc05g017930.1.1 3.0 12.521 1 21 145 165 GUUCAAGAAAGCUGUGGAAAA UUCUUCGUAGCUUUCUUGGAC Clivagem 
sly-miR396g.1-3p Solyc01g102580.2.1 3.0 8.143 1 20 166 185 GUUCAAGAAAGCUGUGGAAA AUUCCACAACUUUCUUGAAA Clivagem 
sly-miR396g.1-3p Solyc01g010470.2.1 3.0 13.766 1 20 726 745 GUUCAAGAAAGCUGUGGAAA UUUCCACACCUUUCUUUGAC Clivagem 
sly-miR396g.1-3p Solyc05g013810.2.1 3.0 15.334 1 20 1060 1079 GUUCAAGAAAGCUGUGGAAA UUUCAAUUGCUUUCUUGGAC Clivagem 
sly-miR396g.1-3p Solyc07g005450.2.1 3.0 14.38 1 20 1844 1863 GUUCAAGAAAGCUGUGGAAA UUUUCACAGAUCUCUUGAAU Tradução 
sly-miR396g.1-3p Solyc07g005460.2.1 3.0 14.6 1 20 1902 1921 GUUCAAGAAAGCUGUGGAAA UUUUCACAGAUCUCUUGAAU Tradução 
sly-miR396g.1-3p Solyc06g048860.1.1 3.0 14.366 1 19 912 931 GUUCAAGAA-AGCUGUGGAA UUCCACGGCUAUUCUUGAAU Tradução 
sly-miR396g.1-5p Solyc12g088670.1.1 2.5 17.653 1 20 462 481 UCCCACAGCUUUCUUGGACU GGAUCAAGGAAGCUGUGGGA Clivagem 
sly-miR396g.1-5p Solyc02g062750.2.1 2.5 14.655 1 20 863 882 UCCCACAGCUUUCUUGGACU AGAUCAAGAAAUCUGUGGGA Tradução 
sly-miR396g.1-5p Solyc01g105620.2.1 3.0 14.221 1 20 904 923 UCCCACAGCUUUCUUGGACU AUUCCAAGGAAGAUGUGGGG Clivagem 
sly-miR396g.1-5p Solyc12g013840.1.1 3.0 18.889 1 20 2251 2270 UCCCACAGCUUUCUUGGACU AAUACAAUAAAGCUGUGGGA Clivagem 
sly-miR396g.1-5p Solyc01g106670.1.1 3.0 12.404 1 20 444 462 UCCCACAGCUUUCUUGGACU AGUCCAAGCAA-CUGUGGGA Tradução 
sly-miR396g.2-3p Solyc06g068700.2.1 2.0 14.337 1 20 1457 1476 GUUCAAGAAAGCUGUGGAAA UUUUCACAGUUUUCUUGAAG Clivagem 
sly-miR396g.2-3p Solyc04g080850.2.1 3.0 9.764 1 21 611 631 GUUCAAGAAAGCUGUGGAAAA UUUUUUACUGCUUUCUUGAAA Clivagem 
sly-miR396g.2-3p Solyc05g017930.1.1 3.0 12.521 1 21 145 165 GUUCAAGAAAGCUGUGGAAAA UUCUUCGUAGCUUUCUUGGAC Clivagem 
sly-miR396g.2-3p Solyc01g102580.2.1 3.0 8.143 1 20 166 185 GUUCAAGAAAGCUGUGGAAA AUUCCACAACUUUCUUGAAA Clivagem 
sly-miR396g.2-3p Solyc01g010470.2.1 3.0 13.766 1 20 726 745 GUUCAAGAAAGCUGUGGAAA UUUCCACACCUUUCUUUGAC Clivagem 
sly-miR396g.2-3p Solyc05g013810.2.1 3.0 15.334 1 20 1060 1079 GUUCAAGAAAGCUGUGGAAA UUUCAAUUGCUUUCUUGGAC Clivagem 
sly-miR396g.2-3p Solyc07g005450.2.1 3.0 14.38 1 20 1844 1863 GUUCAAGAAAGCUGUGGAAA UUUUCACAGAUCUCUUGAAU Tradução 
sly-miR396g.2-3p Solyc07g005460.2.1 3.0 14.6 1 20 1902 1921 GUUCAAGAAAGCUGUGGAAA UUUUCACAGAUCUCUUGAAU Tradução 
sly-miR396g.2-3p Solyc06g048860.1.1 3.0 14.366 1 19 912 931 GUUCAAGAA-AGCUGUGGAA UUCCACGGCUAUUCUUGAAU Tradução 
sly-miR396g.2-5p Solyc12g013840.1.1 3.0 18.889 1 20 2251 2270 UCCCACAGCUUUAUUGAACC AAUACAAUAAAGCUGUGGGA Clivagem 
sly-miR396g.2-5p Solyc01g109350.2.1 2.5 19.071 1 21 796 816 UCCCACAGCUUUAUUGAACCG UGGUACCAUAAGGCUGUGGGA Clivagem 
sly-miR396g.2-5p Solyc02g076730.2.1 3.0 24.769 1 20 236 255 UCCCACAGCUUUAUUGAACC GGUUUGAUGAUGUUGUGGGA Tradução 
sly-miR396g.2-5p Solyc12g088670.1.1 2.5 17.653 1 20 462 481 UCCCACAGCUUUAUUGAACC GGAUCAAGGAAGCUGUGGGA Clivagem 
sly-miR396g.2-5p Solyc02g078800.2.1 3.0 22.311 1 20 238 257 UCCCACAGCUUUAUUGAACC GGUGUAAUAAAGCUAUGGGA Clivagem 
sly-miR396g.2-5p Solyc02g031980.2.1 3.0 16.506 1 20 239 258 UCCCACAGCUUUAUUGAACC AGGUCUAUAAAGCUGUGGGA Clivagem 
sly-miR397.1-3p Solyc02g084680.2.1 3.0 20.487 1 20 335 354 CAUCAACGCUAAACUCGAUC GAUCGGGUUUGGUGAUGAUG Clivagem 
sly-miR397.1-3p Solyc11g062250.1.1 3.0 14.47 1 20 719 738 CAUCAACGCUAAACUCGAUC GAUCGAGGGAAGCGUUGAUG Tradução 
sly-miR397.1-5p Solyc07g049460.2.1 0.5 12.382 1 20 677 696 AUUGAGUGCAGCGUUGAUGA UCAUCAACGCUGCGCUCAAU Clivagem 
sly-miR397.1-5p Solyc10g076830.1.1 1.0 15.639 1 21 661 681 AUUGAGUGCAGCGUUGAUGAC GUAAUCAACGCUGCACUCAAU Clivagem 
sly-miR397.1-5p Solyc06g082240.2.1 1.0 16.686 1 21 664 684 AUUGAGUGCAGCGUUGAUGAC GUGAUCAACGCUGCACUCAAU Clivagem 
sly-miR397.1-5p Solyc06g048860.1.1 2.0 13.175 1 21 685 705 AUUGAGUGCAGCGUUGAUGAC GUUAUCAAUGCUGCACUCAAC Clivagem 
sly-miR397.1-5p Solyc05g043360.1.1 1.0 7.921 1 20 677 696 AUUGAGUGCAGCGUUGAUGA UAAUCAACGCUGCACUCAAU Clivagem 
sly-miR397.1-5p Solyc02g062650.2.1 1.5 17.78 1 20 770 789 AUUGAGUGCAGCGUUGAUGA UUGUCAAUGCUGCACUCAAU Clivagem 
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sly-miR397.1-5p Solyc09g014240.2.1 2.0 15.811 1 21 794 814 AUUGAGUGCAGCGUUGAUGAC GUAAUCAACGCUGCACUCAAC Clivagem 
sly-miR397.1-5p Solyc09g011050.2.1 1.5 7.436 1 20 668 687 AUUGAGUGCAGCGUUGAUGA UGAUCAACGCUGCACUUAAU Clivagem 
sly-miR397.1-5p Solyc09g011000.2.1 1.5 7.88 1 20 730 749 AUUGAGUGCAGCGUUGAUGA UGAUCAACGCUGCACUUAAU Clivagem 
sly-miR397.1-5p Solyc06g076760.1.1 2.0 15.83 1 20 680 699 AUUGAGUGCAGCGUUGAUGA UCAUCAAUGCUGCACUAAAU Clivagem 
sly-miR397.1-5p Solyc06g076330.2.1 1.5 14.659 1 20 806 825 AUUGAGUGCAGCGUUGAUGA UAAUCAAUGCUGCACUCAAU Clivagem 
sly-miR397.1-5p Solyc02g085120.2.1 2.5 17.239 1 20 711 730 AUUGAGUGCAGCGUUGAUGA UUAUCAAUGCUGCUCUCAAU Clivagem 
sly-miR397.1-5p Solyc02g078690.1.1 2.5 20.179 1 20 1172 1191 AUUGAGUGCAGCGUUGAUGA UCAUCAAUGCUGGACUCAAG Clivagem 
sly-miR397.1-5p Solyc01g108920.2.1 3.0 15.426 1 20 2069 2088 AUUGAGUGCAGCGUUGAUGA UCAUCAGCGUUGCAUUCAGC Clivagem 
sly-miR397.1-5p Solyc06g074350.2.1 2.5 8.226 1 20 816 835 AUUGAGUGCAGCGUUGAUGA UCAUCAAUGUUUCACUUAAU Tradução 
sly-miR397.1-5p Solyc03g095220.2.1 2.0 16.323 1 20 272 291 AUUGAGUGCAGCGUUGAUGA UCAUCAACGGUGAACUCAAU Tradução 
sly-miR397.1-5p Solyc10g076710.1.1 3.0 19.465 1 20 1097 1116 AUUGAGUGCAGCGUUGAUGA UCAUUAAUGUUGCCCUCAAU Clivagem 
sly-miR397.1-5p Solyc02g085110.2.1 3.0 17.517 1 20 710 729 AUUGAGUGCAGCGUUGAUGA UUGUCAAUGCUGCUCUCAAU Clivagem 
sly-miR397.1-5p Solyc09g010990.2.1 2.5 12.524 1 20 665 684 AUUGAGUGCAGCGUUGAUGA UAAUCAACGCUGCACUAAAU Clivagem 
sly-miR397.1-5p Solyc06g050530.2.1 3.0 13.856 1 21 704 724 AUUGAGUGCAGCGUUGAUGAC GUCAUCAACUCUGGACUCAAC Clivagem 
sly-miR397.1-5p Solyc07g063920.2.1 3.0 11.255 1 20 1124 1143 AUUGAGUGCAGCGUUGAUGA ACCUCAACGUUGCACUUAAU Clivagem 
sly-miR397.1-5p Solyc09g011960.1.1 3.0 11.117 1 20 668 687 AUUGAGUGCAGCGUUGAUGA UGAUCAAUGCUGCACUUAAC Clivagem 
sly-miR397.1-5p Solyc10g078280.2.1 3.0 18.288 1 20 539 558 AUUGAGUGCAGCGUUGAUGA UCAUCAAGCUUGCAUUCAAU Clivagem 
sly-miR397.2-3p Solyc12g042740.1.1 2.0 17.452 1 20 1064 1083 CAUCAACGCUGCACUCAAUC GAUUCAGUGCAGAGUUGAUG Clivagem 
sly-miR397.2-3p Solyc06g066730.2.1 3.0 14.45 1 20 1359 1377 CAUCAACGCUGCACUCAAUC GAUUGAGUGCAG-GUUGAUA Clivagem 
sly-miR397.2-3p Solyc10g006700.1.1 3.0 14.487 1 20 281 300 CAUCAACGCUGCACUCAAUC GAUUGAGUCCUGAGUUGAUG Tradução 
sly-miR397.2-3p Solyc11g062250.1.1 3.0 14.47 1 20 719 738 CAUCAACGCUGCACUCAAUC GAUCGAGGGAAGCGUUGAUG Tradução 
sly-miR397.2-5p Solyc03g122140.2.1 3.0 13.713 1 20 1241 1260 AUCGAGUUUAGCGUUGAUGA UUAUUAGCGCUAAACUCCAU Clivagem 
sly-miR397.2-5p Solyc02g077630.2.1 2.5 17.948 1 20 2973 2992 AUCGAGUUUAGCGUUGAUGA UCAUUGACCCUAAACUUGAU Clivagem 
sly-miR397.2-5p Solyc02g038760.2.1 3.0 16.91 1 20 98 117 AUCGAGUUUAGCGUUGAUGA UCAUCAAUGCAGAACUUGGU Tradução 
sly-miR397.2-5p Solyc03g095220.2.1 3.0 16.323 1 20 272 291 AUCGAGUUUAGCGUUGAUGA UCAUCAACGGUGAACUCAAU Tradução 
sly-miR397.2-5p Solyc03g114810.2.1 3.0 14.904 1 20 1601 1620 AUCGAGUUUAGCGUUGAUGA UCAUCAGCUCUAAGUUUGAU Clivagem 
sly-miR397.2-5p Solyc01g006990.2.1 3.0 10.706 1 20 253 272 AUCGAGUUUAGCGUUGAUGA UCAUCAAUACCAAAUUCGAU Tradução 
sly-miR397.2-5p Solyc03g117870.2.1 3.0 18.274 1 20 1063 1082 AUCGAGUUUAGCGUUGAUGA UCCCUAACGCUAAACUCGGU Clivagem 
sly-miR397.2-5p Solyc03g112230.2.1 3.0 22.104 1 20 249 268 AUCGAGUUUAGCGUUGAUGA UCAUCAAUGAGAAACUUGAU Tradução 
sly-miR397.2-5p Solyc10g054860.1.1 3.0 18.793 1 20 698 717 AUCGAGUUUAGCGUUGAUGA UCCUCAAUGAUAAGCUCGAU Tradução 
sly-miR398a-5p Solyc06g061080.2.1 3.0 13.911 1 21 781 802 GGGUUGA-UUUGAGAACAUAUG CAUAUGUUCUCAAACUCAACUU Clivagem 
sly-miR398a-5p Solyc10g005150.1.1 3.0 14.459 1 20 297 316 GGGUUGAUUUGAGAACAUAU UUAUGUGUUCAAAUCAACUC Clivagem 
sly-miR398a-5p Solyc01g105490.2.1 3.0 9.552 1 20 40 59 GGGUUGAUUUGAGAACAUAU GUAUUUUCCCAAAUCAACUC Clivagem 
sly-miR398a-5p Solyc06g062520.1.1 3.0 7.101 1 20 19 38 GGGUUGAUUUGAGAACAUAU AUAUAUUCACAGAUCAAUCC Clivagem 
sly-miR398a-5p Solyc12g017480.1.1 3.0 15.707 1 20 311 330 GGGUUGAUUUGAGAACAUAU AUAUGCACUCAAAUCAGCUC Clivagem 
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sly-miR398a-5p Solyc08g066670.2.1 3.0 23.28 1 20 1441 1460 GGGUUGAUUUGAGAACAUAU AGAGGUUCUCAAGUCAACUC Clivagem 
sly-miR398b-3p Solyc01g067740.2.1 3.0 16.946 1 21 64 84 UGUGUUCUCAGGUUACCCCUG UAAGGGUGACCUGAGAUCACA Clivagem 
sly-miR399a.1-3p Solyc02g088290.2.1 2.5 19.472 1 21 3087 3107 UGCCAAAGGAGAAUUGCCCUG UAGGAUAAUGCUCCUUUGGCA Clivagem 
sly-miR399a.1-3p Solyc03g071720.2.1 3.0 18.626 1 20 621 640 UGCCAAAGGAGAAUUGCCCU AGUGCGGUUCUCUUUUGGCG Clivagem 
sly-miR399a.2-3p Solyc03g071720.2.1 2.0 18.626 1 20 621 640 UGCCAAAGGAGAAUUGCACU AGUGCGGUUCUCUUUUGGCG Clivagem 
sly-miR399a.2-3p Solyc01g095590.2.1 3.0 12.98 1 21 13 33 UGCCAAAGGAGAAUUGCACUG UGGUGCAAUUUUUGUUUGGUA Clivagem 
sly-miR399a.2-3p Solyc06g051720.2.1 3.0 11.434 1 21 1208 1229 UGCCAAAGGAG-AAUUGCACUG CCGUGUAAUUGCUCCUUUGGUA Clivagem 
sly-miR399a.2-3p Solyc05g005590.2.1 3.0 21.875 1 20 926 945 UGCCAAAGGAGAAUUGCACU AGUCCAAUUGUGCUUUGGCA Tradução 
sly-miR399a.2-3p Solyc03g116750.2.1 3.0 21.086 1 20 2567 2587 UGCCAAAG-GAGAAUUGCACU GGUGCAAUUCUGGCUUUGGCA Tradução 
sly-miR399a.3-3p Solyc03g071720.2.1 2.5 18.626 1 20 621 640 CGCCAAAGGAGAGCUGCCCU AGUGCGGUUCUCUUUUGGCG Clivagem 
sly-miR399a.3-5p Solyc03g031410.1.1 1.0 7.177 1 20 1 20 GGGCUACUCUCUAUUGGCAU AUGCCAAUAGAGUGUAGCCC Clivagem 
sly-miR399a.3-5p Solyc03g053080.1.1 3.0 13.777 1 20 868 887 GGGCUACUCUCUAUUGGCAU CUGACAAUAGAAAGUAGCCC Tradução 
sly-miR399a.3-5p Solyc06g050590.2.1 3.0 17.434 1 20 464 483 GGGCUACUCUCUAUUGGCAU GUUCCAACAGAGAGUAGUCC Clivagem 
sly-miR399a.4-3p Solyc03g071720.2.1 2.5 18.626 1 20 621 640 CGCCAAAGGAGAGCUGCCCU AGUGCGGUUCUCUUUUGGCG Clivagem 
sly-miR399a.4-5p Solyc03g031410.1.1 1.0 7.177 1 20 1 20 GGGCUACUCUCUAUUGGCAU AUGCCAAUAGAGUGUAGCCC Clivagem 
sly-miR399a.4-5p Solyc03g053080.1.1 3.0 13.777 1 20 868 887 GGGCUACUCUCUAUUGGCAU CUGACAAUAGAAAGUAGCCC Tradução 
sly-miR399a.4-5p Solyc06g050590.2.1 3.0 17.434 1 20 464 483 GGGCUACUCUCUAUUGGCAU GUUCCAACAGAGAGUAGUCC Clivagem 
sly-miR399a.5-3p Solyc03g071720.2.1 2.5 18.626 1 20 621 640 CGCCAAAGGAGAGCUGCCCU AGUGCGGUUCUCUUUUGGCG Clivagem 
sly-miR399a.5-5p Solyc03g031410.1.1 1.0 7.177 1 20 1 20 GGGCUACUCUCUAUUGGCAU AUGCCAAUAGAGUGUAGCCC Clivagem 
sly-miR399a.5-5p Solyc03g053080.1.1 3.0 13.777 1 20 868 887 GGGCUACUCUCUAUUGGCAU CUGACAAUAGAAAGUAGCCC Tradução 
sly-miR399a.5-5p Solyc06g050590.2.1 3.0 17.434 1 20 464 483 GGGCUACUCUCUAUUGGCAU GUUCCAACAGAGAGUAGUCC Clivagem 
sly-miR399d.1-3p Solyc04g054900.2.1 3.0 14.497 1 20 335 354 UGCCAAAGAAGAUUUGCCCC GGGGUAAAUUUGUUUUGGUA Tradução 
sly-miR399d.2-3p Solyc04g054900.2.1 3.0 14.497 1 20 335 354 UGCCAAAGAAGAUUUGCCCC GGGGUAAAUUUGUUUUGGUA Tradução 
sly-miR399d.3-3p Solyc01g096930.2.1 3.0 20.967 1 20 2094 2113 GCCAAAGGAGAGCUGCCCUA UAGGGCAGCUCUUCUUCGGA Clivagem 
sly-miR399d.3-5p Solyc03g031410.1.1 2.0 7.177 1 20 1 20 GGGCUACUCUCUAUAGGCAU AUGCCAAUAGAGUGUAGCCC Clivagem 
sly-miR399d.3-5p Solyc06g075010.2.1 3.0 17.642 1 20 1167 1186 GGGCUACUCUCUAUAGGCAU AUGCCUGUUGAGAGUACCCC Clivagem 
sly-miR399i-3p Solyc03g071720.2.1 3.0 18.626 1 20 621 640 UGCCAAAGGAGAGCUGCCCU AGUGCGGUUCUCUUUUGGCG Clivagem 
sly-miR399i-3p Solyc07g052580.1.1 3.0 17.538 1 20 923 942 UGCCAAAGGAGAGCUGCCCU AAGGCAUCUAUCCUUUGGCA Tradução 
sly-miR399j.1-3p Solyc02g088290.2.1 3.0 19.472 1 21 3087 3107 UGCCAAAGGAGAGUUGCCCUA UAGGAUAAUGCUCCUUUGGCA Clivagem 
sly-miR399j.1-3p Solyc07g052580.1.1 3.0 17.538 1 20 923 942 UGCCAAAGGAGAGUUGCCCU AAGGCAUCUAUCCUUUGGCA Tradução 
sly-miR399j.1-5p Solyc03g031410.1.1 0.0 7.177 1 20 1 20 GGGCUACACUCUAUUGGCAU AUGCCAAUAGAGUGUAGCCC Clivagem 
sly-miR399j.2-3p Solyc02g088290.2.1 3.0 19.472 1 21 3087 3107 UGCCAAAGGAGAGUUGCCCUA UAGGAUAAUGCUCCUUUGGCA Clivagem 
sly-miR399j.2-3p Solyc07g052580.1.1 3.0 17.538 1 20 923 942 UGCCAAAGGAGAGUUGCCCU AAGGCAUCUAUCCUUUGGCA Tradução 
sly-miR403-3p Solyc02g069260.2.1 1.5 18.771 1 20 3250 3269 CUAGAUUCACGCACAAGCUC GAGUUUGUGCGUGAAUCUAA Clivagem 
sly-miR403a-3p Solyc01g079280.1.1 0.0 17.227 1 21 128 148 UUAGAUUCACGCACAAACGUG CACGUUUGUGCGUGAAUCUAA Clivagem 
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sly-miR403a-3p Solyc02g069260.2.1 2.0 18.771 1 20 3250 3269 UUAGAUUCACGCACAAACGU GAGUUUGUGCGUGAAUCUAA Clivagem 
sly-miR403a-3p Solyc11g012330.1.1 2.5 18.362 1 20 256 275 UUAGAUUCACGCACAAACGU ACAUUUGUGUGUGAAUUUGA Clivagem 
sly-miR403a-3p Solyc07g009410.2.1 3.0 22.147 1 20 255 274 UUAGAUUCACGCACAAACGU ACGUUUGAUCGUGAGUUUAA Clivagem 
sly-miR408.1-3p Solyc05g054910.2.1 3.0 19.914 1 21 2006 2026 AUGCACUGCCUCUUCCCUGGC GCCAGCUAAGAGGCAGUGUGU Clivagem 
sly-miR408.1-3p Solyc04g072930.1.1 3.0 13.965 1 20 941 960 AUGCACUGCCUCUUCCCUGG UUGGGGAAGAUGCAGUGUAU Tradução 
sly-miR408.1-3p Solyc10g049360.1.1 3.0 12.171 1 20 668 687 AUGCACUGCCUCUUCCCUGG CCAGAGAAGAGGUAGUGAAU Clivagem 
sly-miR408.1-3p Solyc02g082490.2.1 3.0 22.566 1 20 145 164 AUGCACUGCCUCUUCCCUGG CCAGGGAUGAGGCAUUGUAU Clivagem 
sly-miR408.2-5p Solyc06g060670.2.1 3.0 8.919 1 21 127 147 CAGGGAAGAGGCAGUGCAUGG CUAUGCAGUGCCUUUUCCCUA Clivagem 
sly-miR408.2-5p Solyc11g033270.1.1 3.0 16.48 1 20 3628 3647 CAGGGAAGAGGCAGUGCAUG UAUGCAUUGCCUCUUCUAUG Clivagem 
sly-miR408.2-5p Solyc06g075400.2.1 3.0 20.536 1 21 2444 2464 CAGGGAAGAGGCAGUGCAUGG UCAUGCAUUGCGUCUUCACUG Tradução 
sly-miR408.2-5p Solyc01g081050.2.1 3.0 16.899 1 20 3416 3435 CAGGGAAGAGGCAGUGCAUG CAUGUCCUGAUUCUUCCCUG Tradução 
sly-miR408a-3p Solyc05g052360.1.1 2.0 17.044 1 20 124 143 AUGCACAGCCUCUUCCCUGG CCAGUGAAGAGGCUGUGCAA Clivagem 
sly-miR408a-3p Solyc05g052400.2.1 2.0 15.613 1 20 124 143 AUGCACAGCCUCUUCCCUGG CCAGUGAAGAGGCUGUGCAA Clivagem 
sly-miR408a-3p Solyc06g050530.2.1 3.0 22.113 1 21 142 162 AUGCACAGCCUCUUCCCUGGC GCCCGUGAAGAGGCUGUGCAA Clivagem 
sly-miR408a-3p Solyc04g080850.2.1 3.0 17.658 1 20 79 98 AUGCACAGCCUCUUCCCUGG AAAGGGAAGAUGCUGUGCAU Tradução 
sly-miR408a-3p Solyc06g048860.1.1 3.0 15.609 1 20 124 143 AUGCACAGCCUCUUCCCUGG CCAGUAAAGAGGCUGUGCAA Clivagem 
sly-miR437-3p Solyc11g010790.1.1 3.0 19.959 1 21 263 283 AAAGUUAGAGAUGUUUGACUU AAGUCAAGCAUCUCAAACUUG Clivagem 
sly-miR437-3p Solyc10g008460.2.1 2.5 14.066 1 21 1369 1389 AAAGUUAGAGAUGUUUGACUU AAGCCAGAUAUUUCUAACUUU Clivagem 
sly-miR437-3p Solyc07g007840.1.1 3.0 19.257 1 21 330 350 AAAGUUAGAGAUGUUUGACUU AAGUCAAACAGCUUUGACUUC Tradução 
sly-miR437-3p Solyc10g006710.2.1 3.0 18.324 1 21 2089 2109 AAAGUUAGAGAUGUUUGACUU AAAUCAGACGUCUUUAGCUUU Clivagem 
sly-miR437-3p Solyc03g034090.2.1 3.0 17.852 1 21 868 888 AAAGUUAGAGAUGUUUGACUU GGGAUAAGCAUUUCUAACUUU Clivagem 
sly-miR437-3p Solyc04g015720.1.1 3.0 14.148 1 21 460 480 AAAGUUAGAGAUGUUUGACUU AAGCCUGACAUCUCUAGCUUU Clivagem 
sly-miR437-3p Solyc06g063100.2.1 3.0 16.167 1 20 810 829 AAAGUUAGAGAUGUUUGACU UGUCAUAUAUCUCUAGCUUU Clivagem 
sly-miR4376-3p Solyc12g057110.2.1 3.0 15.375 1 20 929 948 GCAUCAUACUCCUGCAUAUU GAUAUGCAGGAUGAUGGUGC Tradução 
sly-miR4376-3p Solyc09g057680.2.1 3.0 16.941 1 20 1746 1765 GCAUCAUACUCCUGCAUAUU AAUAUGAAGGGUUAUGGUGC Tradução 
sly-miR4376-3p Solyc06g008560.1.1 3.0 16.394 1 20 936 955 GCAUCAUACUCCUGCAUAUU AAAAUUGAGGAGUAUGAUGC Clivagem 
sly-miR4376-5p Solyc05g016330.2.1 3.0 19.349 1 20 21 40 ACGCAGGAGAGAUGAUGCUG CAGCAUCACCUGUCUUGUGU Tradução 
sly-miR477-3p Solyc10g079160.1.1 2.0 17.586 1 20 795 814 AGUUCUUGUAGGGUGAGACA UGUUUCACCCUACGAGGAUU Clivagem 
sly-miR477-3p Solyc06g009470.1.1 3.0 19.296 1 22 191 212 AGUUCUUGUAGGGUGAGACAAC GUUGUCUGAUGCUACAAGAGCU Clivagem 
sly-miR477-3p Solyc10g055060.1.1 3.0 17.927 1 21 750 770 AGUUCUUGUAGGGUGAGACAA UUGUCUCAACCUGAAAGAGCU Clivagem 
sly-miR477-3p Solyc10g055080.1.1 3.0 14.856 1 21 1635 1655 AGUUCUUGUAGGGUGAGACAA UUGUCUCAACCUGAAAGAGCU Clivagem 
sly-miR477-3p Solyc06g075970.2.1 3.0 20.026 1 21 1655 1675 AGUUCUUGUAGGGUGAGACAA UUGUUACAGCCUACAAGAGCU Clivagem 
sly-miR477-3p Solyc02g088760.2.1 2.5 7.899 1 22 243 264 AGUUCUUGUAGGGUGAGACAAC GCUGUCUCGCCGUUCAAGAACU Tradução 
sly-miR477-5p Solyc01g103410.2.1 3.0 22.204 1 20 289 308 UGUCUCUCCCUCAAGGGCUC GAGUUAUUGGGGGAGAGGCA Clivagem 
sly-miR477-5p Solyc06g076590.2.1 3.0 16.556 1 20 494 513 UGUCUCUCCCUCAAGGGCUC GAUCACUUGAUGGAGAGACA Tradução 
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sly-miR477a-3p Solyc10g085550.1.1 3.0 18.746 1 22 521 542 GAAGCUCUAGCAGGGAGAGCCA UGAUUCUUCCUGUUGGAGCUUC Clivagem 
sly-miR477a-3p Solyc03g082940.2.1 2.5 19.566 1 20 180 199 GAAGCUCUAGCAGGGAGAGC UCUCUCCCUGUUAGGGUUUC Clivagem 
sly-miR477a-3p Solyc06g084250.2.1 2.5 23.89 1 20 844 863 GAAGCUCUAGCAGGGAGAGC GUUCUUCUUGCUGGAGCUUU Clivagem 
sly-miR477a-3p Solyc11g072590.1.1 3.0 24.014 1 20 853 872 GAAGCUCUAGCAGGGAGAGC GCUCUUCCUGCUGGCGCUUU Clivagem 
sly-miR477a-3p Solyc05g054010.2.1 2.5 16.012 1 20 832 851 GAAGCUCUAGCAGGGAGAGC GCUCUUACUCCUAGAGCUUC Tradução 
sly-miR477a-3p Solyc07g007510.2.1 3.0 13.664 1 20 995 1014 GAAGCUCUAGCAGGGAGAGC GCUCUUGCUGAUAGAGUUUC Tradução 
sly-miR477a-3p Solyc02g005280.1.1 3.0 21.693 1 20 547 566 GAAGCUCUAGCAGGGAGAGC GCUCUGCCAGUUAGAGCUUU Clivagem 
sly-miR477a-5p Solyc01g081080.1.1 2.0 15.156 1 21 589 609 CCUCUCCCUCAAGGGCUUCUC GGGAAGCCUUUGAGGGAGAGA Clivagem 
sly-miR477a-5p Solyc03g110950.1.1 2.0 20.807 1 20 786 805 CCUCUCCCUCAAGGGCUUCU GGAAGCCUUUGAGGGAGAGA Clivagem 
sly-miR477a-5p Solyc02g082910.2.1 2.5 15.768 1 20 1260 1279 CCUCUCCCUCAAGGGCUUCU AGAAGCUUUUGAGGGAGGGU Clivagem 
sly-miR477a-5p Solyc02g085000.2.1 2.5 20.83 1 20 748 767 CCUCUCCCUCAAGGGCUUCU AGAAGCUCUUGAUGGAGAGA Clivagem 
sly-miR477a-5p Solyc05g015890.2.1 3.0 21.082 1 21 733 753 CCUCUCCCUCAAGGGCUUCUC GAGAGGUACUUCAGGGAGAGG Tradução 
sly-miR477a-5p Solyc11g071840.1.1 3.0 12.895 1 20 1265 1284 CCUCUCCCUCAAGGGCUUCU AGAAGCCUUUGAAGGAGAAG Clivagem 
sly-miR477b-3p Solyc03g083440.2.1 2.0 19.702 1 20 2106 2125 GAGGUCUUUCGAGUGAGAGU GCUCUCACUCAAAGGACCUC Tradução 
sly-miR477b-3p Solyc09g064200.2.1 3.0 19.79 1 21 1085 1105 GAGGUCUUUCGAGUGAGAGUG CAUAUUUACUCGAAAGAUCUC Clivagem 
sly-miR477b-5p Solyc03g110950.1.1 1.5 20.807 1 21 785 805 ACUCUCCCUCAAAGGCUUCUG UGGAAGCCUUUGAGGGAGAGA Clivagem 
sly-miR477b-5p Solyc02g082910.2.1 1.0 15.768 1 20 1260 1279 ACUCUCCCUCAAAGGCUUCU AGAAGCUUUUGAGGGAGGGU Clivagem 
sly-miR477b-5p Solyc01g081080.1.1 1.5 15.156 1 20 590 609 ACUCUCCCUCAAAGGCUUCU GGAAGCCUUUGAGGGAGAGA Clivagem 
sly-miR477b-5p Solyc02g087300.1.1 3.0 21.882 1 20 861 880 ACUCUCCCUCAAAGGCUUCU AGAAGCUGUUGAUGGGGAGU Clivagem 
sly-miR482a.1-5p Solyc08g075630.2.1 1.5 24.851 1 22 538 559 UCUUUCCUACUCCUCCCAUACC GGUAUGGGGGGAUUAGGAAAGA Tradução 
sly-miR482a.1-5p Solyc08g076000.2.1 1.5 24.722 1 22 699 720 UCUUUCCUACUCCUCCCAUACC GGUAUGGGGGGACUAGGAAAGA Tradução 
sly-miR482a.1-5p Solyc11g065780.1.1 3.0 13.812 1 22 454 475 UCUUUCCUACUCCUCCCAUACC GGUAUGGGGGGUGUAGGUAAGA Tradução 
sly-miR482a.1-5p Solyc06g076350.2.1 3.0 15.598 1 22 394 415 UCUUUCCUACUCCUCCCAUACC GCUAUGAGAGGAGUAGAGAAGA Clivagem 
sly-miR482a.1-5p Solyc11g011560.1.1 3.0 19.304 1 22 1091 1112 UCUUUCCUACUCCUCCCAUACC GUUGUGGGAUGAGUAGGCAAGA Clivagem 
sly-miR482a.1-5p Solyc11g017420.1.1 3.0 19.254 1 22 1558 1579 UCUUUCCUACUCCUCCCAUACC GAUAUGCGGAGAGUGGGAAAGA Clivagem 
sly-miR482a.1-5p Solyc04g009940.2.1 3.0 17.92 1 20 397 416 UCUUUCCUACUCCUCCCAUA UAUGCAAGGAGAAGGAAAGA Tradução 
sly-miR482a.1-5p Solyc01g079080.2.1 3.0 13.065 1 20 1018 1036 UCUUUCCUACUCCUCCCAUA UAUGGAAGGAG-AGGAAAGA Tradução 
sly-miR482a.2-3p Solyc11g008140.1.1 1.0 11.101 1 20 1073 1092 UUUCCAAUUCCACCCAUUCC GGAGUGGGUGGAAUUGGAGA Clivagem 
sly-miR482a.2-3p Solyc12g056490.1.1 3.0 23.311 1 22 324 345 UUUCCAAUUCCACCCAUUCCUA UGGGAAUGGGAGGAAUUUGAAG Clivagem 
sly-miR482a.2-3p Solyc04g007320.1.1 2.0 21.199 1 22 671 692 UUUCCAAUUCCACCCAUUCCUA UUGGAAUGAGUGGAGUUGGGAA Clivagem 
sly-miR482a.2-3p Solyc01g087200.2.1 3.0 20.614 1 21 516 536 UUUCCAAUUCCACCCAUUCCU AGGUAUGGGUGGGAUUGGCAA Clivagem 
sly-miR482a.2-3p Solyc01g090860.2.1 3.0 8.404 1 20 784 803 UUUCCAAUUCCACCCAUUCC AGAAUGGGUGGAAUUGGGGU Clivagem 
sly-miR482a.2-3p Solyc01g102920.2.1 2.0 14.713 1 20 475 494 UUUCCAAUUCCACCCAUUCC GGUAUUGGUGGAAUUGGAAA Clivagem 
sly-miR482a.2-3p Solyc09g090390.1.1 3.0 18.271 1 21 720 740 UUUCCAAUUCCACCCAUUCCU AGGAAUCGGUGGCAUUGGAGG Tradução 
sly-miR482a.2-3p Solyc10g074880.1.1 3.0 5.151 1 21 198 218 UUUCCAAUUCCACCCAUUCCU AGGAAGUGGUGGGAUUGGAAG Clivagem 
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sly-miR482a.2-3p Solyc02g091890.1.1 3.0 6.22 1 21 755 775 UUUCCAAUUCCACCCAUUCCU AGAAGUCGGUGGAAUUGGAAG Clivagem 
sly-miR482a.2-3p Solyc08g005510.1.1 3.0 19.75 1 21 708 728 UUUCCAAUUCCACCCAUUCCU GGGAAUAGGUGGAGUUGGUAA Clivagem 
sly-miR482a.2-3p Solyc11g011350.1.1 3.0 19.87 1 21 795 815 UUUCCAAUUCCACCCAUUCCU GGGAAUAGGUGGAGUUGGUAA Clivagem 
sly-miR482a.2-3p Solyc10g007060.2.1 3.0 17.785 1 21 1354 1375 UUUCCAA-UUCCACCCAUUCCU AGAAAUGGGUGGAAGUUGGAAA Clivagem 
sly-miR482a.2-3p Solyc05g009750.1.1 3.0 17.541 1 22 164 185 UUUCCAAUUCCACCCAUUCCUA UUGGAAUGGCUGGAAUAGGGAA Clivagem 
sly-miR482a.2-3p Solyc06g009550.2.1 2.5 16.981 1 22 1187 1208 UUUCCAAUUCCACCCAUUCCUA UUGGAGUUGGUGGAUUUGGAAA Clivagem 
sly-miR482a.2-3p Solyc12g009450.1.1 3.0 19.542 1 22 725 746 UUUCCAAUUCCACCCAUUCCUA UUGGGAUGGGUGGCAUUGGUAA Tradução 
sly-miR482a.2-3p Solyc03g116360.1.1 2.5 15.966 1 20 820 839 UUUCCAAUUCCACCCAUUCC GGGAUGUGUGGACUUGGAAA Clivagem 
sly-miR482a.2-3p Solyc04g005540.2.1 3.0 17.383 1 20 638 657 UUUCCAAUUCCACCCAUUCC GGUAUGGGUGGAGUUGGUAA Clivagem 
sly-miR482a.2-3p Solyc03g083130.1.1 3.0 16.198 1 21 1322 1342 UUUCCAAUUCCACCCAUUCCU AGCAAUGUUUGGAAUUGGAAA Clivagem 
sly-miR482a.2-3p Solyc05g013290.1.1 3.0 19.042 1 22 140 161 UUUCCAAUUCCACCCAUUCCUA UUGGAGAGGGUGGAUUUGGGAA Clivagem 
sly-miR482a.2-3p Solyc03g005130.1.1 3.0 13.039 1 22 1463 1484 UUUCCAAUUCCACCCAUUCCUA UUGGGAAGGGUGGAUUUGGAGA Clivagem 
sly-miR482a.2-3p Solyc07g052380.2.1 3.0 11.899 1 20 779 798 UUUCCAAUUCCACCCAUUCC GGAAUGGGUUUAGUUGGAAG Tradução 
sly-miR482a.2-3p Solyc04g005550.1.1 3.0 21.364 1 20 541 560 UUUCCAAUUCCACCCAUUCC GGUAUGGGUGGUGUUGGGAA Tradução 
sly-miR482a.2-3p Solyc05g018720.1.1 3.0 17.342 1 22 62 83 UUUCCAAUUCCACCCAUUCCUA UUGGUAUGCCUGGAAUUGGAAA Clivagem 
sly-miR482a.2-5p Solyc04g079550.2.1 2.5 4.646 1 20 188 207 GGGAUUGGUGAGUUGGAAAG CUUUUCAAUUCACCGAUUUC Clivagem 
sly-miR482a.2-5p Solyc01g008410.1.1 3.0 19.318 1 20 161 180 GGGAUUGGUGAGUUGGAAAG UCUUUCAACUCACCAAUCUC Clivagem 
sly-miR482a.2-5p Solyc09g009630.2.1 3.0 19.58 1 20 949 968 GGGAUUGGUGAGUUGGAAAG UUUUUCCACUCACCAGUCCU Clivagem 
sly-miR482a.2-5p Solyc01g058670.2.1 3.0 5.244 1 20 95 114 GGGAUUGGUGAGUUGGAAAG CUCUCCGAUUCAUCAAUCUC Clivagem 
sly-miR482a.2-5p Solyc11g020730.1.1 3.0 9.264 1 20 21 41 GGGAUUGGU-GAGUUGGAAAG CUUUCCAGCUCCAUCAAUCCC Tradução 
sly-miR482a.2-5p Solyc02g090350.2.1 3.0 19.875 1 20 611 630 GGGAUUGGUGAGUUGGAAAG CUUUCCAACACUCUAAUCUC Tradução 
sly-miR482a.2-5p Solyc05g008990.2.1 3.0 9.967 1 19 1932 1951 GGGAUUGGUG-AGUUGGAAA UUUCCAACUUCACCAAUUUC Tradução 
sly-miR482c-5p Solyc06g005410.2.1 1.0 15.569 1 21 378 398 UUUCCUAUUCCACCCAUGCCA UGGCAUUGGUGGAAUAGGAAA Clivagem 
sly-miR482c-5p Solyc02g032650.2.1 2.0 15.284 1 21 183 203 UUUCCUAUUCCACCCAUGCCA UGGUAUGGGUGGUAUAGGGAA Tradução 
sly-miR482c-5p Solyc05g009750.1.1 2.5 17.541 1 22 164 185 UUUCCUAUUCCACCCAUGCCAA UUGGAAUGGCUGGAAUAGGGAA Clivagem 
sly-miR482c-5p Solyc01g105340.2.1 2.5 20.142 1 21 552 572 UUUCCUAUUCCACCCAUGCCA UGGCAUGGGUGGUAUGGGAGG Tradução 
sly-miR482c-5p Solyc04g009130.2.1 2.5 20.332 1 21 596 616 UUUCCUAUUCCACCCAUGCCA UGGCAUGGGUGGAUUAGGCAA Clivagem 
sly-miR482c-5p Solyc04g009290.1.1 2.5 18.898 1 21 573 593 UUUCCUAUUCCACCCAUGCCA UGGCAUGGGUGGAUUAGGCAA Clivagem 
sly-miR482c-5p Solyc01g113620.1.1 2.5 16.895 1 21 609 629 UUUCCUAUUCCACCCAUGCCA UGGCAUUGGUGGAAUAGGCAA Clivagem 
sly-miR482c-5p Solyc08g075640.2.1 3.0 24.051 1 22 533 554 UUUCCUAUUCCACCCAUGCCAA UUGGUAUGGGGGGGCUAGGAAA Clivagem 
sly-miR482c-5p Solyc02g079350.2.1 2.0 14.312 1 20 586 605 UUUCCUAUUCCACCCAUGCC GGUAGGGGUGGGAUAGGAAA Clivagem 
sly-miR482c-5p Solyc02g079330.2.1 2.0 16.167 1 20 507 526 UUUCCUAUUCCACCCAUGCC GGUAGGGGUGGGAUAGGAAA Clivagem 
sly-miR482c-5p Solyc01g102920.2.1 3.0 14.713 1 21 474 494 UUUCCUAUUCCACCCAUGCCA UGGUAUUGGUGGAAUUGGAAA Clivagem 
sly-miR482c-5p Solyc09g075010.2.1 3.0 16.92 1 21 551 571 UUUCCUAUUCCACCCAUGCCA UGAUAUGGGUGGAAUGGGAGG Clivagem 
sly-miR482c-5p Solyc02g079310.1.1 2.5 18.123 1 21 309 329 UUUCCUAUUCCACCCAUGCCA UGUUAGGGGUGGAAUAGGAAA Clivagem 
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sly-miR482c-5p Solyc04g026110.2.1 2.5 22.415 1 21 565 585 UUUCCUAUUCCACCCAUGCCA UGGCAUGGGCGGAUUGGGAAA Clivagem 
sly-miR482c-5p Solyc04g009110.1.1 2.5 18.119 1 21 573 593 UUUCCUAUUCCACCCAUGCCA UGGCAUGGGCGGAUUAGGGAA Clivagem 
sly-miR482c-5p Solyc09g098100.2.1 3.0 18.254 1 22 2059 2080 UUUCCUAUUCCACCCAUGCCAA UAGGCAUGGGUGGACAAGGGAA Clivagem 
sly-miR482c-5p Solyc02g030290.1.1 3.0 19.372 1 20 283 302 UUUCCUAUUCCACCCAUGCC GGCAUGGGUGGGCUAGGUAA Clivagem 
sly-miR482c-5p Solyc11g008560.1.1 3.0 16.373 1 20 815 834 UUUCCUAUUCCACCCAUGCC GGCAUAGGUGGACUGGGAGA Clivagem 
sly-miR482d-3p Solyc02g036270.2.1 1.5 12.267 1 22 514 535 UCUUGCCUACACCGCCCAUGCC GGUAUGGGUGGUGUAGGUAAGA Clivagem 
sly-miR482d-3p Solyc05g008070.2.1 1.5 21.303 1 22 528 549 UCUUGCCUACACCGCCCAUGCC GGCAUGGGCGGUAUAGGUAAGA Tradução 
sly-miR482d-3p Solyc04g009120.1.1 1.5 21.183 1 22 601 622 UCUUGCCUACACCGCCCAUGCC GGCAUGGGUGGUUUAGGCAAGA Tradução 
sly-miR482d-3p Solyc12g017800.1.1 2.0 24.453 1 22 526 547 UCUUGCCUACACCGCCCAUGCC GGUAUGGGCGGUAUAGGUAAGA Tradução 
sly-miR482d-3p Solyc11g065780.1.1 2.0 13.812 1 22 454 475 UCUUGCCUACACCGCCCAUGCC GGUAUGGGGGGUGUAGGUAAGA Clivagem 
sly-miR482d-3p Solyc12g016220.1.1 2.5 21.204 1 22 652 673 UCUUGCCUACACCGCCCAUGCC GGUAUGGGUGGUGUUGGUAAGA Clivagem 
sly-miR482d-3p Solyc04g025820.1.1 2.0 19.14 1 22 314 335 UCUUGCCUACACCGCCCAUGCC GGCAUGGGCGGAUUAGGCAAGA Tradução 
sly-miR482d-3p Solyc07g039420.1.1 2.0 23.494 1 22 568 589 UCUUGCCUACACCGCCCAUGCC GGCAUGGGCGGAUUAGGCAAGA Tradução 
sly-miR482d-3p Solyc04g025840.1.1 2.0 19.226 1 22 370 391 UCUUGCCUACACCGCCCAUGCC GGCAUGGGCGGAUUAGGCAAGA Tradução 
sly-miR482d-3p Solyc10g054940.1.1 2.5 17.492 1 22 46 67 UCUUGCCUACACCGCCCAUGCC GGUAUGGGUGGUGUUGGUAAGA Clivagem 
sly-miR482d-3p Solyc10g055170.1.1 2.5 21.742 1 22 46 67 UCUUGCCUACACCGCCCAUGCC GGUAUGGGUGGUGUUGGUAAGA Clivagem 
sly-miR482d-3p Solyc07g005770.2.1 3.0 23.779 1 22 541 562 UCUUGCCUACACCGCCCAUGCC GGUAUGGGCGGUAUAGGCAAAA Tradução 
sly-miR482d-3p Solyc11g006530.1.1 2.5 18.804 1 22 526 547 UCUUGCCUACACCGCCCAUGCC GGAAUGGGCGGUAUAGGUAAGA Tradução 
sly-miR482d-3p Solyc11g006630.1.1 2.5 21.57 1 22 532 553 UCUUGCCUACACCGCCCAUGCC GGCAUGGGCGGUAUUGGUAAGA Tradução 
sly-miR482d-3p Solyc04g009290.1.1 2.5 23.41 1 22 574 595 UCUUGCCUACACCGCCCAUGCC GGCAUGGGUGGAUUAGGCAAGA Tradução 
sly-miR482d-3p Solyc04g009130.2.1 2.5 20.794 1 22 597 618 UCUUGCCUACACCGCCCAUGCC GGCAUGGGUGGAUUAGGCAAGA Tradução 
sly-miR482d-3p Solyc07g039400.1.1 2.5 22.64 1 22 337 358 UCUUGCCUACACCGCCCAUGCC GGCAUGGGCGGAUUAGGUAAGA Tradução 
sly-miR482d-3p Solyc10g054970.1.1 2.5 19.563 1 21 539 559 UCUUGCCUACACCGCCCAUGC GUAUGGGUGGUGUUGGUAAGA Clivagem 
sly-miR482d-3p Solyc11g071420.1.1 3.0 19.671 1 22 622 643 UCUUGCCUACACCGCCCAUGCC GGAAUGGGCGGCGUGGGUAAGA Tradução 
sly-miR482d-3p Solyc08g005440.2.1 3.0 21.814 1 22 616 637 UCUUGCCUACACCGCCCAUGCC GGCAUGGGUGGUUCAGGUAAGA Tradução 
sly-miR482d-3p Solyc11g020100.1.1 3.0 23.736 1 22 520 541 UCUUGCCUACACCGCCCAUGCC GGUAUGGGCGGUAUCGGUAAGA Tradução 
sly-miR482d-3p Solyc11g020090.1.1 3.0 20.197 1 22 103 124 UCUUGCCUACACCGCCCAUGCC GGUAUGGGCGGUAGAGGUAAGA Tradução 
sly-miR482d-5p Solyc01g111780.2.1 3.0 13.539 1 20 1793 1812 CGUGAGCGGUGGGGAAAGAU AUCUUUUCCCACUGCUCGAG Clivagem 
sly-miR482d-5p Solyc07g007040.2.1 2.5 20.909 1 20 29 48 CGUGAGCGGUGGGGAAAGAU AUCUGUCUCCGCCGUUCACG Clivagem 
sly-miR482d-5p Solyc03g020030.2.1 3.0 15.681 1 20 741 760 CGUGAGCGGUGGGGAAAGAU AGCUUUUUCCACCGCUUGCG Clivagem 
sly-miR482d-5p Solyc02g089770.2.1 3.0 18.895 1 20 741 760 CGUGAGCGGUGGGGAAAGAU AUCUUUCCCAAACGCUCACC Tradução 
sly-miR482e-3p Solyc11g006630.1.1 1.5 21.57 1 22 532 553 UCUUGCCAAUACCGCCCAUUCC GGCAUGGGCGGUAUUGGUAAGA Clivagem 
sly-miR482e-3p Solyc11g006530.1.1 1.5 18.804 1 22 526 547 UCUUGCCAAUACCGCCCAUUCC GGAAUGGGCGGUAUAGGUAAGA Clivagem 
sly-miR482e-3p Solyc07g049700.1.1 2.0 24.47 1 22 544 565 UCUUGCCAAUACCGCCCAUUCC GGUAUGGGUGGUAUUGGUAAGA Clivagem 
sly-miR482e-3p Solyc10g055170.1.1 2.5 21.742 1 22 46 67 UCUUGCCAAUACCGCCCAUUCC GGUAUGGGUGGUGUUGGUAAGA Clivagem 
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sly-miR482e-3p Solyc10g054940.1.1 2.5 17.492 1 22 46 67 UCUUGCCAAUACCGCCCAUUCC GGUAUGGGUGGUGUUGGUAAGA Clivagem 
sly-miR482e-3p Solyc12g009450.1.1 2.5 19.509 1 22 727 748 UCUUGCCAAUACCGCCCAUUCC GGGAUGGGUGGCAUUGGUAAGA Tradução 
sly-miR482e-3p Solyc12g016220.1.1 2.5 21.204 1 22 652 673 UCUUGCCAAUACCGCCCAUUCC GGUAUGGGUGGUGUUGGUAAGA Clivagem 
sly-miR482e-3p Solyc11g020100.1.1 2.5 23.736 1 22 520 541 UCUUGCCAAUACCGCCCAUUCC GGUAUGGGCGGUAUCGGUAAGA Clivagem 
sly-miR482e-3p Solyc12g017800.1.1 2.5 24.453 1 22 526 547 UCUUGCCAAUACCGCCCAUUCC GGUAUGGGCGGUAUAGGUAAGA Clivagem 
sly-miR482e-3p Solyc05g008070.2.1 2.5 21.303 1 22 528 549 UCUUGCCAAUACCGCCCAUUCC GGCAUGGGCGGUAUAGGUAAGA Clivagem 
sly-miR482e-3p Solyc09g091050.2.1 3.0 15.779 1 22 713 734 UCUUGCCAAUACCGCCCAUUCC GGAAUGGGCGGUGGUGGGAAGA Tradução 
sly-miR482e-3p Solyc10g054970.1.1 2.5 19.563 1 21 539 559 UCUUGCCAAUACCGCCCAUUC GUAUGGGUGGUGUUGGUAAGA Clivagem 
sly-miR482e-3p Solyc11g006520.1.1 3.0 23.607 1 22 511 532 UCUUGCCAAUACCGCCCAUUCC GGUAUGGGUGGUAUCGGUAAGA Clivagem 
sly-miR482e-3p Solyc11g071420.1.1 3.0 19.671 1 22 622 643 UCUUGCCAAUACCGCCCAUUCC GGAAUGGGCGGCGUGGGUAAGA Tradução 
sly-miR482e-3p Solyc01g014840.2.1 3.0 16.059 1 22 649 670 UCUUGCCAAUACCGCCCAUUCC GGGAUGGGAGGCAUUGGUAAGA Tradução 
sly-miR482e-3p Solyc08g007630.1.1 3.0 21.212 1 22 622 643 UCUUGCCAAUACCGCCCAUUCC GGAAUGGGCGGCCUGGGCAAGA Tradução 
sly-miR482e-3p Solyc01g108460.1.1 3.0 19.975 1 19 1120 1139 UCUUGCCAAUA-CCGCCCAU AUAGGCGGCUAUUGGCAAGA Clivagem 
sly-miR5162-3p Solyc10g009380.2.1 1.0 17.34 1 20 461 480 AAAUGACCAAAAUACCCCUA UAGGGGUAAUUUGGUCAUUU Clivagem 
sly-miR5162-3p Solyc01g005590.2.1 2.5 12.686 1 21 286 306 AAAUGACCAAAAUACCCCUAA UUGAGGGUAUUUUCGUCAUUU Clivagem 
sly-miR5162-3p Solyc06g007380.1.1 2.5 17.073 1 20 525 544 AAAUGACCAAAAUACCCCUA UGGGGGUAUUUUCGUCAUUC Clivagem 
sly-miR5162-3p Solyc12g089230.1.1 3.0 12.104 1 21 1999 2019 AAAUGACCAAAAUACCCCUAA UUGAGCGUAUUUUGGUUAUUU Clivagem 
sly-miR5162-3p Solyc08g065210.1.1 3.0 19.023 1 21 181 201 AAAUGACCAAAAUACCCCUAA UUAGGGGUAUCUCCGUCAUUU Tradução 
sly-miR5162-3p Solyc08g014110.1.1 3.0 12.857 1 20 464 483 AAAUGACCAAAAUACCCCUA AAGGGAUAUUAUGGUCAUUU Tradução 
sly-miR5162-3p Solyc00g143770.1.1 3.0 13.047 1 20 2 21 AAAUGACCAAAAUACCCCUA UGGUGGAAUUUUGGUUAUUU Clivagem 
sly-miR5162-3p Solyc01g005990.2.1 3.0 18.565 1 20 752 771 AAAUGACCAAAAUACCCCUA UAUGGGCUUUUUGGUCAUUU Clivagem 
sly-miR5174d-5p Solyc02g067210.2.1 2.5 14.695 1 24 1507 1530 UCCCUCCGUUUCAAAAAGAUUGGC GCUAAUCUUUUUGAAAAAGAGGGA Clivagem 
sly-miR5174d-5p Solyc01g110040.2.1 2.0 16.734 1 24 2268 2291 UCCCUCCGUUUCAAAAAGAUUGGC GUCAUUCUUUAUGAAACGGAGGGA Clivagem 
sly-miR5174d-5p Solyc01g106940.2.1 2.5 18.973 1 23 10797 10819 UCCCUCCGUUUCAAAAAGAUUGG CUAUUCUUUUUGAAACGGAUGGA Clivagem 
sly-miR5174d-5p Solyc11g007600.1.1 3.0 17.441 1 23 1310 1332 UCCCUCCGUUUCAAAAAGAUUGG UUGGUCUUUUUGAAUCGGAGAGA Tradução 
sly-miR5174d-5p Solyc01g067490.2.1 3.0 21.227 1 24 487 510 UCCCUCCGUUUCAAAAAGAUUGGC GCAGCUCUUGUUGAGAUGGAGGGA Clivagem 
sly-miR5174d-5p Solyc05g007680.1.1 3.0 15.866 1 20 1169 1188 UCCCUCCGUUUCAAAAAGAU AUCUUGUUGAAAUGGAUGGA Clivagem 
sly-miR5282-3p Solyc05g012890.1.1 3.0 19.624 1 23 1025 1047 GACGGAAUUAGAGAGGGAUUUUA UGAAUUUCCUCUCUAGUUUUGUC Clivagem 
sly-miR5282-3p Solyc05g012910.2.1 3.0 23.686 1 23 1235 1257 GACGGAAUUAGAGAGGGAUUUUA UGGAUUUCCUCUCUAGUUUUGUC Clivagem 
sly-miR5282-3p Solyc05g013580.2.1 3.0 6.6 1 21 24 44 GACGGAAUUAGAGAGGGAUUU AAAUUCCUCUCUAAUUUCAUU Clivagem 
sly-miR5282-3p Solyc02g094150.2.1 2.5 15.326 1 20 236 255 GACGGAAUUAGAGAGGGAUU AGUGCCUCUCUCAUUCCGUC Tradução 
sly-miR5282-3p Solyc03g116720.1.1 3.0 13.739 1 21 115 135 GACGGAAUUAGAGAGGGAUUU GAAUCCUCCCCUAAUUUCGUC Clivagem 
sly-miR5282-5p Solyc12g056600.2.1 2.0 11.969 1 23 698 720 AUGAAAUUCCUUACAAAUUCCUU GGGGAAUUUGAAAGGAGUUUUAU Clivagem 
sly-miR5282-5p Solyc02g061940.2.1 2.0 15.201 1 23 293 315 AUGAAAUUCCUUACAAAUUCCUU AAUGUAUUUGUGAGGAGUUUCAU Clivagem 
sly-miR5282-5p Solyc01g091010.2.1 3.0 10.338 1 22 160 181 AUGAAAUUCCUUACAAAUUCCU AGGAAUUAGUAAGGAAUCUUAU Clivagem 
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sly-miR5282-5p Solyc07g054640.1.1 2.5 20.292 1 20 994 1013 AUGAAAUUCCUUACAAAUUC CCAUUUGUGAGGAAUUUCAU Clivagem 
sly-miR5282-5p Solyc04g056590.2.1 2.5 12.826 1 20 934 953 AUGAAAUUCCUUACAAAUUC UACUUUGUAAGGGAUUUCAU Clivagem 
sly-miR5282-5p Solyc07g061980.1.1 3.0 17.864 1 23 846 868 AUGAAAUUCCUUACAAAUUCCUU AGAGGAUUUGUUGGGGAUUUUAU Clivagem 
sly-miR5282-5p Solyc08g065640.2.1 3.0 18.819 1 20 463 482 AUGAAAUUCCUUACAAAUUC GAAUUUGCAAGGAGUUUUAG Clivagem 
sly-miR5282-5p Solyc05g007620.1.1 2.5 19.483 1 20 187 206 AUGAAAUUCCUUACAAAUUC GAAUUUGUAAUUGAUUUCAU Tradução 
sly-miR5282-5p Solyc05g017860.2.1 3.0 19.108 1 23 2161 2183 AUGAAAUUCCUUACAAAUUCCUU AGAGAAUUUUUGGAGAAUUUCAU Tradução 
sly-miR5282-5p Solyc05g007350.1.1 3.0 14.299 1 20 388 407 AUGAAAUUCCUUACAAAUUC GAGUUUGUAAUGAAAUUCAU Tradução 
sly-miR5282-5p Solyc02g087960.2.1 3.0 14.002 1 20 872 891 AUGAAAUUCCUUACAAAUUC UAAUUUAGAAGGAAUUUCAU Clivagem 
sly-miR5282-5p Solyc09g065270.2.1 3.0 12.866 1 20 963 982 AUGAAAUUCCUUACAAAUUC AAUUUUGUUAGGAAUUUCAU Clivagem 
sly-miR5282-5p Solyc04g078610.2.1 3.0 17.526 1 23 2394 2416 AUGAAAUUCCUUACAAAUUCCUU AGAGAAUAUGUUAGGCAUUUCAU Clivagem 
sly-miR530.1-5p Solyc09g083390.1.1 3.0 20.699 1 21 93 113 UCUGCAUUUGCACCUGCACCU AGGUGCAGGUGUAAAUGCAAG Clivagem 
sly-miR530.1-5p Solyc03g096230.1.1 2.5 16.619 1 21 182 202 UCUGCAUUUGCACCUGCACCU AGGUGCAGUUGGAGAUGCAGA Tradução 
sly-miR530.1-5p Solyc04g009450.1.1 3.0 17.854 1 20 7 26 UCUGCAUUUGCACCUGCACC UCUGCAGGAGCAAAUGCAGA Clivagem 
sly-miR530.1-5p Solyc07g053260.2.1 2.5 14.249 1 20 906 925 UCUGCAUUUGCACCUGCACC GGUGGAGGUGAAGAUGCAGA Tradução 
sly-miR530.1-5p Solyc01g006260.2.1 3.0 21.188 1 21 380 400 UCUGCAUUUGCACCUGCACCU AGGUUCAGCAGCAAAUGCAGA Clivagem 
sly-miR530.1-5p Solyc08g069170.1.1 3.0 15.898 1 21 1620 1640 UCUGCAUUUGCACCUGCACCU AGGCAAAGGUGCAAAUGCAGA Clivagem 
sly-miR530.1-5p Solyc08g066610.2.1 3.0 14.412 1 21 208 228 UCUGCAUUUGCACCUGCACCU GGAUGCAAGUACAAAUGCAGA Tradução 
sly-miR5300-5p Solyc05g008650.1.1 3.0 20.456 1 22 1282 1303 UCCCCAGUCCAGGCAUUCCAAC GUUGGAAUGCCUGGACUUGGCA Clivagem 
sly-miR5300-5p Solyc06g064780.1.1 3.0 17.718 1 20 177 196 UCCCCAGUCCAGGCAUUCCA UGGAAUGCCUGGACUUGGUA Clivagem 
sly-miR5300-5p Solyc06g064690.1.1 3.0 19.557 1 20 51 70 UCCCCAGUCCAGGCAUUCCA UGGAAUGCCUGGACUUGGUA Clivagem 
sly-miR5300-5p Solyc09g018220.1.1 3.0 24.547 1 22 550 571 UCCCCAGUCCAGGCAUUCCAAC GUUGGCAUGCCCGGUCUGGGGA Tradução 
sly-miR5300-5p Solyc06g064760.1.1 3.0 19.193 1 20 177 196 UCCCCAGUCCAGGCAUUCCA UGGAAUGCCUGGACUCGGUA Clivagem 
sly-miR5300-5p Solyc03g120010.2.1 2.5 24.291 1 20 758 777 UCCCCAGUCCAGGCAUUCCA UGGGAUGCAUUGACUGGGGA Tradução 
sly-miR5303.2-3p Solyc01g094210.2.1 1.0 10.571 1 21 1076 1096 UUUUUGAAGAGUUCGAGCAAC GUUGCUCGAAUUUUUCAAAAA Clivagem 
sly-miR5303.2-3p Solyc05g007570.2.1 1.0 18.229 1 21 2515 2535 UUUUUGAAGAGUUCGAGCAAC GUUGUUCGGACUCUUCAAAAA Clivagem 
sly-miR5303.2-3p Solyc01g010250.2.1 1.5 13.218 1 21 1097 1117 UUUUUGAAGAGUUCGAGCAAC GUUGUUCGGACUUUUCAAAAA Clivagem 
sly-miR5303.2-3p Solyc09g008790.2.1 2.0 19.415 1 21 1960 1980 UUUUUGAAGAGUUCGAGCAAC GUUGCUCGGACUCUUCAAGAU Clivagem 
sly-miR5303.2-3p Solyc07g005730.2.1 2.0 17.347 1 21 347 367 UUUUUGAAGAGUUCGAGCAAC GUUGCUCGGACUCUACAAAAA Clivagem 
sly-miR5303.2-3p Solyc11g007360.1.1 1.5 12.108 1 21 705 725 UUUUUGAAGAGUUCGAGCAAC GUUGCUCAGACUCUUCAAAAA Clivagem 
sly-miR5303.2-3p Solyc09g009550.2.1 1.5 12.617 1 21 1067 1087 UUUUUGAAGAGUUCGAGCAAC GCUGCUCGAACUUUUCAAAAA Clivagem 
sly-miR5303.2-3p Solyc05g055480.2.1 2.0 15.751 1 21 1619 1639 UUUUUGAAGAGUUCGAGCAAC GUUGUUCGAAUUUUUCGAAAA Clivagem 
sly-miR5303.2-3p Solyc03g097450.2.1 1.5 23.06 1 21 1937 1957 UUUUUGAAGAGUUCGAGCAAC GUUGCUCGGUCUCUUCAAAAA Clivagem 
sly-miR5303.2-3p Solyc08g079800.2.1 2.0 13.379 1 21 530 550 UUUUUGAAGAGUUCGAGCAAC GUUGUUCAGACUCUUCAAAAA Clivagem 
sly-miR5303.2-3p Solyc10g051170.1.1 2.5 15.273 1 21 876 896 UUUUUGAAGAGUUCGAGCAAC GUUGCUUGAGUUUUUUAAAAA Clivagem 
sly-miR5303.2-3p Solyc01g099560.2.1 2.5 15.162 1 21 797 817 UUUUUGAAGAGUUCGAGCAAC GUUGCUCGAAUUUUUCAAUAA Clivagem 
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sly-miR5303.2-3p Solyc12g007100.1.1 2.5 16.852 1 21 775 795 UUUUUGAAGAGUUCGAGCAAC GUUGCUCGAAUUCUUGGAAAA Clivagem 
sly-miR5303.2-3p Solyc04g007830.2.1 2.0 16.781 1 20 481 500 UUUUUGAAGAGUUCGAGCAA UUGUUUGGACUCUUUAAAAA Clivagem 
sly-miR5303.2-3p Solyc07g018290.2.1 1.5 16.4 1 20 1420 1439 UUUUUGAAGAGUUCGAGCAA UUACUCGAAUUCUUCAAAAA Clivagem 
sly-miR5303.2-3p Solyc05g054720.2.1 2.5 17.133 1 21 849 869 UUUUUGAAGAGUUCGAGCAAC GUUACUCGAACUCUCCAAAAA Clivagem 
sly-miR5303.2-3p Solyc01g008100.2.1 2.5 15.48 1 21 992 1012 UUUUUGAAGAGUUCGAGCAAC GUUGCUCGAACUGUUCAUAAA Tradução 
sly-miR5303.2-3p Solyc05g053750.1.1 2.5 16.86 1 21 791 811 UUUUUGAAGAGUUCGAGCAAC GUUGUGUGAACUCUUCAAGAA Clivagem 
sly-miR5303.2-3p Solyc06g082300.2.1 2.0 18.802 1 21 1366 1386 UUUUUGAAGAGUUCGAGCAAC GAUGCUCGCACUCUUCAAAAA Clivagem 
sly-miR5303.2-3p Solyc05g051580.2.1 2.5 17.181 1 21 1980 2000 UUUUUGAAGAGUUCGAGCAAC GUUGGUCGGACUUUUCAAAAG Clivagem 
sly-miR5303.2-3p Solyc09g013150.2.1 2.5 20.337 1 21 1699 1720 UUUUUGAAGAGU-UCGAGCAAC GUUGCUUGAGACUCUUCAAAAA Clivagem 
sly-miR5303.2-3p Solyc01g007800.2.1 2.0 15.807 1 20 681 700 UUUUUGAAGAGUUCGAGCAA UUGUUCAAACUCUUCGAAAA Clivagem 
sly-miR5303.2-3p Solyc09g007100.2.1 2.0 13.714 1 20 2316 2335 UUUUUGAAGAGUUCGAGCAA UUGCUCGAGAUCUUCAAAAG Tradução 
sly-miR5303.2-3p Solyc09g091200.2.1 3.0 14.495 1 21 1190 1210 UUUUUGAAGAGUUCGAGCAAC GUUGUUCGGACUUCUUAAAAA Clivagem 
sly-miR5303.2-3p Solyc08g007420.2.1 2.5 18.519 1 21 1219 1239 UUUUUGAAGAGUUCGAGCAAC GUUGCCCGAAUCCUUCAAAAA Tradução 
sly-miR5303.2-3p Solyc07g064900.2.1 3.0 16.565 1 21 1471 1491 UUUUUGAAGAGUUCGAGCAAC GUUCCUCGGACUCUUCAAUAA Clivagem 
sly-miR5303.2-3p Solyc09g098180.2.1 3.0 15.082 1 21 1060 1080 UUUUUGAAGAGUUCGAGCAAC GUUGGUCGGAGUCUUUAAAAA Tradução 
sly-miR5303.2-3p Solyc09g009510.2.1 3.0 15.581 1 21 1333 1353 UUUUUGAAGAGUUCGAGCAAC GUCGUUGGGACUCUUCAAAAA Clivagem 
sly-miR5303.2-3p Solyc05g008980.2.1 3.0 14.667 1 21 1938 1958 UUUUUGAAGAGUUCGAGCAAC GUAGCUCCGACUCUUCGAAAA Clivagem 
sly-miR5303.2-3p Solyc06g005620.2.1 3.0 14.384 1 20 1051 1070 UUUUUGAAGAGUUCGAGCAA UUGUUCAGACUCUUCAAAAU Clivagem 
sly-miR5303.2-3p Solyc06g005140.2.1 3.0 8.753 1 20 1376 1395 UUUUUGAAGAGUUCGAGCAA GUUCUCGAAUUUUUCAAAAA Clivagem 
sly-miR5303.2-3p Solyc02g094030.2.1 3.0 21.764 1 20 622 641 UUUUUGAAGAGUUCGAGCAA UUACUUGAGCUUUUCAAAGA Clivagem 
sly-miR5303.2-3p Solyc01g008050.2.1 2.5 9.849 1 20 408 427 UUUUUGAAGAGUUCGAGCAA UUUCUUCAACUCUUCAAAAA Clivagem 
sly-miR5303.2-3p Solyc08g023600.1.1 3.0 13.962 1 21 87 107 UUUUUGAAGAGUUCGAGCAAC GGUGCUCUUACUCUUCAAAAA Clivagem 
sly-miR5303.2-3p Solyc01g010410.2.1 3.0 16.508 1 20 727 746 UUUUUGAAGAGUUCGAGCAA UUGGUCGGACUCUCCAAAAA Clivagem 
sly-miR5303.2-3p Solyc01g111180.2.1 3.0 17.969 1 20 48952 48971 UUUUUGAAGAGUUCGAGCAA UUCCUUGAGCUCUUUAAAAG Clivagem 
sly-miR5303.2-3p Solyc06g060090.2.1 3.0 7.948 1 20 2272 2291 UUUUUGAAGAGUUCGAGCAA UUGCUCAAAGUUUUCAGAAA Tradução 
sly-miR5303.2-3p Solyc02g086500.2.1 3.0 14.919 1 20 3793 3812 UUUUUGAAGAGUUCGAGCAA UUGCUUGCACUGUUCAGAAA Tradução 
sly-miR5303c-5p Solyc09g013150.2.1 2.5 12.68 1 24 1726 1749 UUUUGGAGAAUCCGACACGCACCC GGGUGUGUGUCGGAUUUGCCAAAA Clivagem 
sly-miR5303c-5p Solyc09g098180.2.1 2.5 22.757 1 23 1090 1112 UUUUGGAGAAUCCGACACGCACC GGUGUGUGUUGAAUUCUUCAAAA Clivagem 
sly-miR5303c-5p Solyc04g082560.2.1 2.0 19.841 1 24 4092 4115 UUUUGGAGAAUCCGACACGCACCC GUGUAUGUGUCGGAUUUUCCAAAA Clivagem 
sly-miR5303c-5p Solyc00g084750.2.1 2.5 18.019 1 22 175 196 UUUUGGAGAAUCCGACACGCAC GUGCAUGUCGGAUCCUCCGAAA Tradução 
sly-miR5303c-5p Solyc02g087770.2.1 2.0 24.567 1 20 1426 1445 UUUUGGAGAAUCCGACACGC CUGUGUCGGAUUCUUCAAAA Clivagem 
sly-miR5303c-5p Solyc05g054750.2.1 3.0 16.964 1 22 283 304 UUUUGGAGAAUCCGACACGCAC GUGUGUGUCGAAUCCUCUAAAA Tradução 
sly-miR5303c-5p Solyc05g007570.2.1 2.5 23.445 1 21 2546 2566 UUUUGGAGAAUCCGACACGCA UGCAUGUCAGAUUCUCUAAAA Clivagem 
sly-miR5303c-5p Solyc04g015460.2.1 2.5 23.958 1 20 2659 2678 UUUUGGAGAAUCCGACACGC UCGUGUCUGGUUCUCCAAAA Clivagem 
sly-miR5303c-5p Solyc08g066340.1.1 3.0 15.109 1 20 59 78 UUUUGGAGAAUCCGACACGC CCAUGUUGGAUUCUCUAAAA Clivagem 
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sly-miR5303c-5p Solyc02g068580.1.1 3.0 19.042 1 20 57 76 UUUUGGAGAAUCCGACACGC UCGCGUCGGAUUCUCUAAGA Clivagem 
sly-miR5303c-5p Solyc01g106900.2.1 3.0 12.571 1 20 1718 1737 UUUUGGAGAAUCCGACACGC GUGUAUCCGAUUCUCCGAAA Clivagem 
sly-miR5303c-5p Solyc05g008980.2.1 3.0 15.664 1 20 1968 1987 UUUUGGAGAAUCCGACACGC GUGUAUUGGAUACUCCAAAA Tradução 
sly-miR5303f-3p Solyc12g008670.1.1 1.5 14.706 1 24 584 607 AUUUUUGGAGAAUCUGACACGGGU AUUCGUGUCAAAUUCUCCAGAAAU Clivagem 
sly-miR5303f-3p Solyc05g055200.2.1 2.0 17.654 1 24 1577 1600 AUUUUUGGAGAAUCUGACACGGGU ACUCGUGUCAGAUCCUUCAGAAAU Tradução 
sly-miR5303f-3p Solyc08g005860.2.1 2.5 15.507 1 24 1664 1687 AUUUUUGGAGAAUCUGACACGGGU ACCCGUCUCAAAUUCUUCAAAAAU Clivagem 
sly-miR5303f-3p Solyc04g015460.2.1 1.5 24.546 1 24 2657 2680 AUUUUUGGAGAAUCUGACACGGGU AGUCGUGUCUGGUUCUCCAAAAAU Clivagem 
sly-miR5303f-3p Solyc08g005920.2.1 2.5 8.095 1 24 651 674 AUUUUUGGAGAAUCUGACACGGGU AUCUGUCUCGAAUUCUCCAAAAAU Clivagem 
sly-miR5303f-3p Solyc05g007570.2.1 2.0 24.011 1 24 2545 2568 AUUUUUGGAGAAUCUGACACGGGU AUGCAUGUCAGAUUCUCUAAAAGU Clivagem 
sly-miR5303f-3p Solyc03g005630.2.1 3.0 12.999 1 24 3193 3216 AUUUUUGGAGAAUCUGACACGGGU AUCUGUGUCAGAUCCUUCUAAAAU Tradução 
sly-miR5303f-3p Solyc07g005730.2.1 3.0 24.359 1 23 378 400 AUUUUUGGAGAAUCUGACACGGG CCCGUGUCGUAUCUUCCAAAAAU Tradução 
sly-miR5303f-3p Solyc04g082560.2.1 2.0 17.7 1 21 4097 4117 AUUUUUGGAGAAUCUGACACG UGUGUCGGAUUUUCCAAAAAC Clivagem 
sly-miR5303f-3p Solyc04g079030.2.1 3.0 18.219 1 24 1275 1298 AUUUUUGGAGAAUCUGACACGGGU GCUUGUGUUACAUUUUCUAGAAAU Clivagem 
sly-miR5303f-3p Solyc11g069580.1.1 3.0 17.378 1 24 495 518 AUUUUUGGAGAAUCUGACACGGGU GCUUGUUAUAGAUUCUUCAAAAAU Clivagem 
sly-miR5303f-3p Solyc10g005970.1.1 3.0 13.372 1 24 804 827 AUUUUUGGAGAAUCUGACACGGGU ACCAGUGCCUGAGUCUCCAAAAAU Clivagem 
sly-miR5303f-3p Solyc01g096150.2.1 3.0 21.032 1 22 416 437 AUUUUUGGAGAAUCUGACACGG CUGUGUCAGACCCUCCAGAGAU Tradução 
sly-miR5303f-3p Solyc12g049180.1.1 2.5 11.36 1 20 703 722 AUUUUUGGAGAAUCUGACAC GUGUCAUAUUUUCCAAAGGU Clivagem 
sly-miR5303f-3p Solyc09g013150.2.1 3.0 13.626 1 21 1731 1751 AUUUUUGGAGAAUCUGACACG UGUGUCGGAUUUGCCAAAAAA Tradução 
sly-miR5303f-3p Solyc09g098180.2.1 3.0 22.699 1 21 1094 1114 AUUUUUGGAGAAUCUGACACG UGUGUUGAAUUCUUCAAAAGU Clivagem 
sly-miR5303f-3p Solyc09g059410.1.1 3.0 23.572 1 20 162 181 AUUUUUGGAGAAUCUGACAC GUCUCAGAUUCUUCGAAAAA Clivagem 
sly-miR5303f-3p Solyc11g069770.1.1 3.0 18.684 1 20 80 99 AUUUUUGGAGAAUCUGACAC GUGUCACAUUCUCUAAAAGG Clivagem 
sly-miR5303f-3p Solyc08g068590.2.1 3.0 21.668 1 21 572 592 AUUUUUGGAGAAUCUGACACG UGGGUCAAAUUUUCCAGAAAU Clivagem 
sly-miR5303f-3p Solyc06g062610.1.1 3.0 11.945 1 24 1065 1088 AUUUUUGGAGAAUCUGACACGGGU ACAAGUGUUAGAUGAUCCAAAGAU Tradução 
sly-miR5303f-3p Solyc04g082490.2.1 3.0 21.945 1 20 3415 3434 AUUUUUGGAGAAUCUGACAC GUUUCUGAUUCUCUAAAGAU Clivagem 
sly-miR5303g-3p Solyc11g007360.1.1 0.5 12.3 1 24 705 728 AUAUUUUUGAAGAGUCUGAGCAAC GUUGCUCAGACUCUUCAAAAAUGU Clivagem 
sly-miR5303g-3p Solyc08g079800.2.1 0.5 21.179 1 24 530 553 AUAUUUUUGAAGAGUCUGAGCAAC GUUGUUCAGACUCUUCAAAAAUAU Clivagem 
sly-miR5303g-3p Solyc05g007570.2.1 1.5 22.088 1 24 2515 2538 AUAUUUUUGAAGAGUCUGAGCAAC GUUGUUCGGACUCUUCAAAAAUGU Clivagem 
sly-miR5303g-3p Solyc07g005730.2.1 2.0 23.52 1 24 347 370 AUAUUUUUGAAGAGUCUGAGCAAC GUUGCUCGGACUCUACAAAAAUGU Tradução 
sly-miR5303g-3p Solyc09g005500.2.1 3.0 9.641 1 24 540 563 AUAUUUUUGAAGAGUCUGAGCAAC GUUGUUCAGACUCUUUAAAUAUGU Clivagem 
sly-miR5303g-3p Solyc01g010250.2.1 3.0 13.215 1 24 1097 1120 AUAUUUUUGAAGAGUCUGAGCAAC GUUGUUCGGACUUUUCAAAAAAAU Clivagem 
sly-miR5303g-3p Solyc03g034060.2.1 2.5 21.441 1 24 2442 2465 AUAUUUUUGAAGAGUCUGAGCAAC GUUGUUCAGACUCUAUAAAAAUGU Tradução 
sly-miR5303g-3p Solyc05g008910.2.1 1.5 12.092 1 22 685 706 AUAUUUUUGAAGAGUCUGAGCA UGUUCAGACUCUUCAGAAAUGU Clivagem 
sly-miR5303g-3p Solyc04g007830.2.1 2.5 19.525 1 23 481 503 AUAUUUUUGAAGAGUCUGAGCAA UUGUUUGGACUCUUUAAAAAUGU Clivagem 
sly-miR5303g-3p Solyc01g007800.2.1 2.0 18.268 1 23 681 703 AUAUUUUUGAAGAGUCUGAGCAA UUGUUCAAACUCUUCGAAAAUAU Clivagem 
sly-miR5303g-3p Solyc01g006220.2.1 3.0 22.309 1 24 1582 1605 AUAUUUUUGAAGAGUCUGAGCAAC GUUGCUCAGACUUUCCAAAAAUGC Tradução 
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sly-miR5303g-3p Solyc05g008980.2.1 1.5 14.328 1 24 1938 1961 AUAUUUUUGAAGAGUCUGAGCAAC GUAGCUCCGACUCUUCGAAAAUAU Clivagem 
sly-miR5303g-3p Solyc01g009230.2.1 1.0 23.898 1 23 4136 4158 AUAUUUUUGAAGAGUCUGAGCAA UUACUCAGACUCUGCAAAAAUAU Tradução 
sly-miR5303g-3p Solyc09g009510.2.1 2.0 16.033 1 24 1333 1356 AUAUUUUUGAAGAGUCUGAGCAAC GUCGUUGGGACUCUUCAAAAAUAU Clivagem 
sly-miR5303g-3p Solyc04g082440.2.1 2.5 7.68 1 24 2400 2423 AUAUUUUUGAAGAGUCUGAGCAAC GUUACUCAGACUUUUCAAAAUUGU Clivagem 
sly-miR5303g-3p Solyc05g041520.1.1 2.5 19.193 1 22 45 66 AUAUUUUUGAAGAGUCUGAGCA UGCUCAUAUUCUUCAAGGAUAU Clivagem 
sly-miR5303g-3p Solyc11g011900.1.1 1.5 10.527 1 20 443 462 AUAUUUUUGAAGAGUCUGAG AUCAGACUCUUCAAGAAUAU Clivagem 
sly-miR5303g-3p Solyc07g018290.2.1 2.0 16.412 1 23 1420 1442 AUAUUUUUGAAGAGUCUGAGCAA UUACUCGAAUUCUUCAAAAAUAU Clivagem 
sly-miR5303g-3p Solyc06g082300.2.1 3.0 19.46 1 24 1366 1389 AUAUUUUUGAAGAGUCUGAGCAAC GAUGCUCGCACUCUUCAAAAAAAU Clivagem 
sly-miR5303g-3p Solyc07g006740.2.1 2.5 12.191 1 24 1554 1577 AUAUUUUUGAAGAGUCUGAGCAAC GGUGCUUAAACUCUCCAAAAAUAU Tradução 
sly-miR5303g-3p Solyc08g023600.1.1 3.0 12.104 1 24 87 110 AUAUUUUUGAAGAGUCUGAGCAAC GGUGCUCUUACUCUUCAAAAAUAC Clivagem 
sly-miR5303g-3p Solyc05g054720.2.1 3.0 14.485 1 24 849 872 AUAUUUUUGAAGAGUCUGAGCAAC GUUACUCGAACUCUCCAAAAAUGU Tradução 
sly-miR5303g-3p Solyc07g006860.2.1 2.0 15.915 1 24 1051 1074 AUAUUUUUGAAGAGUCUGAGCAAC GGUUUUCAGACUCUUUUAAAAUAU Clivagem 
sly-miR5303g-3p Solyc07g041910.2.1 2.5 17.07 1 20 399 418 AUAUUUUUGAAGAGUCUGAG CUCGGAUUCUUCAAAAGUAC Clivagem 
sly-miR5303g-3p Solyc11g010140.1.1 2.5 15.483 1 20 143 162 AUAUUUUUGAAGAGUCUGAG CUCAGACUCCUCAAAAAUGC Tradução 
sly-miR5303g-3p Solyc08g005860.2.1 2.5 16.772 1 20 1670 1689 AUAUUUUUGAAGAGUCUGAG CUCAAAUUCUUCAAAAAUAC Clivagem 
sly-miR5303g-3p Solyc12g006610.1.1 2.5 23.801 1 20 306 325 AUAUUUUUGAAGAGUCUGAG CGCGGACUCUUCAAAGGUAU Clivagem 
sly-miR5303g-3p Solyc04g049940.2.1 3.0 11.123 1 20 654 673 AUAUUUUUGAAGAGUCUGAG UUCAGAUUCUUCGAUAAUAU Clivagem 
sly-miR5303g-3p Solyc03g070390.2.1 3.0 14.443 1 20 137 156 AUAUUUUUGAAGAGUCUGAG CUUAGAUUUUUUAGAAAUGU Clivagem 
sly-miR5303g-3p Solyc05g014240.2.1 2.5 15.086 1 20 432 451 AUAUUUUUGAAGAGUCUGAG UUCAGAAUCUUCAAGGAUAU Clivagem 
sly-miR5303g-3p Solyc09g005180.2.1 3.0 22.058 1 24 1535 1558 AUAUUUUUGAAGAGUCUGAGCAAC GUCCCCUAGACUCUUUGAAGAUAU Clivagem 
sly-miR5303g-3p Solyc06g068990.2.1 3.0 20.989 1 22 1329 1350 AUAUUUUUGAAGAGUCUGAGCA UCCUCAGAUGCUUCAGGAGUAU Clivagem 
sly-miR5303g-3p Solyc04g010230.2.1 3.0 21.145 1 20 1051 1071 AUAUUUUUGA-AGAGUCUGAG CUCAGACUCUCUCAAAGGUAU Tradução 
sly-miR5303h.1-3p Solyc11g007360.1.1 1.0 11.621 1 24 706 729 AACAUUUUUGAAGAGUCUGAGCAA UUGCUCAGACUCUUCAAAAAUGUC Clivagem 
sly-miR5303h.1-3p Solyc05g007570.2.1 1.5 23.997 1 24 2516 2539 AACAUUUUUGAAGAGUCUGAGCAA UUGUUCGGACUCUUCAAAAAUGUC Clivagem 
sly-miR5303h.1-3p Solyc07g005730.2.1 1.5 23.401 1 24 348 371 AACAUUUUUGAAGAGUCUGAGCAA UUGCUCGGACUCUACAAAAAUGUU Tradução 
sly-miR5303h.1-3p Solyc08g079800.2.1 1.5 21.859 1 24 531 554 AACAUUUUUGAAGAGUCUGAGCAA UUGUUCAGACUCUUCAAAAAUAUU Clivagem 
sly-miR5303h.1-3p Solyc03g034060.2.1 1.5 21.392 1 24 2443 2466 AACAUUUUUGAAGAGUCUGAGCAA UUGUUCAGACUCUAUAAAAAUGUU Tradução 
sly-miR5303h.1-3p Solyc05g008910.2.1 1.5 12.073 1 23 685 707 AACAUUUUUGAAGAGUCUGAGCA UGUUCAGACUCUUCAGAAAUGUC Clivagem 
sly-miR5303h.1-3p Solyc04g007830.2.1 2.5 21.001 1 24 481 504 AACAUUUUUGAAGAGUCUGAGCAA UUGUUUGGACUCUUUAAAAAUGUC Clivagem 
sly-miR5303h.1-3p Solyc09g005500.2.1 3.0 9.455 1 24 541 564 AACAUUUUUGAAGAGUCUGAGCAA UUGUUCAGACUCUUUAAAUAUGUG Clivagem 
sly-miR5303h.1-3p Solyc01g006220.2.1 3.0 23.585 1 24 1583 1606 AACAUUUUUGAAGAGUCUGAGCAA UUGCUCAGACUUUCCAAAAAUGCU Tradução 
sly-miR5303h.1-3p Solyc04g082440.2.1 2.0 7.68 1 24 2401 2424 AACAUUUUUGAAGAGUCUGAGCAA UUACUCAGACUUUUCAAAAUUGUU Clivagem 
sly-miR5303h.1-3p Solyc04g015460.2.1 3.0 20.063 1 24 2628 2651 AACAUUUUUGAAGAGUCUGAGCAA UUGCUCAAACACUCCAAAAAUGUU Tradução 
sly-miR5303h.1-3p Solyc01g009230.2.1 2.5 24.168 1 24 4136 4159 AACAUUUUUGAAGAGUCUGAGCAA UUACUCAGACUCUGCAAAAAUAUU Tradução 
sly-miR5303h.1-3p Solyc07g006860.2.1 1.5 14.039 1 23 942 964 AACAUUUUUGAAGAGUCUGAGCA UUUUCAGACUCUUUUAAAAUGUU Tradução 
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sly-miR5303h.1-3p Solyc05g054720.2.1 2.5 15.42 1 24 850 873 AACAUUUUUGAAGAGUCUGAGCAA UUACUCGAACUCUCCAAAAAUGUU Tradução 
sly-miR5303h.1-3p Solyc05g008980.2.1 3.0 17.519 1 24 1939 1962 AACAUUUUUGAAGAGUCUGAGCAA UAGCUCCGACUCUUCGAAAAUAUU Clivagem 
sly-miR5303h.1-3p Solyc10g086540.1.1 3.0 17.997 1 24 804 827 AACAUUUUUGAAGAGUCUGAGCAA UGGUUCAGAUUUUUUGGAGAUGUU Clivagem 
sly-miR5303h.1-3p Solyc11g010140.1.1 2.5 15.453 1 21 143 163 AACAUUUUUGAAGAGUCUGAG CUCAGACUCCUCAAAAAUGCU Clivagem 
sly-miR5303h.1-3p Solyc09g009510.2.1 3.0 16.133 1 24 1334 1357 AACAUUUUUGAAGAGUCUGAGCAA UCGUUGGGACUCUUCAAAAAUAUU Clivagem 
sly-miR5303h.1-3p Solyc06g061030.2.1 3.0 13.308 1 24 1961 1984 AACAUUUUUGAAGAGUCUGAGCAA UGGCUUAGAUUGAUCAAAAAUGUU Clivagem 
sly-miR5303h.1-3p Solyc09g091980.2.1 3.0 20.785 1 20 738 757 AACAUUUUUGAAGAGUCUGA CUGGACUCUUCAAAAAUGUC Clivagem 
sly-miR5303h.1-3p Solyc11g011900.1.1 3.0 10.486 1 20 444 463 AACAUUUUUGAAGAGUCUGA UCAGACUCUUCAAGAAUAUG Clivagem 
sly-miR5303h.1-3p Solyc09g089810.1.1 3.0 14.132 1 22 920 941 AACAUUUUUGAAGAGUCUGAGC GUUCGGAAUCUCCAAAGAUGUU Tradução 
sly-miR5303h.1-3p Solyc11g071720.1.1 3.0 12.385 1 21 906 926 AACAUUUUUGAAGAGUCUGAG UUCAGAAUCUUCAAAGAAGUU Clivagem 
sly-miR5303h.1-3p Solyc01g100020.2.1 2.5 21.094 1 21 3511 3531 AACAUUUUUGAAGAGUCUGAG UUCAGUGUUUUCAAAAAUGUU Clivagem 
sly-miR5303h.1-3p Solyc02g068020.1.1 3.0 10.5 1 24 34 57 AACAUUUUUGAAGAGUCUGAGCAA UCGAUAAAACUUUUUAAAAAUGUU Clivagem 
sly-miR5303h.1-3p Solyc01g097670.2.1 3.0 10.737 1 20 2384 2403 AACAUUUUUGAAGAGUCUGA UCAGAAUUUUCAAAAAUCUU Clivagem 
sly-miR5303h.1-3p Solyc07g065190.2.1 3.0 13.314 1 20 597 616 AACAUUUUUGAAGAGUCUGA CCAAAGUCUUCAAAAAUGUU Clivagem 
sly-miR5303h.2-3p Solyc11g007360.1.1 1.0 11.621 1 24 706 729 AACAUUUUUGAAGAGUCUGAGCAA UUGCUCAGACUCUUCAAAAAUGUC Clivagem 
sly-miR5303h.2-3p Solyc05g007570.2.1 1.5 23.997 1 24 2516 2539 AACAUUUUUGAAGAGUCUGAGCAA UUGUUCGGACUCUUCAAAAAUGUC Clivagem 
sly-miR5303h.2-3p Solyc07g005730.2.1 1.5 23.401 1 24 348 371 AACAUUUUUGAAGAGUCUGAGCAA UUGCUCGGACUCUACAAAAAUGUU Tradução 
sly-miR5303h.2-3p Solyc08g079800.2.1 1.5 21.859 1 24 531 554 AACAUUUUUGAAGAGUCUGAGCAA UUGUUCAGACUCUUCAAAAAUAUU Clivagem 
sly-miR5303h.2-3p Solyc03g034060.2.1 1.5 21.392 1 24 2443 2466 AACAUUUUUGAAGAGUCUGAGCAA UUGUUCAGACUCUAUAAAAAUGUU Tradução 
sly-miR5303h.2-3p Solyc05g008910.2.1 1.5 12.073 1 23 685 707 AACAUUUUUGAAGAGUCUGAGCA UGUUCAGACUCUUCAGAAAUGUC Clivagem 
sly-miR5303h.2-3p Solyc04g007830.2.1 2.5 21.001 1 24 481 504 AACAUUUUUGAAGAGUCUGAGCAA UUGUUUGGACUCUUUAAAAAUGUC Clivagem 
sly-miR5303h.2-3p Solyc09g005500.2.1 3.0 9.455 1 24 541 564 AACAUUUUUGAAGAGUCUGAGCAA UUGUUCAGACUCUUUAAAUAUGUG Clivagem 
sly-miR5303h.2-3p Solyc01g006220.2.1 3.0 23.585 1 24 1583 1606 AACAUUUUUGAAGAGUCUGAGCAA UUGCUCAGACUUUCCAAAAAUGCU Tradução 
sly-miR5303h.2-3p Solyc04g082440.2.1 2.0 7.68 1 24 2401 2424 AACAUUUUUGAAGAGUCUGAGCAA UUACUCAGACUUUUCAAAAUUGUU Clivagem 
sly-miR5303h.2-3p Solyc04g015460.2.1 3.0 20.063 1 24 2628 2651 AACAUUUUUGAAGAGUCUGAGCAA UUGCUCAAACACUCCAAAAAUGUU Tradução 
sly-miR5303h.2-3p Solyc01g009230.2.1 2.5 24.168 1 24 4136 4159 AACAUUUUUGAAGAGUCUGAGCAA UUACUCAGACUCUGCAAAAAUAUU Tradução 
sly-miR5303h.2-3p Solyc07g006860.2.1 1.5 14.039 1 23 942 964 AACAUUUUUGAAGAGUCUGAGCA UUUUCAGACUCUUUUAAAAUGUU Tradução 
sly-miR5303h.2-3p Solyc05g054720.2.1 2.5 15.42 1 24 850 873 AACAUUUUUGAAGAGUCUGAGCAA UUACUCGAACUCUCCAAAAAUGUU Tradução 
sly-miR5303h.2-3p Solyc05g008980.2.1 3.0 17.519 1 24 1939 1962 AACAUUUUUGAAGAGUCUGAGCAA UAGCUCCGACUCUUCGAAAAUAUU Clivagem 
sly-miR5303h.2-3p Solyc10g086540.1.1 3.0 17.997 1 24 804 827 AACAUUUUUGAAGAGUCUGAGCAA UGGUUCAGAUUUUUUGGAGAUGUU Clivagem 
sly-miR5303h.2-3p Solyc11g010140.1.1 2.5 15.453 1 21 143 163 AACAUUUUUGAAGAGUCUGAG CUCAGACUCCUCAAAAAUGCU Clivagem 
sly-miR5303h.2-3p Solyc09g009510.2.1 3.0 16.133 1 24 1334 1357 AACAUUUUUGAAGAGUCUGAGCAA UCGUUGGGACUCUUCAAAAAUAUU Clivagem 
sly-miR5303h.2-3p Solyc06g061030.2.1 3.0 13.308 1 24 1961 1984 AACAUUUUUGAAGAGUCUGAGCAA UGGCUUAGAUUGAUCAAAAAUGUU Clivagem 
sly-miR5303h.2-3p Solyc09g091980.2.1 3.0 20.785 1 20 738 757 AACAUUUUUGAAGAGUCUGA CUGGACUCUUCAAAAAUGUC Clivagem 
sly-miR5303h.2-3p Solyc11g011900.1.1 3.0 10.486 1 20 444 463 AACAUUUUUGAAGAGUCUGA UCAGACUCUUCAAGAAUAUG Clivagem 
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sly-miR5303h.2-3p Solyc09g089810.1.1 3.0 14.132 1 22 920 941 AACAUUUUUGAAGAGUCUGAGC GUUCGGAAUCUCCAAAGAUGUU Tradução 
sly-miR5303h.2-3p Solyc11g071720.1.1 3.0 12.385 1 21 906 926 AACAUUUUUGAAGAGUCUGAG UUCAGAAUCUUCAAAGAAGUU Clivagem 
sly-miR5303h.2-3p Solyc01g100020.2.1 2.5 21.094 1 21 3511 3531 AACAUUUUUGAAGAGUCUGAG UUCAGUGUUUUCAAAAAUGUU Clivagem 
sly-miR5303h.2-3p Solyc02g068020.1.1 3.0 10.5 1 24 34 57 AACAUUUUUGAAGAGUCUGAGCAA UCGAUAAAACUUUUUAAAAAUGUU Clivagem 
sly-miR5303h.2-3p Solyc01g097670.2.1 3.0 10.737 1 20 2384 2403 AACAUUUUUGAAGAGUCUGA UCAGAAUUUUCAAAAAUCUU Clivagem 
sly-miR5303h.2-3p Solyc07g065190.2.1 3.0 13.314 1 20 597 616 AACAUUUUUGAAGAGUCUGA CCAAAGUCUUCAAAAAUGUU Clivagem 
sly-miR5303j.1-5p Solyc08g079800.2.1 0.0 21.859 1 24 531 554 AAUAUUUUUGAAGAGUCUGAGCAA UUGUUCAGACUCUUCAAAAAUAUU Clivagem 
sly-miR5303j.1-5p Solyc11g007360.1.1 1.5 11.621 1 24 706 729 AAUAUUUUUGAAGAGUCUGAGCAA UUGCUCAGACUCUUCAAAAAUGUC Clivagem 
sly-miR5303j.1-5p Solyc05g007570.2.1 2.0 23.997 1 24 2516 2539 AAUAUUUUUGAAGAGUCUGAGCAA UUGUUCGGACUCUUCAAAAAUGUC Clivagem 
sly-miR5303j.1-5p Solyc07g005730.2.1 2.0 23.401 1 24 348 371 AAUAUUUUUGAAGAGUCUGAGCAA UUGCUCGGACUCUACAAAAAUGUU Tradução 
sly-miR5303j.1-5p Solyc01g010250.2.1 2.5 13.168 1 24 1098 1121 AAUAUUUUUGAAGAGUCUGAGCAA UUGUUCGGACUUUUCAAAAAAAUU Clivagem 
sly-miR5303j.1-5p Solyc03g034060.2.1 2.0 21.392 1 24 2443 2466 AAUAUUUUUGAAGAGUCUGAGCAA UUGUUCAGACUCUAUAAAAAUGUU Tradução 
sly-miR5303j.1-5p Solyc01g009230.2.1 1.0 24.168 1 24 4136 4159 AAUAUUUUUGAAGAGUCUGAGCAA UUACUCAGACUCUGCAAAAAUAUU Tradução 
sly-miR5303j.1-5p Solyc05g008910.2.1 2.0 12.073 1 23 685 707 AAUAUUUUUGAAGAGUCUGAGCA UGUUCAGACUCUUCAGAAAUGUC Clivagem 
sly-miR5303j.1-5p Solyc04g007830.2.1 3.0 21.001 1 24 481 504 AAUAUUUUUGAAGAGUCUGAGCAA UUGUUUGGACUCUUUAAAAAUGUC Clivagem 
sly-miR5303j.1-5p Solyc01g007800.2.1 2.5 17.839 1 24 681 704 AAUAUUUUUGAAGAGUCUGAGCAA UUGUUCAAACUCUUCGAAAAUAUA Clivagem 
sly-miR5303j.1-5p Solyc05g008980.2.1 1.5 17.519 1 24 1939 1962 AAUAUUUUUGAAGAGUCUGAGCAA UAGCUCCGACUCUUCGAAAAUAUU Clivagem 
sly-miR5303j.1-5p Solyc09g009510.2.1 1.5 16.133 1 24 1334 1357 AAUAUUUUUGAAGAGUCUGAGCAA UCGUUGGGACUCUUCAAAAAUAUU Clivagem 
sly-miR5303j.1-5p Solyc07g018290.2.1 2.0 16.895 1 24 1420 1443 AAUAUUUUUGAAGAGUCUGAGCAA UUACUCGAAUUCUUCAAAAAUAUU Clivagem 
sly-miR5303j.1-5p Solyc04g082440.2.1 2.5 7.68 1 24 2401 2424 AAUAUUUUUGAAGAGUCUGAGCAA UUACUCAGACUUUUCAAAAUUGUU Clivagem 
sly-miR5303j.1-5p Solyc06g082300.2.1 3.0 20.255 1 23 1368 1390 AAUAUUUUUGAAGAGUCUGAGCA UGCUCGCACUCUUCAAAAAAAUU Clivagem 
sly-miR5303j.1-5p Solyc07g006740.2.1 2.5 12.335 1 23 1556 1578 AAUAUUUUUGAAGAGUCUGAGCA UGCUUAAACUCUCCAAAAAUAUU Tradução 
sly-miR5303j.1-5p Solyc11g011900.1.1 1.5 10.486 1 20 444 463 AAUAUUUUUGAAGAGUCUGA UCAGACUCUUCAAGAAUAUG Clivagem 
sly-miR5303j.1-5p Solyc07g006860.2.1 1.5 16.179 1 23 1053 1075 AAUAUUUUUGAAGAGUCUGAGCA UUUUCAGACUCUUUUAAAAUAUU Tradução 
sly-miR5303j.1-5p Solyc01g010410.2.1 3.0 18.179 1 24 727 750 AAUAUUUUUGAAGAGUCUGAGCAA UUGGUCGGACUCUCCAAAAAUAAU Tradução 
sly-miR5303j.1-5p Solyc04g049940.2.1 2.5 11.123 1 21 654 674 AAUAUUUUUGAAGAGUCUGAG UUCAGAUUCUUCGAUAAUAUU Clivagem 
sly-miR5303j.1-5p Solyc05g054720.2.1 3.0 15.42 1 24 850 873 AAUAUUUUUGAAGAGUCUGAGCAA UUACUCGAACUCUCCAAAAAUGUU Tradução 
sly-miR5303j.1-5p Solyc02g084590.2.1 3.0 18.336 1 22 958 979 AAUAUUUUUGAAGAGUCUGAGC GUUCAGAGUUUUUGAAGAUAUU Clivagem 
sly-miR5303j.1-5p Solyc11g010140.1.1 3.0 15.453 1 21 143 163 AAUAUUUUUGAAGAGUCUGAG CUCAGACUCCUCAAAAAUGCU Clivagem 
sly-miR5303j.1-5p Solyc09g005180.2.1 3.0 21.863 1 21 1539 1559 AAUAUUUUUGAAGAGUCUGAG CCUAGACUCUUUGAAGAUAUU Clivagem 
sly-miR5303j.1-5p Solyc06g053320.2.1 3.0 12.009 1 24 2938 2961 AAUAUUUUUGAAGAGUCUGAGCAA UUUUGUAGUCUCUUCGAAAAUAUU Clivagem 
sly-miR5303j.1-5p Solyc07g017430.2.1 2.5 16.144 1 21 2032 2052 AAUAUUUUUGAAGAGUCUGAG UUAGGACUCUUCAGAGAUAUU Clivagem 
sly-miR5303j.1-5p Solyc04g010230.2.1 3.0 22.669 1 21 1051 1072 AAUAUUUUUGA-AGAGUCUGAG CUCAGACUCUCUCAAAGGUAUU Clivagem 
sly-miR5303j.1-5p Solyc05g014240.2.1 3.0 15.364 1 21 432 452 AAUAUUUUUGAAGAGUCUGAG UUCAGAAUCUUCAAGGAUAUA Clivagem 
sly-miR5303j.1-5p Solyc06g011590.1.1 3.0 14.533 1 23 847 869 AAUAUUUUUGAAGAGUCUGAGCA UCUUCAUGGUUUUCAAAAAUAUU Clivagem 
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sly-miR5303j.1-5p Solyc01g097670.2.1 3.0 10.737 1 20 2384 2403 AAUAUUUUUGAAGAGUCUGA UCAGAAUUUUCAAAAAUCUU Clivagem 
sly-miR5303j.1-5p Solyc03g031890.2.1 3.0 15.109 1 21 165 185 AAUAUUUUUGAAGAGUCUGAG UUCUGAUUCUUCUGAAAUAUU Tradução 
sly-miR5303j.1-5p Solyc01g100020.2.1 3.0 21.094 1 21 3511 3531 AAUAUUUUUGAAGAGUCUGAG UUCAGUGUUUUCAAAAAUGUU Clivagem 
sly-miR5303j.2-3p Solyc08g079800.2.1 0.0 21.859 1 24 531 554 AAUAUUUUUGAAGAGUCUGAGCAA UUGUUCAGACUCUUCAAAAAUAUU Clivagem 
sly-miR5303j.2-3p Solyc11g007360.1.1 1.5 11.621 1 24 706 729 AAUAUUUUUGAAGAGUCUGAGCAA UUGCUCAGACUCUUCAAAAAUGUC Clivagem 
sly-miR5303j.2-3p Solyc05g007570.2.1 2.0 23.997 1 24 2516 2539 AAUAUUUUUGAAGAGUCUGAGCAA UUGUUCGGACUCUUCAAAAAUGUC Clivagem 
sly-miR5303j.2-3p Solyc07g005730.2.1 2.0 23.401 1 24 348 371 AAUAUUUUUGAAGAGUCUGAGCAA UUGCUCGGACUCUACAAAAAUGUU Tradução 
sly-miR5303j.2-3p Solyc01g010250.2.1 2.5 13.168 1 24 1098 1121 AAUAUUUUUGAAGAGUCUGAGCAA UUGUUCGGACUUUUCAAAAAAAUU Clivagem 
sly-miR5303j.2-3p Solyc03g034060.2.1 2.0 21.392 1 24 2443 2466 AAUAUUUUUGAAGAGUCUGAGCAA UUGUUCAGACUCUAUAAAAAUGUU Tradução 
sly-miR5303j.2-3p Solyc01g009230.2.1 1.0 24.168 1 24 4136 4159 AAUAUUUUUGAAGAGUCUGAGCAA UUACUCAGACUCUGCAAAAAUAUU Tradução 
sly-miR5303j.2-3p Solyc05g008910.2.1 2.0 12.073 1 23 685 707 AAUAUUUUUGAAGAGUCUGAGCA UGUUCAGACUCUUCAGAAAUGUC Clivagem 
sly-miR5303j.2-3p Solyc04g007830.2.1 3.0 21.001 1 24 481 504 AAUAUUUUUGAAGAGUCUGAGCAA UUGUUUGGACUCUUUAAAAAUGUC Clivagem 
sly-miR5303j.2-3p Solyc01g007800.2.1 2.5 17.839 1 24 681 704 AAUAUUUUUGAAGAGUCUGAGCAA UUGUUCAAACUCUUCGAAAAUAUA Clivagem 
sly-miR5303j.2-3p Solyc05g008980.2.1 1.5 17.519 1 24 1939 1962 AAUAUUUUUGAAGAGUCUGAGCAA UAGCUCCGACUCUUCGAAAAUAUU Clivagem 
sly-miR5303j.2-3p Solyc09g009510.2.1 1.5 16.133 1 24 1334 1357 AAUAUUUUUGAAGAGUCUGAGCAA UCGUUGGGACUCUUCAAAAAUAUU Clivagem 
sly-miR5303j.2-3p Solyc07g018290.2.1 2.0 16.895 1 24 1420 1443 AAUAUUUUUGAAGAGUCUGAGCAA UUACUCGAAUUCUUCAAAAAUAUU Clivagem 
sly-miR5303j.2-3p Solyc04g082440.2.1 2.5 7.68 1 24 2401 2424 AAUAUUUUUGAAGAGUCUGAGCAA UUACUCAGACUUUUCAAAAUUGUU Clivagem 
sly-miR5303j.2-3p Solyc06g082300.2.1 3.0 20.255 1 23 1368 1390 AAUAUUUUUGAAGAGUCUGAGCA UGCUCGCACUCUUCAAAAAAAUU Clivagem 
sly-miR5303j.2-3p Solyc07g006740.2.1 2.5 12.335 1 23 1556 1578 AAUAUUUUUGAAGAGUCUGAGCA UGCUUAAACUCUCCAAAAAUAUU Tradução 
sly-miR5303j.2-3p Solyc11g011900.1.1 1.5 10.486 1 20 444 463 AAUAUUUUUGAAGAGUCUGA UCAGACUCUUCAAGAAUAUG Clivagem 
sly-miR5303j.2-3p Solyc07g006860.2.1 1.5 16.179 1 23 1053 1075 AAUAUUUUUGAAGAGUCUGAGCA UUUUCAGACUCUUUUAAAAUAUU Tradução 
sly-miR5303j.2-3p Solyc01g010410.2.1 3.0 18.179 1 24 727 750 AAUAUUUUUGAAGAGUCUGAGCAA UUGGUCGGACUCUCCAAAAAUAAU Tradução 
sly-miR5303j.2-3p Solyc04g049940.2.1 2.5 11.123 1 21 654 674 AAUAUUUUUGAAGAGUCUGAG UUCAGAUUCUUCGAUAAUAUU Clivagem 
sly-miR5303j.2-3p Solyc05g054720.2.1 3.0 15.42 1 24 850 873 AAUAUUUUUGAAGAGUCUGAGCAA UUACUCGAACUCUCCAAAAAUGUU Tradução 
sly-miR5303j.2-3p Solyc02g084590.2.1 3.0 18.336 1 22 958 979 AAUAUUUUUGAAGAGUCUGAGC GUUCAGAGUUUUUGAAGAUAUU Clivagem 
sly-miR5303j.2-3p Solyc11g010140.1.1 3.0 15.453 1 21 143 163 AAUAUUUUUGAAGAGUCUGAG CUCAGACUCCUCAAAAAUGCU Clivagem 
sly-miR5303j.2-3p Solyc09g005180.2.1 3.0 21.863 1 21 1539 1559 AAUAUUUUUGAAGAGUCUGAG CCUAGACUCUUUGAAGAUAUU Clivagem 
sly-miR5303j.2-3p Solyc06g053320.2.1 3.0 12.009 1 24 2938 2961 AAUAUUUUUGAAGAGUCUGAGCAA UUUUGUAGUCUCUUCGAAAAUAUU Clivagem 
sly-miR5303j.2-3p Solyc07g017430.2.1 2.5 16.144 1 21 2032 2052 AAUAUUUUUGAAGAGUCUGAG UUAGGACUCUUCAGAGAUAUU Clivagem 
sly-miR5303j.2-3p Solyc04g010230.2.1 3.0 22.669 1 21 1051 1072 AAUAUUUUUGA-AGAGUCUGAG CUCAGACUCUCUCAAAGGUAUU Clivagem 
sly-miR5303j.2-3p Solyc05g014240.2.1 3.0 15.364 1 21 432 452 AAUAUUUUUGAAGAGUCUGAG UUCAGAAUCUUCAAGGAUAUA Clivagem 
sly-miR5303j.2-3p Solyc06g011590.1.1 3.0 14.533 1 23 847 869 AAUAUUUUUGAAGAGUCUGAGCA UCUUCAUGGUUUUCAAAAAUAUU Clivagem 
sly-miR5303j.2-3p Solyc01g097670.2.1 3.0 10.737 1 20 2384 2403 AAUAUUUUUGAAGAGUCUGA UCAGAAUUUUCAAAAAUCUU Clivagem 
sly-miR5303j.2-3p Solyc03g031890.2.1 3.0 15.109 1 21 165 185 AAUAUUUUUGAAGAGUCUGAG UUCUGAUUCUUCUGAAAUAUU Tradução 
sly-miR5303j.2-3p Solyc01g100020.2.1 3.0 21.094 1 21 3511 3531 AAUAUUUUUGAAGAGUCUGAG UUCAGUGUUUUCAAAAAUGUU Clivagem 
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sly-miR5304-3p Solyc06g074580.1.1 2.5 18.092 1 21 94 114 AGAUGAGUAUGGUGCAUUGGA UCCAAUGCACUGGGCUCAUCU Tradução 
sly-miR5304-3p Solyc09g090980.2.1 3.0 1.329 1 21 15 35 AGAUGAGUAUGGUGCAUUGGA UUCAAAGCAUUAUAUUCAUCU Clivagem 
sly-miR5304-3p Solyc06g053790.2.1 3.0 15.977 1 20 1019 1038 AGAUGAGUAUGGUGCAUUGG AGAGUGUACCAUACUCAUCU Clivagem 
sly-miR5304-3p Solyc01g102360.1.1 2.5 15.019 1 21 1284 1304 AGAUGAGUAUGGUGCAUUGGA UCCAUUGCACCCUAUUCAUCU Tradução 
sly-miR5304-3p Solyc03g098200.2.1 3.0 15.33 1 21 538 558 AGAUGAGUAUGGUGCAUUGGA UCCAGUGCAACCUAUUCAUCU Tradução 
sly-miR5304-3p Solyc01g097170.2.1 2.5 6.735 1 20 131 150 AGAUGAGUAUGGUGCAUUGG CCAAUUCACCAUCUUCAUCU Clivagem 
sly-miR5304-5p Solyc04g076150.2.1 3.0 6.549 1 20 1138 1157 UCAAUGCUACAUACUCAUCC AGAUGAGUAUGUAGUAAUGA Clivagem 
sly-miR5532.2-3p Solyc02g089920.1.1 3.0 17.666 1 22 17 38 AUGGAAUAUAUGACAAAGGUGG UUAUCUUUUUCAUAAGUUCCAU Clivagem 
sly-miR5532.2-5p Solyc02g089920.1.1 3.0 17.666 1 22 17 38 AUGGAAUAUAUGACAAAGGUGG UUAUCUUUUUCAUAAGUUCCAU Clivagem 
sly-miR6024-3p Solyc05g008070.2.1 1.0 20.681 1 22 543 564 UUUUAGCAAGAGUUGUUUUACC GGUAAGACAACUCUUGCUAGAA Clivagem 
sly-miR6024-3p Solyc12g005970.1.1 2.0 18.518 1 22 508 529 UUUUAGCAAGAGUUGUUUUACC GGUAAAACAACUCUUGCGAAGA Clivagem 
sly-miR6024-3p Solyc02g070410.1.1 2.0 21.74 1 22 136 157 UUUUAGCAAGAGUUGUUUUACC GGUAAGACAACUCUUGCCAAAA Clivagem 
sly-miR6024-3p Solyc11g006520.1.1 2.0 21.292 1 22 526 547 UUUUAGCAAGAGUUGUUUUACC GGUAAGACAACUCUUGCCAAAA Clivagem 
sly-miR6024-3p Solyc11g069020.1.1 1.5 21.99 1 22 571 592 UUUUAGCAAGAGUUGUUUUACC GGUAAAACCACUCUUGCUAAGA Clivagem 
sly-miR6024-3p Solyc11g065780.1.1 2.0 14.182 1 22 469 490 UUUUAGCAAGAGUUGUUUUACC GGUAAGACAACACUUGCUAAAG Tradução 
sly-miR6024-3p Solyc11g070000.1.1 2.0 23.705 1 22 544 565 UUUUAGCAAGAGUUGUUUUACC GGUAAGACAACACUUGCUAAAG Tradução 
sly-miR6024-3p Solyc10g008230.1.1 2.0 18.537 1 22 511 532 UUUUAGCAAGAGUUGUUUUACC GGCAAAACGACUCUUGCUAGAA Clivagem 
sly-miR6024-3p Solyc04g015220.2.1 2.5 21.977 1 22 388 409 UUUUAGCAAGAGUUGUUUUACC GGUAAGACAACUUUUGCCAAAA Clivagem 
sly-miR6024-3p Solyc11g006640.1.1 2.5 24.997 1 22 547 568 UUUUAGCAAGAGUUGUUUUACC GGUAAGACAACUCUUGCCAGAA Clivagem 
sly-miR6024-3p Solyc11g006630.1.1 2.5 23.542 1 22 547 568 UUUUAGCAAGAGUUGUUUUACC GGUAAGACAACUCUUGCCAGAA Clivagem 
sly-miR6024-3p Solyc10g008240.2.1 2.0 17.623 1 22 511 532 UUUUAGCAAGAGUUGUUUUACC GGCAAAACGACUCUUGCUAGAA Clivagem 
sly-miR6024-3p Solyc11g071420.1.1 2.0 22.088 1 22 637 658 UUUUAGCAAGAGUUGUUUUACC GGUAAGACAACACUUGCUAAAG Tradução 
sly-miR6024-3p Solyc05g006620.2.1 2.5 24.784 1 22 869 890 UUUUAGCAAGAGUUGUUUUACC GGUAAAACAACUCUUUCUAAGG Clivagem 
sly-miR6024-3p Solyc11g043070.1.1 2.5 18.341 1 22 355 376 UUUUAGCAAGAGUUGUUUUACC GGUAAGAUAACACUUGCUAAAG Tradução 
sly-miR6024-3p Solyc11g071430.1.1 2.5 23.059 1 22 544 565 UUUUAGCAAGAGUUGUUUUACC GGUAAGACAACACUUGCUAAGG Tradução 
sly-miR6024-3p Solyc09g092290.1.1 3.0 22.48 1 22 574 595 UUUUAGCAAGAGUUGUUUUACC GGAAAAACAACUCUUGCCAAGA Clivagem 
sly-miR6024-3p Solyc02g084890.1.1 3.0 21.446 1 22 574 595 UUUUAGCAAGAGUUGUUUUACC GGUAAAACCACUCUUGCUCAGA Clivagem 
sly-miR6024-3p Solyc09g018220.1.1 3.0 18.841 1 22 568 589 UUUUAGCAAGAGUUGUUUUACC GGGAAAACAACUCUUGCCAAGA Clivagem 
sly-miR6024-3p Solyc04g011960.1.1 2.5 14.843 1 22 538 559 UUUUAGCAAGAGUUGUUUUACC GGCAAAACAACACUUGCUAGAA Tradução 
sly-miR6024-3p Solyc01g087200.2.1 2.5 22.054 1 22 532 553 UUUUAGCAAGAGUUGUUUUACC GGCAAAACGACUCUCGCUAAAA Clivagem 
sly-miR6024-3p Solyc09g007710.2.1 3.0 21.575 1 22 655 676 UUUUAGCAAGAGUUGUUUUACC GGUAAAACAACUGUUGCCAAAG Tradução 
sly-miR6024-3p Solyc08g005510.1.1 2.5 20.93 1 22 724 745 UUUUAGCAAGAGUUGUUUUACC GGUAAAACAACGCUAGCUAAAG Tradução 
sly-miR6024-3p Solyc05g005330.2.1 3.0 20.414 1 22 1753 1774 UUUUAGCAAGAGUUGUUUUACC GGUAAGACAACUCUCGCUAACA Clivagem 
sly-miR6024-3p Solyc05g009410.1.1 3.0 14.207 1 21 829 849 UUUUAGCAAGAGUUGUUUUAC GUGAAACAAUUUUUGCUGGAG Clivagem 
sly-miR6024-3p Solyc07g063240.2.1 2.5 17.348 1 21 1738 1758 UUUUAGCAAGAGUUGUUUUAC GGAAAAUGACUUUUGCUAAAA Clivagem 
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sly-miR6024-3p Solyc03g046470.2.1 2.5 18.742 1 20 2186 2205 UUUUAGCAAGAGUUGUUUUA AAGAACAACUCUUGCUAAAC Clivagem 
sly-miR6024-3p Solyc02g079950.2.1 2.5 20.525 1 22 365 386 UUUUAGCAAGAGUUGUUUUACC GCUAAAGCAGCUUUUGCUGAAG Clivagem 
sly-miR6024-3p Solyc05g009750.1.1 3.0 16.469 1 22 181 202 UUUUAGCAAGAGUUGUUUUACC GGGAAAACAGCUCUGGCUAGAA Clivagem 
sly-miR6024-3p Solyc05g009760.1.1 3.0 20.289 1 22 217 238 UUUUAGCAAGAGUUGUUUUACC GGGAAAACAGCUCUGGCUAGAA Clivagem 
sly-miR6024-3p Solyc05g009740.1.1 3.0 20.41 1 22 148 169 UUUUAGCAAGAGUUGUUUUACC GGCAAAACAACUUUGGCUAGAA Clivagem 
sly-miR6024-3p Solyc07g009180.1.1 3.0 19.5 1 22 553 574 UUUUAGCAAGAGUUGUUUUACC GGUAAGACUACUUUAGCUAAAA Clivagem 
sly-miR6024-3p Solyc08g007630.1.1 3.0 24.495 1 22 637 658 UUUUAGCAAGAGUUGUUUUACC GGCAAGACAACACUUGCUAAAG Tradução 
sly-miR6024-3p Solyc11g069620.1.1 3.0 20.482 1 22 637 658 UUUUAGCAAGAGUUGUUUUACC GGUAAGACAACACUAGCUAAAG Tradução 
sly-miR6024-3p Solyc09g065100.1.1 3.0 16.98 1 21 443 463 UUUUAGCAAGAGUUGUUUUAC GUAGAGCUAUUCUUGCUAAGA Clivagem 
sly-miR6024-3p Solyc01g006000.2.1 3.0 19.133 1 20 829 848 UUUUAGCAAGAGUUGUUUUA CAAAACAGCUUUUGUUAGAA Clivagem 
sly-miR6024-3p Solyc05g012190.2.1 2.5 23.196 1 20 1118 1137 UUUUAGCAAGAGUUGUUUUA CAAAACAACCCUUGCUAAAG Tradução 
sly-miR6024-3p Solyc04g012010.2.1 3.0 17.317 1 22 558 579 UUUUAGCAAGAGUUGUUUUACC GGCAAAACAACGCUCGCUAAAA Tradução 
sly-miR6024-3p Solyc07g065080.2.1 2.5 17.179 1 20 1028 1047 UUUUAGCAAGAGUUGUUUUA CAGAAAAACUCUUGCUAAAA Clivagem 
sly-miR6024-3p Solyc01g067490.2.1 3.0 20.47 1 20 483 502 UUUUAGCAAGAGUUGUUUUA UAGAGCAGCUCUUGUUGAGA Clivagem 
sly-miR6024-3p Solyc03g025540.2.1 3.0 21.583 1 20 2102 2121 UUUUAGCAAGAGUUGUUUUA UAAAACAGUUCUUGUUGGAG Clivagem 
sly-miR6024-3p Solyc07g032510.2.1 2.5 16.504 1 20 1971 1990 UUUUAGCAAGAGUUGUUUUA UGAAACGACACUUGCUGAAA Tradução 
sly-miR6024-3p Solyc02g068800.1.1 3.0 17.152 1 22 699 720 UUUUAGCAAGAGUUGUUUUACC GAUACAACGGCUCUUGUUAAAG Clivagem 
sly-miR6024-3p Solyc04g009420.2.1 3.0 19.114 1 22 523 544 UUUUAGCAAGAGUUGUUUUACC GAUAAGCUAAUUCUUGCUGAAA Clivagem 
sly-miR6024-3p Solyc04g025260.2.1 3.0 11.496 1 20 2677 2696 UUUUAGCAAGAGUUGUUUUA CAAAGCAACCUUUGCUAAAA Tradução 
sly-miR6024-3p Solyc02g079030.2.1 3.0 20.024 1 20 816 835 UUUUAGCAAGAGUUGUUUUA UAAUGCAACUCUUGCUAUAA Clivagem 
sly-miR6024-3p Solyc09g060090.2.1 3.0 18.903 1 20 804 823 UUUUAGCAAGAGUUGUUUUA UGAAAGGACUUUUGCUGAAA Clivagem 
sly-miR6024-3p Solyc03g115250.2.1 3.0 13.37 1 20 1676 1695 UUUUAGCAAGAGUUGUUUUA UAAAGCAACUUAUGCUGAAG Tradução 
sly-miR6024-5p Solyc08g074500.2.1 3.0 14.312 1 22 1881 1902 AGAAACAACACUUGCUAAAGGA UCCAUUAGCACGUGGUGUUUCU Clivagem 
sly-miR6024-5p Solyc03g033410.2.1 3.0 21.752 1 21 221 241 AGAAACAACACUUGCUAAAGG CCUUUUGCAGGUGGUGUUUUU Clivagem 
sly-miR6024-5p Solyc10g006730.1.1 3.0 17.032 1 20 995 1014 AGAAACAACACUUGCUAAAG CUUUGGCAAGUGCUAUUUCU Clivagem 
sly-miR6024-5p Solyc07g062540.2.1 3.0 18.317 1 19 555 574 AGAAACAA-CACUUGCUAAA CUUAGCAAGUGGUUGUUUCU Tradução 
sly-miR6027-3p Solyc04g008190.1.1 2.5 19.836 1 22 106 127 UGAAUCCUUCGGCUAUCCAUAA UUGUGGAUGGCCGAAGGGUUUG Clivagem 
sly-miR6027-3p Solyc11g069020.1.1 2.0 10.356 1 22 1309 1330 UGAAUCCUUCGGCUAUCCAUAA UUAUGGAUUGCUGAAGGAUUUA Clivagem 
sly-miR6027-3p Solyc04g008140.1.1 2.5 20.025 1 22 2221 2242 UGAAUCCUUCGGCUAUCCAUAA UUGUGGAUGGCCGAAGGGUUUG Clivagem 
sly-miR6027-3p Solyc09g098130.1.1 2.0 16.606 1 22 2416 2437 UGAAUCCUUCGGCUAUCCAUAA UUAUGGAUUGCUGAAGGAUUCG Clivagem 
sly-miR6027-3p Solyc04g008120.1.1 2.5 20.528 1 22 2383 2404 UGAAUCCUUCGGCUAUCCAUAA UUGUGGAUGGCCGAAGGGUUUG Clivagem 
sly-miR6027-3p Solyc02g027080.1.1 3.0 14.385 1 22 1285 1306 UGAAUCCUUCGGCUAUCCAUAA UUAUGGAUGGCUGAGGGGUUCC Clivagem 
sly-miR6027-3p Solyc04g009090.1.1 3.0 17.386 1 22 187 208 UGAAUCCUUCGGCUAUCCAUAA UUGUGGAUGGCCGAGGGUUUCA Clivagem 
sly-miR6027-3p Solyc04g026110.2.1 3.0 14.201 1 22 1193 1214 UGAAUCCUUCGGCUAUCCAUAA UUGUGGAUGGCCGAGGGUUUCA Clivagem 
sly-miR6027-3p Solyc04g007070.2.1 3.0 20.864 1 22 1332 1353 UGAAUCCUUCGGCUAUCCAUAA UUGUGGAUAGCCGAGGGGUUGA Clivagem 
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sly-miR6027-3p Solyc05g013280.2.1 3.0 13.656 1 22 4099 4120 UGAAUCCUUCGGCUAUCCAUAA UUGUGGGUAGCUGAAGGGUUUG Clivagem 
sly-miR6027-3p Solyc10g047320.1.1 2.5 19.101 1 22 1285 1306 UGAAUCCUUCGGCUAUCCAUAA UUGUGGAUUGCGGAAGGAUUCA Tradução 
sly-miR6027-3p Solyc05g012890.1.1 3.0 23.127 1 22 2905 2926 UGAAUCCUUCGGCUAUCCAUAA UUGUGGAUAGCGGAAGGCUUCA Tradução 
sly-miR6027-3p Solyc05g012910.2.1 3.0 17.181 1 22 3127 3148 UGAAUCCUUCGGCUAUCCAUAA UUGUGGAUAGCGGAAGGCUUCA Tradução 
sly-miR6027-3p Solyc01g088060.2.1 2.5 15.717 1 21 566 586 UGAAUCCUUCGGCUAUCCAUA UAUGGAUGGCAGAAGGAUUUG Tradução 
sly-miR6027-3p Solyc03g005660.2.1 3.0 22.349 1 22 1353 1374 UGAAUCCUUCGGCUAUCCAUAA UUGUGGAUCGCGGAAGGGUUCA Tradução 
sly-miR6027-3p Solyc01g090430.2.1 3.0 24.454 1 22 1357 1378 UGAAUCCUUCGGCUAUCCAUAA UUAUGGAUCGCGGAAGGGUUUA Tradução 
sly-miR6027-3p Solyc07g053020.1.1 2.5 14.922 1 22 1300 1321 UGAAUCCUUCGGCUAUCCAUAA UGGUGGAUAGGAGAAGGAUUCA Tradução 
sly-miR6027-3p Solyc02g069940.2.1 3.0 14.944 1 20 1088 1107 UGAAUCCUUCGGCUAUCCAU AUGGAAAGCUGGAGGAUUCU Clivagem 
sly-miR6027-3p Solyc01g108890.2.1 3.0 17.735 1 20 1412 1432 UGAAUCCUUCGGCUA-UCCAU AUGGAAUGGCCGGAGGAUUCA Clivagem 
sly-miR6027-3p Solyc06g062610.1.1 3.0 13.601 1 20 1853 1872 UGAAUCCUUCGGCUAUCCAU AUGGAAGGUGGAAGGAUUCA Tradução 
sly-miR6027-5p Solyc10g049340.1.1 2.5 13.234 1 22 297 318 AUGGGUAGCACAAGGAUUAAUG UAUUGAUUCUAGUGCUACUCAU Clivagem 
sly-miR6027-5p Solyc03g007010.2.1 3.0 24.136 1 22 623 644 AUGGGUAGCACAAGGAUUAAUG CAUUAGCCUUUGUGUUGCCCAU Clivagem 
sly-miR6027-5p Solyc12g009550.1.1 3.0 17.187 1 22 75 96 AUGGGUAGCACAAGGAUUAAUG CGUUGAUCUUUCUGCUACUUAU Tradução 
sly-miR6027-5p Solyc05g055140.1.1 3.0 17.818 1 22 98 119 AUGGGUAGCACAAGGAUUAAUG UAUUAAUCCUUGUUAUACUUAU Tradução 
sly-miR6027-5p Solyc07g047990.1.1 3.0 16.738 1 20 437 456 AUGGGUAGCACAAGGAUUAA AUGAUCCUUGUGUUAUUCAU Clivagem 
sly-miR6027-5p Solyc03g005960.2.1 3.0 9.406 1 20 3115 3134 AUGGGUAGCACAAGGAUUAA UUGAUCCUUGUGUUAUCUAC Clivagem 
sly-miR6027-5p Solyc02g068680.1.1 3.0 18.55 1 21 1190 1210 AUGGGUAGCACAAGGAUUAAU AUUUAACUUUGUGCUACUCAU Clivagem 
sly-miR6027-5p Solyc01g100790.1.1 3.0 17.051 1 22 1331 1352 AUGGGUAGCACAAGGAUUAAUG CUUUAAUUCUUGGGCUAGCCAU Tradução 
sly-miR6027-5p Solyc08g006010.2.1 3.0 11.593 1 22 165 186 AUGGGUAGCACAAGGAUUAAUG CCUUAAUCCAUGCCCUACCCAU Tradução 
sly-miR7122-3p Solyc03g093150.1.1 3.0 20.762 1 20 1194 1213 ACAGCGUUUUUCUGUAUAAC CUUAUACAGGAAGAUGUUGU Clivagem 
sly-miR7122-3p Solyc11g071920.1.1 3.0 15.439 1 20 1438 1457 ACAGCGUUUUUCUGUAUAAC GUUGUACUGGGAAAUGCUGU Clivagem 
sly-miR7122-3p Solyc11g006350.1.1 3.0 14.531 1 20 976 995 ACAGCGUUUUUCUGUAUAAC GCUAUGCAGAAACAUGCUGU Clivagem 
sly-miR7122-5p Solyc12g009760.1.1 3.0 17.19 1 21 339 359 UAUACAGAGAAACCGCUGUCG UGACAAUGGUUUCAUUGUAUA Clivagem 
sly-miR7696c-3p Solyc03g044200.2.1 3.0 18.739 1 21 1124 1144 UUUUGAAUUAUUAGAACUUGA UCAAGUUCUAAUAAAUUAAAC Clivagem 
sly-miR7696c-3p Solyc12g042760.1.1 3.0 23.26 1 21 1099 1119 UUUUGAAUUAUUAGAACUUGA UCGAGUUUUGGUAAUUUAAGA Clivagem 
sly-miR7696c-3p Solyc07g014650.2.1 2.5 15.516 1 20 242 261 UUUUGAAUUAUUAGAACUUG GAAGUUCUAGUAAUUCAGGA Clivagem 
sly-miR7696c-3p Solyc06g068130.2.1 3.0 21.2 1 21 474 494 UUUUGAAUUAUUAGAACUUGA UCAGGUUCGGAUAAUUCAAAU Clivagem 
sly-miR7696c-3p Solyc02g081020.1.1 3.0 9.28 1 21 25 45 UUUUGAAUUAUUAGAACUUGA UCUAGUUUUAAUAAUCCAAAA Clivagem 
sly-miR7696c-3p Solyc06g063420.2.1 3.0 23.94 1 21 1575 1595 UUUUGAAUUAUUAGAACUUGA UCAAGUUCUGAUACAUCAAAA Clivagem 
sly-miR7696c-3p Solyc01g011040.2.1 3.0 12.52 1 20 685 704 UUUUGAAUUAUUAGAACUUG UAAGUUUUAAUAAUUUCAAA Clivagem 
sly-miR7696c-3p Solyc05g007610.2.1 3.0 15.743 1 21 1173 1193 UUUUGAAUUAUUAGAACUUGA UCAACUUCAAAUAAUUCAAAC Clivagem 
sly-miR7696c-3p Solyc05g008690.1.1 3.0 15.025 1 20 1484 1503 UUUUGAAUUAUUAGAACUUG CAAGUUUUAAAAGUUCAAAC Tradução 
sly-miR7696c-3p Solyc03g095770.2.1 3.0 6.442 1 20 499 518 UUUUGAAUUAUUAGAACUUG CAAGUUCAAAUAAUCCAAGA Clivagem 
sly-miR7696c-3p Solyc01g111180.2.1 2.5 11.154 1 20 17271 17290 UUUUGAAUUAUUAGAACUUG CAAGUACUGAUUAUUCAAAA Tradução 
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sly-miR7696c-3p Solyc01g110700.2.1 2.5 11.154 1 20 47905 47924 UUUUGAAUUAUUAGAACUUG CAAGUACUGAUUAUUCAAAA Tradução 
sly-miR7696c-3p Solyc01g104110.2.1 3.0 14.748 1 20 311 330 UUUUGAAUUAUUAGAACUUG GAAGUUGUAAAAAUUCAAAA Tradução 
sly-miR7696c-3p Solyc11g020470.1.1 3.0 15.368 1 20 86 105 UUUUGAAUUAUUAGAACUUG CAAGGCCUAGUAGUUCAAAA Clivagem 
sly-miR7696c-3p Solyc02g065440.1.1 3.0 14.937 1 20 56 75 UUUUGAAUUAUUAGAACUUG UAAGUUCUUAUGUUUCAAAA Clivagem 
sly-miR7696c-3p Solyc08g068420.2.1 3.0 9.113 1 20 311 330 UUUUGAAUUAUUAGAACUUG CAUGUCCUAGUAAUUCGAAA Clivagem 
sly-miR7696c-3p Solyc06g009670.2.1 3.0 16.079 1 20 1697 1716 UUUUGAAUUAUUAGAACUUG CAAGUUCAGAAAAUUCAAGA Tradução 
sly-miR7696c-3p Solyc01g059870.2.1 3.0 20.2 1 20 2770 2789 UUUUGAAUUAUUAGAACUUG CAAGCUCUAAGAGUUCAAAG Tradução 
sly-miR7696c-3p Solyc02g087360.2.1 3.0 21.23 1 20 131 150 UUUUGAAUUAUUAGAACUUG CUAGUGCUAGUAAUUCAAAG Clivagem 
sly-miR7696c-3p Solyc03g116650.1.1 3.0 16.01 1 20 161 179 UUUUGAAUUAUUAGAACUUG CAAGU-CUAGUGAUUCAAAA Clivagem 
sly-miR7696c-3p Solyc02g091040.2.1 3.0 14.594 1 20 69 88 UUUUGAAUUAUUAGAACUUG CAAAAUGUAAUAAUUCAAAA Clivagem 
sly-miR7805-5p Solyc03g058160.2.1 2.5 9.563 1 21 712 732 AAAUUUGGUGUAGUGAAUACU AGUCUUCAUUACACCGGAUUU Clivagem 
sly-miR7805-5p Solyc01g087230.2.1 3.0 13.785 1 20 1326 1345 AAAUUUGGUGUAGUGAAUAC GUAUUUGUUACACCAAACUU Clivagem 
sly-miR7805-5p Solyc01g079950.2.1 3.0 7.317 1 21 720 740 AAAUUUGGUGUAGUGAAUACU AAUAUUCUCUACACCAAAUUA Clivagem 
sly-miR7805-5p Solyc01g079160.2.1 3.0 21.285 1 21 1015 1035 AAAUUUGGUGUAGUGAAUACU GGAGUUCACUACACUGAGUUU Clivagem 
sly-miR7805-5p Solyc07g063990.1.1 2.5 14.862 1 21 957 977 AAAUUUGGUGUAGUGAAUACU GGUACCCAUUACACCAAAUUU Clivagem 
sly-miR7805-5p Solyc07g014700.2.1 3.0 15.48 1 20 2387 2406 AAAUUUGGUGUAGUGAAUAC AUGUUAACUACACCAGAUUU Clivagem 
sly-miR7805-5p Solyc09g090670.2.1 2.5 10.652 1 20 709 728 AAAUUUGGUGUAGUGAAUAC GUUUUCAUUACUCCAAAUUU Tradução 
sly-miR7805-5p Solyc03g097780.2.1 3.0 12.638 1 20 1625 1644 AAAUUUGGUGUAGUGAAUAC GAAUUCAUUACACCAAACUU Clivagem 
sly-miR7805-5p Solyc10g050420.1.1 3.0 15.443 1 21 190 209 AAAUUUGGUGUAGUGAAUACU AGUGUUC-CUACACCGAAUUU Clivagem 
sly-miR7805-5p Solyc08g081880.1.1 3.0 20.457 1 20 311 330 AAAUUUGGUGUAGUGAAUAC GUAUGCAUUACCCUAAAUUU Tradução 
sly-miR7980b.2-5p Solyc10g080610.1.1 2.0 21.746 1 22 438 459 GUCCAAACACUGAUUCCAUCUC GAGAUGGAAUCAGUGUAUGGAU Clivagem 
sly-miR7980b.2-5p Solyc06g066240.2.1 2.5 16.557 1 23 1708 1730 GUCCAAACACUGAUUCCAUCUCA UGAGAUGGAAUCAAUGUUUCGAC Tradução 
sly-miR7980b.2-5p Solyc10g079330.1.1 2.5 12.697 1 21 982 1002 GUCCAAACACUGAUUCCAUCU GGAUGGAAUUCGUGUUUGGAA Tradução 
sly-miR7980b.2-5p Solyc01g111080.2.1 2.5 16.752 1 21 17785 17805 GUCCAAACACUGAUUCCAUCU ACAUGAAAUCAGUGUUUGGAU Clivagem 
sly-miR7980b.2-5p Solyc05g046120.2.1 2.5 21.109 1 20 1635 1654 GUCCAAACACUGAUUCCAUC GAUGGAAUCGUUGUUUGGGU Tradução 
sly-miR7980b.2-5p Solyc07g066160.1.1 3.0 18.354 1 20 297 316 GUCCAAACACUGAUUCCAUC GAUGAAAUCGUUGUUUGGGC Tradução 
sly-miR7980b.2-5p Solyc03g044060.2.1 3.0 12.597 1 20 1466 1485 GUCCAAACACUGAUUCCAUC GAUGGAGUCACUCUUUGGAU Tradução 
sly-miR7980b-3p Solyc01g096060.2.1 2.5 14.465 1 24 2407 2431 GAGAUGGAAUCAGUGU-UUGGACAU AUUUUCAAUACACUGAUUUCAUCUC Clivagem 
sly-miR7980b-3p Solyc07g043590.2.1 2.5 15.407 1 21 813 833 GAGAUGGAAUCAGUGUUUGGA UGCAGAUGCUGAUUCCAUCUC Clivagem 
sly-miR7980b-3p Solyc01g096550.2.1 3.0 14.368 1 21 196 216 GAGAUGGAAUCAGUGUUUGGA UCCGAACAUCGGUUCCAUUUC Clivagem 
sly-miR7980b-3p Solyc11g072930.1.1 3.0 9.988 1 23 862 884 GAGAUGGAAUCAGUGUUUGGACA UUUCAAGACACUGAGUCUAUCUC Tradução 
sly-miR7980b-3p Solyc02g077720.2.1 3.0 9.285 1 20 425 444 GAGAUGGAAUCAGUGUUUGG CUAAAAACUGAUUUUAUUUC Clivagem 
sly-miR7980b-3p Solyc09g091250.2.1 3.0 6.496 1 20 22 41 GAGAUGGAAUCAGUGUUUGG CCAAACCCUUAUUCCAUUUU Tradução 
sly-miR7980b-3p Solyc07g049530.2.1 3.0 7.99 1 20 69 89 GAGAUGGA-AUCAGUGUUUGG UCAAACAUUGAUAUUCAUCUC Tradução 
sly-miR7981-3p Solyc01g111080.2.1 2.0 10.993 1 24 10265 10288 AUAGGACUUUAGUUUAGUUAAGGU AUCUUAAUUAAUCUAAGGUCCUAU Clivagem 
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sly-miR7981-3p Solyc01g006760.2.1 2.5 10.072 1 24 698 721 AUAGGACUUUAGUUUAGUUAAGGU GUCUUAAUUAAAUUAAGGUUCUGU Clivagem 
sly-miR7981-3p Solyc09g098620.1.1 1.5 11.995 1 21 2020 2040 AUAGGACUUUAGUUUAGUUAA UUAACUAAAUUAAGGUUCUAU Clivagem 
sly-miR7981-3p Solyc04g079750.2.1 3.0 12.147 1 22 800 821 AUAGGACUUUAGUUUAGUUAAG UUUGAUUAGGUUAAAGUCUUAU Clivagem 
sly-miR7981-3p Solyc05g012330.2.1 3.0 11.035 1 21 554 574 AUAGGACUUUAGUUUAGUUAA UUAACAAAGCUGAAGUUCUGU Clivagem 
sly-miR7981-3p Solyc06g062680.1.1 3.0 18.146 1 21 469 489 AUAGGACUUUAGUUUAGUUAA UUGACUGCAUUGAAGUCCUAU Clivagem 
sly-miR7981-5p Solyc11g050940.1.1 3.0 15.143 1 23 357 379 UUAACUUAACUAAGGUUCUAUUA UAGGAGAGCUUUAGUUGAGUUGA Clivagem 
sly-miR7981-5p Solyc03g122340.2.1 3.0 13.035 1 20 2961 2980 UUAACUUAACUAAGGUUCUA AAGAACAUUAAUUAAGUUAA Tradução 
sly-miR7983.1-3p Solyc09g011580.2.1 1.0 11.369 1 24 822 845 ACUAAUGCCGGUAAAGACUUUAAC GAUAAAGUUUUUAUCGGCAUUAGU Clivagem 
sly-miR7983.1-5p Solyc06g065340.1.1 1.5 15.677 1 24 428 451 UAAAGCUUUUAGCGAUAUUUGUUC GAAAAAAUGUUGCUAAAAGUUUUA Clivagem 
sly-miR7983.1-5p Solyc05g056140.2.1 3.0 16.807 1 24 1124 1147 UAAAGCUUUUAGCGAUAUUUGUUC GGACAAAUAUUGCUGAAGGCUUGA Clivagem 
sly-miR7983.1-5p Solyc12g010530.1.1 2.5 15.231 1 23 239 261 UAAAGCUUUUAGCGAUAUUUGUU GGCAAGUUGCGCUAAAAGCUUUA Clivagem 
sly-miR7983.1-5p Solyc04g011980.1.1 2.5 14.648 1 23 638 660 UAAAGCUUUUAGCGAUAUUUGUU GAAAUGUAUUGCUAGAAGCUUUA Clivagem 
sly-miR7983.1-5p Solyc03g058880.2.1 3.0 14.57 1 23 2131 2153 UAAAGCUUUUAGCGAUAUUUGUU AUUGAAUAUUGAUAGAAGUUUUA Clivagem 
sly-miR7983.1-5p Solyc04g011960.1.1 3.0 19.264 1 23 638 660 UAAAGCUUUUAGCGAUAUUUGUU GAAAUGUAUUGUUAGAAGCUUUA Clivagem 
sly-miR7983.1-5p Solyc04g012010.2.1 3.0 12.961 1 23 658 680 UAAAGCUUUUAGCGAUAUUUGUU GAAAUGUAUUGUUAGAAGCUUUA Clivagem 
sly-miR7983.1-5p Solyc11g045350.1.1 3.0 15.314 1 20 2739 2758 UAAAGCUUUUAGCGAUAUUU GGAUAUUGCUAAAAGGUUUA Clivagem 
sly-miR7983.1-5p Solyc02g084750.2.1 3.0 14.965 1 20 2070 2089 UAAAGCUUUUAGCGAUAUUU AAGUAUUGUUAAUAGUUUUA Clivagem 
sly-miR7983.2-3p Solyc09g011580.2.1 1.0 11.369 1 24 822 845 ACUAAUGCCGGUAAAGACUUUAAC GAUAAAGUUUUUAUCGGCAUUAGU Clivagem 
sly-miR7983.2-5p Solyc11g066610.1.1 3.0 16.542 1 23 80 102 UAAAGCUUUUAGCGAAAUUGAUU AAUUGAUUUCUCUAAUAGCUUUA Clivagem 
sly-miR7983.2-5p Solyc04g074190.2.1 3.0 18.585 1 23 591 613 UAAAGCUUUUAGCGAAAUUGAUU GGUUGAUUUAGCUAGAGGCUUUA Clivagem 
sly-miR7983.2-5p Solyc06g065340.1.1 3.0 15.677 1 24 428 451 UAAAGCUUUUAGCGAAAUUGAUUC GAAAAAAUGUUGCUAAAAGUUUUA Clivagem 
sly-miR7983.2-5p Solyc07g053430.2.1 3.0 16.458 1 23 849 871 UAAAGCUUUUAGCGAAAUUGAUU AGGCAAUUUUGUUAAGAGCUCUA Clivagem 
sly-miR7983.2-5p Solyc01g111540.2.1 3.0 12.626 1 24 1616 1639 UAAAGCUUUUAGCGAAAUUGAUUC GGAACAAUAUUGAUAAAAGCUUUG Clivagem 
sly-miR7983.2-5p Solyc12g010530.1.1 2.5 15.231 1 20 242 261 UAAAGCUUUUAGCGAAAUUG AAGUUGCGCUAAAAGCUUUA Clivagem 
sly-miR7983.2-5p Solyc04g077780.2.1 3.0 15.359 1 20 465 484 UAAAGCUUUUAGCGAAAUUG CAGUUUGGAUAAAAGCUUUG Clivagem 
sly-miR7983.3-3p Solyc09g011580.2.1 3.0 11.369 1 24 822 845 ACUAAUUUCGGUAAAGACUUUAGC GAUAAAGUUUUUAUCGGCAUUAGU Clivagem 
sly-miR7983.3-3p Solyc03g025550.2.1 2.5 14.721 1 22 247 268 ACUAAUUUCGGUAAAGACUUUA UGGAGUCUUUAUGGAAGUUAGU Tradução 
sly-miR7983.3-5p Solyc01g087190.2.1 2.5 12.858 1 23 894 916 UAAAGUCUUUAGCGACAUUGGUU AACUAAUGUCAGUAAAGACUUUA Clivagem 
sly-miR7983.3-5p Solyc06g060690.2.1 2.0 15.598 1 23 1537 1559 UAAAGUCUUUAGCGACAUUGGUU AUCUACUGUCGCUAAAGAUUUUA Clivagem 
sly-miR7983.3-5p Solyc08g079440.1.1 3.0 15.2 1 23 957 979 UAAAGUCUUUAGCGACAUUGGUU AGGUAGUGUUGCUAGGGAUUUUA Clivagem 
sly-miR7983.3-5p Solyc00g033990.1.1 3.0 17.077 1 21 601 621 UAAAGUCUUUAGCGACAUUGG UCGAUGUUGCUGAAGGUUUUG Clivagem 
sly-miR7983.3-5p Solyc05g007950.2.1 2.5 11.552 1 21 94 114 UAAAGUCUUUAGCGACAUUGG UCAAUGCUGCUAAAGAUUUUG Clivagem 
sly-miR7983.3-5p Solyc10g018220.1.1 3.0 15.7 1 21 901 921 UAAAGUCUUUAGCGACAUUGG CCAAUGUCUUUGAAGAUUUUG Clivagem 
sly-miR7983.3-5p Solyc00g202560.1.1 2.5 14.823 1 22 396 417 UAAAGUCUUUAGCGACAUUGGU AGCAAUGUCGUUACAGGUUUUA Tradução 
sly-miR7983.3-5p Solyc09g056290.1.1 3.0 14.184 1 20 227 246 UAAAGUCUUUAGCGACAUUG UAGUGUCGUUGGAGACUUUG Clivagem 
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sly-miR7983.4-3p Solyc09g011580.2.1 1.5 11.369 1 24 822 845 ACUAAUGCUGGUAAAGACUUUAGC GAUAAAGUUUUUAUCGGCAUUAGU Clivagem 
sly-miR7983.4-3p Solyc05g009870.2.1 3.0 16.076 1 23 253 275 ACUAAUGCUGGUAAAGACUUUAG UUGAAGUCUUUACAAGCAGUGGU Tradução 
sly-miR7983.4-3p Solyc07g065730.1.1 3.0 16.226 1 21 1126 1146 ACUAAUGCUGGUAAAGACUUU GAAUUCUUUACUAGCAUGAGU Clivagem 
sly-miR7983.4-3p Solyc07g065880.2.1 3.0 11.949 1 20 2407 2426 ACUAAUGCUGGUAAAGACUU AAAUCUUUGUCAGCAUUAGG Clivagem 
sly-miR7983.4-5p Solyc01g087190.2.1 2.5 12.858 1 23 894 916 UAAAGUCUUUAGCGACAUUGGUU AACUAAUGUCAGUAAAGACUUUA Clivagem 
sly-miR7983.4-5p Solyc06g060690.2.1 2.0 15.598 1 23 1537 1559 UAAAGUCUUUAGCGACAUUGGUU AUCUACUGUCGCUAAAGAUUUUA Clivagem 
sly-miR7983.4-5p Solyc08g079440.1.1 3.0 15.2 1 23 957 979 UAAAGUCUUUAGCGACAUUGGUU AGGUAGUGUUGCUAGGGAUUUUA Clivagem 
sly-miR7983.4-5p Solyc00g033990.1.1 3.0 17.077 1 21 601 621 UAAAGUCUUUAGCGACAUUGG UCGAUGUUGCUGAAGGUUUUG Clivagem 
sly-miR7983.4-5p Solyc05g007950.2.1 2.5 11.552 1 21 94 114 UAAAGUCUUUAGCGACAUUGG UCAAUGCUGCUAAAGAUUUUG Clivagem 
sly-miR7983.4-5p Solyc10g018220.1.1 3.0 15.7 1 21 901 921 UAAAGUCUUUAGCGACAUUGG CCAAUGUCUUUGAAGAUUUUG Clivagem 
sly-miR7983.4-5p Solyc00g202560.1.1 2.5 14.823 1 22 396 417 UAAAGUCUUUAGCGACAUUGGU AGCAAUGUCGUUACAGGUUUUA Tradução 
sly-miR7983.4-5p Solyc09g056290.1.1 3.0 14.184 1 20 227 246 UAAAGUCUUUAGCGACAUUG UAGUGUCGUUGGAGACUUUG Clivagem 
sly-miR7983.5-3p Solyc04g078310.2.1 3.0 14.094 1 23 826 848 ACUAAUGACGGUAAGACUUUAGC GUGAAAUUCUUACCUUCGUUGGU Tradução 
sly-miR7983.5-3p Solyc02g080340.2.1 3.0 24.181 1 20 563 582 ACUAAUGACGGUAAGACUUU AGAGUGUUACUGUUGUUAGU Clivagem 
sly-miR7983.5-5p Solyc01g087190.2.1 2.5 12.858 1 23 894 916 UAAAGUCUUUAGCGACAUUGGUU AACUAAUGUCAGUAAAGACUUUA Clivagem 
sly-miR7983.5-5p Solyc06g060690.2.1 2.0 15.598 1 23 1537 1559 UAAAGUCUUUAGCGACAUUGGUU AUCUACUGUCGCUAAAGAUUUUA Clivagem 
sly-miR7983.5-5p Solyc08g079440.1.1 3.0 15.2 1 23 957 979 UAAAGUCUUUAGCGACAUUGGUU AGGUAGUGUUGCUAGGGAUUUUA Clivagem 
sly-miR7983.5-5p Solyc00g033990.1.1 3.0 17.077 1 21 601 621 UAAAGUCUUUAGCGACAUUGG UCGAUGUUGCUGAAGGUUUUG Clivagem 
sly-miR7983.5-5p Solyc05g007950.2.1 2.5 11.552 1 21 94 114 UAAAGUCUUUAGCGACAUUGG UCAAUGCUGCUAAAGAUUUUG Clivagem 
sly-miR7983.5-5p Solyc10g018220.1.1 3.0 15.7 1 21 901 921 UAAAGUCUUUAGCGACAUUGG CCAAUGUCUUUGAAGAUUUUG Clivagem 
sly-miR7983.5-5p Solyc00g202560.1.1 2.5 14.823 1 22 396 417 UAAAGUCUUUAGCGACAUUGGU AGCAAUGUCGUUACAGGUUUUA Tradução 
sly-miR7983.5-5p Solyc09g056290.1.1 3.0 14.184 1 20 227 246 UAAAGUCUUUAGCGACAUUG UAGUGUCGUUGGAGACUUUG Clivagem 
sly-miR7983.6-3p Solyc09g011580.2.1 1.0 11.369 1 24 822 845 ACUAAUGCCGGUAAAGACUUUAAC GAUAAAGUUUUUAUCGGCAUUAGU Clivagem 
sly-miR7983.6-5p Solyc10g052470.1.1 2.0 21.782 1 24 110 133 UAACGGCUUUAGCAACAUUGGAUC GGUCCAAUGUUGCUAAAGCAGUUG Clivagem 
sly-miR7983.6-5p Solyc01g109670.2.1 3.0 22.921 1 24 110 133 UAACGGCUUUAGCAACAUUGGAUC GGUCUAACGUUGCUAGAGCUGUUG Clivagem 
sly-miR7983.6-5p Solyc06g062990.1.1 3.0 19.184 1 23 771 793 UAACGGCUUUAGCAACAUUGGAU AUUCAAUUUUGCUGAAGCCAUUA Clivagem 
sly-miR7983.6-5p Solyc04g082560.2.1 3.0 20.665 1 24 348 371 UAACGGCUUUAGCAACAUUGGAUC GAAUCAGUGGUGUUGAAGCCGUUG Clivagem 
sly-miR7983.6-5p Solyc04g005200.2.1 2.5 24.052 1 22 229 250 UAACGGCUUUAGCAACAUUGGA UACAAGGUUGCUGGAGCUGUUA Clivagem 
sly-miR7983.6-5p Solyc01g066980.2.1 3.0 16.342 1 20 531 550 UAACGGCUUUAGCAACAUUG CAAUGUUGCUAAGGUUGUAA Clivagem 
sly-miR7983.6-5p Solyc12g044880.1.1 2.5 17.932 1 20 17 36 UAACGGCUUUAGCAACAUUG CAAUGUUGCUGAUGUUGUUA Clivagem 
sly-miR7983.6-5p Solyc03g119070.2.1 3.0 24.102 1 20 339 358 UAACGGCUUUAGCAACAUUG CAAUGUUGCUGGCGCUGUUG Clivagem 
sly-miR7984c-3p Solyc06g075970.2.1 3.0 19.448 1 22 1859 1880 UACGAUACCAAACUUUAUGGAG UUUCAUAGCGUUUGUUAUCGUA Clivagem 
sly-miR7984c-3p Solyc01g081290.2.1 3.0 17.343 1 20 1511 1530 UACGAUACCAAACUUUAUGG CCAUAAAGCUUGGCAUUGUA Clivagem 
sly-miR7984c-3p Solyc08g076000.2.1 3.0 11.303 1 23 3155 3177 UACGAUACCAAACUUUAUGGAGG UCCCCCUCAAGUUUCGUAUCGUA Tradução 
sly-miR7984c-5p Solyc06g053200.2.1 2.5 14.062 1 23 1312 1334 ACGAUACCAAACUUUAUGGAGGA UAUUCUAUAAGGUUUGGUAACGU Clivagem 
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sly-miR7984c-5p Solyc02g086500.2.1 3.0 16.013 1 22 550 571 ACGAUACCAAACUUUAUGGAGG UUUAUAAGAAGUUUGGUAUCGU Clivagem 
sly-miR7984d-3p Solyc03g114380.2.1 3.0 16.166 1 24 10 33 CAAUUUCGGUCAAAGUUCGGAUAU AUCUUUGAAUUUUUACUGAAAUUG Tradução 
sly-miR7984d-3p Solyc03g119780.2.1 3.0 18.105 1 22 2554 2575 CAAUUUCGGUCAAAGUUCGGAU AUCCGGUCUUUGACCCAAAUUG Clivagem 
sly-miR7984d-3p Solyc05g055690.1.1 2.5 13.443 1 20 1620 1639 CAAUUUCGGUCAAAGUUCGG UCGAACAUUGAUCGGAAUUG Clivagem 
sly-miR7984d-3p Solyc08g006860.2.1 3.0 18.673 1 22 430 451 CAAUUUCGGUCAAAGUUCGGAU AAUCAAACUUUGACAGAAGUUG Clivagem 
sly-miR7985-3p Solyc01g110700.2.1 0.5 21.102 1 24 43550 43573 CGGGCUUGCCUAGUGCGGGUUACC GAUAACCCGCACUAGGCAGGCCCG Clivagem 
sly-miR7985-3p Solyc01g111180.2.1 0.5 21.102 1 24 12916 12939 CGGGCUUGCCUAGUGCGGGUUACC GAUAACCCGCACUAGGCAGGCCCG Clivagem 
sly-miR7987-3p Solyc06g072340.2.1 2.0 19.489 1 20 1924 1943 ACACUAGUUGAUCUUAUUGA UCAGUAAGGUCAAUUGGUGU Clivagem 
sly-miR7987-3p Solyc02g081730.2.1 2.5 13.324 1 21 94 114 ACACUAGUUGAUCUUAUUGAU AUCAAAGAGAUUAAUUAGUGU Clivagem 
sly-miR7987-3p Solyc12g056170.1.1 3.0 13.833 1 21 1722 1742 ACACUAGUUGAUCUUAUUGAU AUCAAUAAGAUCAACUCCUGU Clivagem 
sly-miR7987-3p Solyc05g050300.1.1 3.0 13.285 1 21 260 280 ACACUAGUUGAUCUUAUUGAU AUCAAAAUGAACAACUAGUGU Tradução 
sly-miR7990a.1-5p Solyc01g059990.2.1 2.5 13.833 1 24 1008 1031 UUCAAAUGAUCGUAACUUUGGCCU AGAUCAAGGUUCCGAUUGUUUGAA Clivagem 
sly-miR7990a.1-5p Solyc02g030470.1.1 3.0 18.805 1 24 330 353 UUCAAAUGAUCGUAACUUUGGCCU AGAUCAAGGUUCUGAUUGUUUGAA Clivagem 
sly-miR7990a.1-5p Solyc05g016090.1.1 3.0 19.182 1 24 861 884 UUCAAAUGAUCGUAACUUUGGCCU AGAUCAAGGUUCUGAUUGUUUGAA Clivagem 
sly-miR7990a.1-5p Solyc08g067130.1.1 3.0 16.672 1 24 765 788 UUCAAAUGAUCGUAACUUUGGCCU AGAUCAAGGUUCUGAUUGUUUGAA Clivagem 
sly-miR7990a.1-5p Solyc05g026520.1.1 3.0 18.805 1 24 1509 1532 UUCAAAUGAUCGUAACUUUGGCCU AGAUCAAGGUUCUGAUUGUUUGAA Clivagem 
sly-miR7990a.1-5p Solyc06g009120.2.1 3.0 12.993 1 24 448 471 UUCAAAUGAUCGUAACUUUGGCCU AUGUCAAAGUUAAGUUUAUUUGAG Tradução 
sly-miR7990a.1-5p Solyc03g083250.2.1 3.0 20.429 1 23 677 699 UUCAAAUGAUCGUAACUUUGGCC GACCGAUGUUAUGAUAAUUUGAA Clivagem 
sly-miR7990a.1-5p Solyc03g006330.2.1 3.0 18.958 1 22 2070 2091 UUCAAAUGAUCGUAACUUUGGC GACGAAGGGAUGAUCAUUUGAA Clivagem 
sly-miR7990a.1-5p Solyc12g036380.1.1 3.0 8.865 1 20 216 234 UUCAAAUGAUCGUAACUUUG AAAAGUUACGA-CAUUUGAA Tradução 
sly-miR7990a.2-3p Solyc01g059990.2.1 2.5 13.833 1 24 1008 1031 UUCAAAUGAUCGUAACUUUGGCCU AGAUCAAGGUUCCGAUUGUUUGAA Clivagem 
sly-miR7990a.2-3p Solyc02g030470.1.1 3.0 18.805 1 24 330 353 UUCAAAUGAUCGUAACUUUGGCCU AGAUCAAGGUUCUGAUUGUUUGAA Clivagem 
sly-miR7990a.2-3p Solyc05g016090.1.1 3.0 19.182 1 24 861 884 UUCAAAUGAUCGUAACUUUGGCCU AGAUCAAGGUUCUGAUUGUUUGAA Clivagem 
sly-miR7990a.2-3p Solyc08g067130.1.1 3.0 16.672 1 24 765 788 UUCAAAUGAUCGUAACUUUGGCCU AGAUCAAGGUUCUGAUUGUUUGAA Clivagem 
sly-miR7990a.2-3p Solyc05g026520.1.1 3.0 18.805 1 24 1509 1532 UUCAAAUGAUCGUAACUUUGGCCU AGAUCAAGGUUCUGAUUGUUUGAA Clivagem 
sly-miR7990a.2-3p Solyc06g009120.2.1 3.0 12.993 1 24 448 471 UUCAAAUGAUCGUAACUUUGGCCU AUGUCAAAGUUAAGUUUAUUUGAG Tradução 
sly-miR7990a.2-3p Solyc03g083250.2.1 3.0 20.429 1 23 677 699 UUCAAAUGAUCGUAACUUUGGCC GACCGAUGUUAUGAUAAUUUGAA Clivagem 
sly-miR7990a.2-3p Solyc03g006330.2.1 3.0 18.958 1 22 2070 2091 UUCAAAUGAUCGUAACUUUGGC GACGAAGGGAUGAUCAUUUGAA Clivagem 
sly-miR7990a.2-3p Solyc12g036380.1.1 3.0 8.865 1 20 216 234 UUCAAAUGAUCGUAACUUUG AAAAGUUACGA-CAUUUGAA Tradução 
sly-miR7990a.3-3p Solyc04g056550.1.1 2.5 11.88 1 21 468 488 UUCAAAUGAUCGUAACUUUUG CAAAAUUUGCGAUCGUUUGAG Clivagem 
sly-miR7990a.3-3p Solyc11g011090.1.1 3.0 17.14 1 20 6776 6795 UUCAAAUGAUCGUAACUUUU AAGGGUUACGGUCAUUGGAA Clivagem 
sly-miR7990a.3-3p Solyc09g092410.2.1 3.0 14.783 1 21 334 354 UUCAAAUGAUCGUAACUUUUG CAAAAGCAACGAUUAUUUGGA Clivagem 
sly-miR7990a.3-3p Solyc12g036380.1.1 2.0 8.865 1 20 216 234 UUCAAAUGAUCGUAACUUUU AAAAGUUACGA-CAUUUGAA Tradução 
sly-miR7990a.3-3p Solyc02g078340.2.1 3.0 22.057 1 20 133 152 UUCAAAUGAUCGUAACUUUU AAAACUUACGAUCUUUUGGA Clivagem 
sly-miR7990a.3-3p Solyc03g034200.2.1 3.0 24.706 1 21 1611 1631 UUCAAAUGAUCGUAACUUUUG UAGAAGAUAUGAACAUUUGAA Tradução 
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sly-miR7990a.3-3p Solyc11g065460.1.1 3.0 14.192 1 20 55 74 UUCAAAUGAUCGUAACUUUU AAGAGAUAUGCUCAUUUGAA Tradução 
sly-miR7990a.3-3p Solyc04g008330.1.1 3.0 17.774 1 20 497 516 UUCAAAUGAUCGUAACUUUU AAAAGUUGUACUCAUUUGAA Tradução 
sly-miR7990a.3-3p Solyc11g065470.1.1 3.0 16.589 1 20 703 722 UUCAAAUGAUCGUAACUUUU AAGAGAUAUGCUCAUUUGAA Tradução 
sly-miR7992-3p Solyc03g046450.2.1 1.0 20.351 1 20 5013 5032 UGUCUAGAUGUGCACUCCAA AUGGAGUGCACAUCUAGACA Clivagem 
sly-miR7992-3p Solyc04g056590.2.1 2.5 19.744 1 23 1009 1031 UGUCUAGAUGUGCACUCCAAAGU GCAUUUGGGUGCUCAUCUAGACA Tradução 
sly-miR7992-3p Solyc05g055800.2.1 2.5 21.947 1 22 808 829 UGUCUAGAUGUGCACUCCAAAG CAUUUGGGUGCUCAUCUAGACA Tradução 
sly-miR7992-3p Solyc02g061970.1.1 3.0 19.977 1 20 258 277 UGUCUAGAUGUGCACUCCAA UUGGGGUGCGCGCCUGGACA Clivagem 
sly-miR7992-3p Solyc09g007280.2.1 3.0 13.442 1 20 2377 2396 UGUCUAGAUGUGCACUCCAA UUGGAGUUAAUAUCUGGACA Clivagem 
sly-miR7993a-3p Solyc12g035700.1.1 2.5 6.499 1 20 368 387 AUAUUUUAUGUUGUUAACUU AGGUUGACAACGUAAAAUAA Clivagem 
sly-miR7993a-3p Solyc05g010240.2.1 3.0 15.065 1 21 1519 1539 AUAUUUUAUGUUGUUAACUUA UCAGUUGAUGACAUGAAAUAU Clivagem 
sly-miR7993a-3p Solyc04g011350.2.1 3.0 15.712 1 24 3076 3099 AUAUUUUAUGUUGUUAACUUAACU GGUAACGUAGACGACAUAAAAUAU Clivagem 
sly-miR7993a-3p Solyc04g080300.2.1 3.0 20.877 1 22 487 508 AUAUUUUAUGUUGUUAACUUAA UGAAGUUAAUGGUAUAAGAUGU Clivagem 
sly-miR7993a-3p Solyc05g005200.2.1 3.0 15.371 1 20 220 239 AUAUUUUAUGUUGUUAACUU CAGUUAGCAACUUGAAAUAU Tradução 
sly-miR7993a-3p Solyc02g068830.1.1 3.0 23.495 1 20 422 441 AUAUUUUAUGUUGUUAACUU AAGUUACCAGUAUGAGAUAU Clivagem 
sly-miR7993a-3p Solyc03g119060.2.1 3.0 9.437 1 20 425 444 AUAUUUUAUGUUGUUAACUU AAGUUAAUGGCAAGAAAUAU Clivagem 
sly-miR7993a-3p Solyc05g007440.2.1 3.0 1.36 1 21 1373 1393 AUAUUUUAUGUUGUUAACUUA UAAAUUCACAACUUAAAAUAU Tradução 
sly-miR7993a-3p Solyc09g009580.2.1 3.0 17.639 1 24 1219 1242 AUAUUUUAUGUUGUUAACUUAACU AUUGAAGUUAAAGAAAUGAAAUAU Tradução 
sly-miR7993a-3p Solyc01g110140.2.1 3.0 4.41 1 20 34 53 AUAUUUUAUGUUGUUAACUU AACUUAACAACAAAAAAUAC Clivagem 
sly-miR7993a-3p Solyc01g102590.2.1 3.0 11.358 1 20 137 156 AUAUUUUAUGUUGUUAACUU AGGCUAACACCAUAAAAUGU Tradução 
sly-miR7993a-3p Solyc10g078800.1.1 3.0 9.395 1 20 3704 3723 AUAUUUUAUGUUGUUAACUU GAGUUAAAAAAAUAAAGUAU Tradução 
sly-miR7997a-5p Solyc05g008790.2.1 1.5 17.862 1 21 1960 1980 AUGCUGCUCGGACUCUUCAAA UUUGAAGAGUCCGAGCAACAU Clivagem 
sly-miR7997a-5p Solyc05g012520.2.1 2.0 20.768 1 21 865 885 AUGCUGCUCGGACUCUUCAAA UUUGAAGAGUCUGAGCAUCAU Clivagem 
sly-miR7997a-5p Solyc11g010690.1.1 1.5 16.87 1 21 739 759 AUGCUGCUCGGACUCUUCAAA UUUGAAGGAUCCGAGCAGCAU Clivagem 
sly-miR7997a-5p Solyc09g007100.2.1 2.0 21.283 1 21 2377 2397 AUGCUGCUCGGACUCUUCAAA UUUGGAGAGUCCGAGCAACAU Clivagem 
sly-miR7997a-5p Solyc08g005860.2.1 2.5 19.787 1 21 1728 1748 AUGCUGCUCGGACUCUUCAAA UUUGAAGAGUCCGAGCAACAA Clivagem 
sly-miR7997a-5p Solyc05g053760.2.1 2.0 22.499 1 20 978 997 AUGCUGCUCGGACUCUUCAA UUGAAGAGUUCGAGCAACAU Clivagem 
sly-miR7997a-5p Solyc02g087770.2.1 3.0 20.579 1 21 1488 1508 AUGCUGCUCGGACUCUUCAAA UUUGAAGAGUCUGAGCAUCAG Clivagem 
sly-miR7997a-5p Solyc05g007290.1.1 3.0 17.087 1 21 214 234 AUGCUGCUCGGACUCUUCAAA UUUGGAGGGUUCGAGCAACAU Clivagem 
sly-miR7997a-5p Solyc03g005630.2.1 2.5 12.547 1 21 3235 3255 AUGCUGCUCGGACUCUUCAAA UUUGAAGAGUCAGAGCAACAU Tradução 
sly-miR7997a-5p Solyc08g066340.1.1 3.0 18.415 1 21 120 140 AUGCUGCUCGGACUCUUCAAA UUUAAAGAGUCUGAGCAACAU Clivagem 
sly-miR7997a-5p Solyc07g041910.2.1 3.0 14.193 1 21 439 459 AUGCUGCUCGGACUCUUCAAA UUUAAAGAGUCUGAGCAACAU Clivagem 
sly-miR7997a-5p Solyc08g008480.2.1 3.0 11.928 1 21 725 745 AUGCUGCUCGGACUCUUCAAA UUUGAAAAGUUCGAGCAACAU Clivagem 
sly-miR7997a-5p Solyc04g078590.2.1 3.0 15.504 1 20 1439 1458 AUGCUGCUCGGACUCUUCAA AAGAAGAGUUUGAGCAGCAU Clivagem 
sly-miR7997a-5p Solyc02g088230.2.1 3.0 16.608 1 21 2092 2112 AUGCUGCUCGGACUCUUCAAA UUUGGAGAGUCAUGGCAGCAU Tradução 
sly-miR7997a-5p Solyc02g083900.2.1 3.0 17.35 1 20 11 30 AUGCUGCUCGGACUCUUCAA UUCAGGAUUUCGAGCAGCAU Clivagem 
 272 
 
sly-miR8001a-5p Solyc11g040030.1.1 3.0 10.073 1 21 490 510 UCCUGGGGAUUAGUAUGAAAA UUUACAUACAAAUCUCCGGGA Clivagem 
sly-miR8001b.1-3p Solyc12g042460.1.1 3.0 20.988 1 22 814 835 ACUUUUAUACUAAUUCCCAGGA UGCUUGGAAUUGGUACAAAAGU Clivagem 
sly-miR8001b.1-3p Solyc03g005710.1.1 3.0 16.157 1 20 740 759 ACUUUUAUACUAAUUCCCAG CUGAGGAUUACUAUAAGAGU Tradução 
sly-miR8001b.1-3p Solyc12g094410.1.1 3.0 16.816 1 20 932 951 ACUUUUAUACUAAUUCCCAG CUGGUGAUUUGUAUAAAGGU Tradução 
sly-miR8001b.1-3p Solyc03g081260.2.1 3.0 14.068 1 20 2379 2398 ACUUUUAUACUAAUUCCCAG CUGGGCAUUACCAUAAAAGU Tradução 
sly-miR8001b.1-5p Solyc04g083010.2.1 1.5 19.761 1 20 1301 1320 AUGGGGAUUAGUAUGAAAAU AUUUUCAUGCUGAUCCUCAU Clivagem 
sly-miR8001b.1-5p Solyc10g074970.1.1 3.0 20.439 1 21 936 956 AUGGGGAUUAGUAUGAAAAUU AAUUUUUGUGCUGAUUUCCAU Clivagem 
sly-miR8001b.1-5p Solyc02g084810.2.1 2.5 12.173 1 21 1687 1707 AUGGGGAUUAGUAUGAAAAUU AAUUUUGGUAUUAAUUCCCAU Clivagem 
sly-miR8001b.1-5p Solyc09g090680.2.1 2.5 9.36 1 20 837 856 AUGGGGAUUAGUAUGAAAAU AUCUUCAUACUGGUCUCCAU Clivagem 
sly-miR8001b.1-5p Solyc03g031780.2.1 3.0 12.091 1 20 95 114 AUGGGGAUUAGUAUGAAAAU GUUUUCGUACUAAUUCCAAU Clivagem 
sly-miR8001b.1-5p Solyc02g031930.2.1 3.0 15.018 1 21 115 135 AUGGGGAUUAGUAUGAAAAUU AUUUUUCAUAAUAAUCCUUAU Tradução 
sly-miR8001b.1-5p Solyc10g081760.1.1 3.0 12.591 1 21 985 1005 AUGGGGAUUAGUAUGAAAAUU GAUUUUGAUACUGAUCCACAU Clivagem 
sly-miR8001b.1-5p Solyc03g117550.1.1 3.0 11.985 1 20 143 162 AUGGGGAUUAGUAUGAAAAU GUUCUCGUACUAAUCCUUAU Clivagem 
sly-miR8001b.2-5p Solyc04g083010.2.1 1.5 19.761 1 20 1301 1320 AUGGGGAUUAGUAUGAAAAU AUUUUCAUGCUGAUCCUCAU Clivagem 
sly-miR8001b.2-5p Solyc10g074970.1.1 3.0 20.439 1 21 936 956 AUGGGGAUUAGUAUGAAAAUU AAUUUUUGUGCUGAUUUCCAU Clivagem 
sly-miR8001b.2-5p Solyc02g084810.2.1 2.5 12.173 1 21 1687 1707 AUGGGGAUUAGUAUGAAAAUU AAUUUUGGUAUUAAUUCCCAU Clivagem 
sly-miR8001b.2-5p Solyc09g090680.2.1 2.5 9.36 1 20 837 856 AUGGGGAUUAGUAUGAAAAU AUCUUCAUACUGGUCUCCAU Clivagem 
sly-miR8001b.2-5p Solyc03g031780.2.1 3.0 12.091 1 20 95 114 AUGGGGAUUAGUAUGAAAAU GUUUUCGUACUAAUUCCAAU Clivagem 
sly-miR8001b.2-5p Solyc02g031930.2.1 3.0 15.018 1 21 115 135 AUGGGGAUUAGUAUGAAAAUU AUUUUUCAUAAUAAUCCUUAU Tradução 
sly-miR8001b.2-5p Solyc10g081760.1.1 3.0 12.591 1 21 985 1005 AUGGGGAUUAGUAUGAAAAUU GAUUUUGAUACUGAUCCACAU Clivagem 
sly-miR8001b.2-5p Solyc03g117550.1.1 3.0 11.985 1 20 143 162 AUGGGGAUUAGUAUGAAAAU GUUCUCGUACUAAUCCUUAU Clivagem 
sly-miR8006.1-5p Solyc11g066760.1.1 3.0 24.74 1 21 307 327 UAGUUUUUGAACGACAGGGGC GCUCCUGAUGUUCAAAAGUUA Clivagem 
sly-miR8006.1-5p Solyc01g104210.2.1 3.0 14.745 1 24 1117 1141 UAGUUUUU-GAACGACAGGGGCACC GAUGUCCCUGUCAUUCUAAAAACUA Tradução 
sly-miR8006.1-5p Solyc12g044670.1.1 2.0 11.735 1 20 47 66 UAGUUUUUGAACGACAGGGG CGCCUGUCGUCCAAAAACUA Tradução 
sly-miR8006.1-5p Solyc01g108440.2.1 2.5 7.818 1 22 37 58 UAGUUUUUGAACGACAGGGGCA UUCCCCUGUUUUUCUAAAACUA Clivagem 
sly-miR8006.1-5p Solyc04g073980.2.1 3.0 13.235 1 24 1258 1281 UAGUUUUUGAACGACAGGGGCACC GGGACCCGUGUCGUGCAAAAGUUA Tradução 
sly-miR8006.1-5p Solyc12g062940.1.1 3.0 8.371 1 20 1175 1194 UAGUUUUUGAACGACAGGGG CCCUUGAUAUUCAAAAACUA Clivagem 
sly-miR8006.1-5p Solyc06g051830.1.1 3.0 24.843 1 20 406 424 UAGUUUUUGAACGACAGGGG UCUCUG-CGUUCAAAAACUA Clivagem 
sly-miR8006.2-3p Solyc09g011210.2.1 2.0 12.798 1 22 451 472 UGCCCUGCCGUCCAAAAACUAG CAAGUUUCUGGAUGGCAGGGUA Clivagem 
sly-miR8006.2-5p Solyc01g088440.2.1 3.0 12.584 1 24 604 627 UAGUUUUUGGAUUACAGAGACACC GCUGUCUCUGUAGGUAAAAAACUA Tradução 
sly-miR8006.2-5p Solyc04g077450.2.1 3.0 16.943 1 22 937 958 UAGUUUUUGGAUUACAGAGACA UCUCUUUGUAAUCUAUAAGCUA Clivagem 
sly-miR8006.2-5p Solyc11g008960.1.1 2.5 9.76 1 20 1194 1213 UAGUUUUUGGAUUACAGAGA ACACUGUAAUCCAAAAAUUA Clivagem 
sly-miR8006.2-5p Solyc01g057760.2.1 3.0 23.631 1 23 375 397 UAGUUUUUGGAUUACAGAGACAC GUACUUCUGGAAUCCAGAAACUA Clivagem 
sly-miR8006.2-5p Solyc03g082660.2.1 2.5 14.458 1 22 1452 1473 UAGUUUUUGGAUUACAGAGACA UAUGUUUGUAAUGCAAAAACUA Tradução 
sly-miR8006.2-5p Solyc03g078520.2.1 3.0 13.788 1 20 1203 1222 UAGUUUUUGGAUUACAGAGA ACACUGUAAUCCAAAGAUUA Clivagem 
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sly-miR8006.2-5p Solyc05g054010.2.1 3.0 10.87 1 20 2859 2878 UAGUUUUUGGAUUACAGAGA UCUCUGCAAUCUAGAAACUC Clivagem 
sly-miR8006.2-5p Solyc12g057130.1.1 3.0 20.579 1 20 651 670 UAGUUUUUGGAUUACAGAGA UCUUUUUAAUCCGGAAAUUA Clivagem 
sly-miR8006.2-5p Solyc08g080980.2.1 3.0 9.073 1 20 6 25 UAGUUUUUGGAUUACAGAGA UCUUUGAACUCCAAAAAUUA Clivagem 
sly-miR8007a-5p Solyc08g076400.2.1 2.5 12.121 1 24 65 88 AUGUGGCACUUUUCGGAUUUCGAG CUCGAAAUUUGAACAGUGCCACGU Tradução 
sly-miR8007a-5p Solyc02g077670.2.1 3.0 12.625 1 22 87 108 AUGUGGCACUUUUCGGAUUUCG UGAAGUCCGGAAAGUUCUACAU Clivagem 
sly-miR8007a-5p Solyc03g095970.2.1 3.0 17.175 1 20 642 661 AUGUGGCACUUUUCGGAUUU AAAUUUGAAAGGUGUUACGU Clivagem 
sly-miR8007a-5p Solyc03g120350.2.1 3.0 17.549 1 22 1880 1901 AUGUGGCACUUUUCGGAUUUCG CUAAAUCUGGAAAGCGCCAUGU Clivagem 
sly-miR8007a-5p Solyc02g068730.2.1 3.0 18.58 1 20 1494 1513 AUGUGGCACUUUUCGGAUUU GGAUGCAAAAAGUGCCACAU Clivagem 
sly-miR8007b-5p Solyc07g006030.2.1 3.0 19.588 1 24 4640 4663 AUGUGACACUUUUUGGAUUUCGAG CUGGUGAUCUAGGAAGUGUCACAU Clivagem 
sly-miR8007b-5p Solyc02g082900.2.1 3.0 12.853 1 21 920 940 AUGUGACACUUUUUGGAUUUC GAAAUGCAAAAAGUAUCAUAU Clivagem 
sly-miR8007b-5p Solyc03g083120.1.1 3.0 16.184 1 23 430 452 AUGUGACACUUUUUGGAUUUCGA UUUAAAUCCAACAAGUCUCAUAU Clivagem 
sly-miR8007b-5p Solyc03g095970.2.1 3.0 17.175 1 20 642 661 AUGUGACACUUUUUGGAUUU AAAUUUGAAAGGUGUUACGU Clivagem 
sly-miR8007b-5p Solyc12g032930.1.1 3.0 9.813 1 24 668 691 AUGUGACACUUUUUGGAUUUCGAG CUGAGAAUCCAAAAACUGUUACAG Tradução 
sly-miR8007b-5p Solyc04g072830.2.1 3.0 15.616 1 22 2405 2426 AUGUGACACUUUUUGGAUUUCG CCAAAACCAGAAAAUGUUACAU Tradução 
sly-miR8008a.1-5p Solyc03g122130.2.1 2.5 19.136 1 20 558 577 AUUUCCAGAAAAGCGACGGA UCCGUCGCUUUGCUGGAAGG Tradução 
sly-miR8008a.1-5p Solyc08g065980.2.1 3.0 13.442 1 20 4915 4934 AUUUCCAGAAAAGCGACGGA UCCCUCCCUCUUCUGGAAAU Tradução 
sly-miR8008a.2-3p Solyc03g032020.2.1 2.5 17.408 1 20 28 47 AUUUACAGAAAAGCGACGGA UCCGUUUCUUCUCUGUAAAU Tradução 
sly-miR8008a.2-3p Solyc01g058720.2.1 3.0 7.3 1 20 88 107 AUUUACAGAAAAGCGACGGA UUCGCCUUUUUUCUGUAAAU Clivagem 
sly-miR8008a.2-5p Solyc03g122130.2.1 3.0 19.136 1 20 558 577 AUUUCCAGAAAAGUGACGGA UCCGUCGCUUUGCUGGAAGG Tradução 
sly-miR8008a.2-5p Solyc10g081740.1.1 3.0 19.382 1 20 224 243 AUUUCCAGAAAAGUGACGGA UGCAUCACUUAUCUGGAAAU Tradução 
sly-miR8008a.2-5p Solyc08g065980.2.1 3.0 13.442 1 20 4915 4934 AUUUCCAGAAAAGUGACGGA UCCCUCCCUCUUCUGGAAAU Tradução 
sly-miR8008b.1-3p Solyc03g095720.2.1 2.0 20.678 1 20 250 269 CAAGGAAAGCGACAGACAUU AAUGUUUGUUGUUUUUCUUG Clivagem 
sly-miR8008b.1-3p Solyc06g083380.2.1 3.0 9.579 1 20 1396 1415 CAAGGAAAGCGACAGACAUU CGUGUCUGUCUCUUUUCUUG Tradução 
sly-miR8008b.1-3p Solyc02g021200.1.1 2.5 11.483 1 20 231 250 CAAGGAAAGCGACAGACAUU AAUGUCUGUAACUUUUCUUG Tradução 
sly-miR8008b.1-3p Solyc08g075390.2.1 2.5 24.528 1 20 2087 2106 CAAGGAAAGCGACAGACAUU AAUGUAUGUCUCUUUUCUUG Tradução 
sly-miR8008b.1-3p Solyc06g074240.1.1 3.0 20.597 1 20 1299 1318 CAAGGAAAGCGACAGACAUU AUUGUUUGACGCUUUCUUUG Clivagem 
sly-miR8008b.1-3p Solyc04g078860.2.1 3.0 15.958 1 20 2214 2233 CAAGGAAAGCGACAGACAUU AAUUUCUGCUGCUUUCUUUG Clivagem 
sly-miR8008b.1-5p Solyc11g071570.1.1 3.0 15.958 1 20 2983 3002 AAACCCAGAAAAGCGACGGA UCCUUUGAUUUUUUGGGUUU Clivagem 
sly-miR8008b.2-3p Solyc09g065990.2.1 3.0 16.106 1 23 76 97 AAACCCAGAAAAGCGACAGACAG CUGUCUAUCG-UUUUCUGGGUUU Clivagem 
sly-miR8008b.3-3p Solyc11g071570.1.1 3.0 15.958 1 20 2983 3002 AAACCCAGAAAAGCGACGGA UCCUUUGAUUUUUUGGGUUU Clivagem 
sly-miR8008b.3-5p Solyc06g054110.1.1 2.5 21.291 1 20 51 70 AAUCCCAGAAAAGCGACUGA UCAGUCACUUUGCUGGGGUU Tradução 
sly-miR8008b.3-5p Solyc01g006320.2.1 3.0 16.292 1 20 636 655 AAUCCCAGAAAAGCGACUGA UUAGUUGUUGUUUUGGGAUU Tradução 
sly-miR8008b.3-5p Solyc06g054120.1.1 2.5 21.411 1 20 600 619 AAUCCCAGAAAAGCGACUGA UCAGUCACUUUGCUGGGGUU Tradução 
sly-miR8011a.1-3p Solyc03g121920.2.1 3.0 10.026 1 20 1045 1064 AAUAAAAAGAAGUCUCACGC AUGUGAGACUUCUUUUUCUU Clivagem 
sly-miR8011a.1-3p Solyc01g005130.2.1 3.0 14.135 1 22 912 932 AAUAAAAAGAAGUCUCACGCAA UCGCGUUAGACU-CUUUUUAUU Tradução 
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sly-miR8011a.1-5p Solyc10g006360.1.1 3.0 14.636 1 22 370 391 UUGUGUGAGGUCUCUUUUUGUU GACAGAAAGGGACCUUACAUGG Clivagem 
sly-miR8011a.1-5p Solyc02g072100.2.1 3.0 19.022 1 23 449 471 UUGUGUGAGGUCUCUUUUUGUUU AGGCAGAAAUAGGCCUUGCACAA Clivagem 
sly-miR8011a.1-5p Solyc02g087060.2.1 3.0 15.069 1 23 1249 1271 UUGUGUGAGGUCUCUUUUUGUUU AAGCAGAAUGGGACGUCACACAA Tradução 
sly-miR8011a.1-5p Solyc04g080600.2.1 3.0 14.872 1 23 451 473 UUGUGUGAGGUCUCUUUUUGUUU AGGCAAAAAGAGUCCUCAUGUGA Tradução 
sly-miR8011a.1-5p Solyc06g082040.1.1 2.5 22.643 1 21 2078 2098 UUGUGUGAGGUCUCUUUUUGU GCAGAGGGAGACCUCGUACAA Clivagem 
sly-miR8011a.1-5p Solyc03g098560.1.1 2.5 11.74 1 23 603 625 UUGUGUGAGGUCUCUUUUUGUUU GGGGAAAAAGAGACUACACACAA Clivagem 
sly-miR8011a.1-5p Solyc10g084270.1.1 3.0 15.182 1 22 879 900 UUGUGUGAGGUCUCUUUUUGUU GGCAAAGAGUGAUCUCGUACAA Clivagem 
sly-miR8011a.1-5p Solyc10g047340.1.1 3.0 11.402 1 20 650 669 UUGUGUGAGGUCUCUUUUUG AGAAAAGAGAGCUCAUACAA Tradução 
sly-miR8011a.1-5p Solyc05g053250.2.1 3.0 18.666 1 20 250 269 UUGUGUGAGGUCUCUUUUUG AAGAAAGAGACCACAUACAA Clivagem 
sly-miR8011a.1-5p Solyc07g040760.1.1 3.0 12.174 1 20 296 315 UUGUGUGAGGUCUCUUUUUG CAAAAAGACAUCUCUCACAA Clivagem 
sly-miR8011a.1-5p Solyc04g081230.2.1 3.0 18.464 1 20 1702 1721 UUGUGUGAGGUCUCUUUUUG CUAGAAGAGAUUUCACACGA Clivagem 
sly-miR8011a.1-5p Solyc01g006640.1.1 3.0 16.406 1 20 2983 3002 UUGUGUGAGGUCUCUUUUUG CCAGAAGAGACCUUAUACAG Clivagem 
sly-miR8011a.2-3p Solyc09g009260.2.1 2.5 15.523 1 20 1263 1282 ACAAAAAGAAGCCUCACACA UGUGUAAGGCUUCUUUUUUU Clivagem 
sly-miR8011a.2-3p Solyc08g083290.2.1 3.0 20.219 1 23 2445 2467 ACAAAAAGAAGCCUCACACAACU AUUUGUGUUAGGUGUUUUUUUGU Tradução 
sly-miR8013-3p Solyc01g009770.2.1 2.5 16.104 1 23 879 901 AGAAGAAAAUCACACCGUCAGAA UAUUUAUCGUGUGAUUUUCUUCU Clivagem 
sly-miR8013-3p Solyc05g056160.2.1 3.0 14.497 1 20 967 986 AGAAGAAAAUCACACCGUCA UGACUGUUUAAUUUUCUUCU Tradução 
sly-miR8019.1-3p Solyc01g110040.2.1 1.5 16.077 1 24 2255 2278 AAAAGAAUGACCUGGUUUGACUUG CAAGUCAAACUAGGUCAUUCUUUA Clivagem 
sly-miR8019.1-3p Solyc01g106940.2.1 3.0 17.136 1 24 10783 10806 AAAAGAAUGACCUGGUUUGACUUG CAAGUCAAAUCAGACUAUUCUUUU Tradução 
sly-miR8019.1-3p Solyc07g009410.2.1 2.0 19.298 1 20 1063 1082 AAAAGAAUGACCUGGUUUGA UCAAACCAGGUAAUUCUUUC Tradução 
sly-miR8019.1-3p Solyc09g065710.1.1 3.0 12.222 1 20 869 888 AAAAGAAUGACCUGGUUUGA UGAAAUUGGGUUAUUCUUUU Clivagem 
sly-miR8019.1-5p Solyc01g110040.2.1 0.5 11.849 1 22 2087 2108 AGGAAAGGAGGUUAUUCUUUUU AAAAAGAAUGACCUCCUUUCCU Clivagem 
sly-miR8019.1-5p Solyc06g051060.2.1 3.0 18.142 1 23 959 981 AGGAAAGGAGGUUAUUCUUUUUG UAAAGAGAAUAAUUCUCUUUCCU Tradução 
sly-miR8019.1-5p Solyc08g079060.2.1 2.0 15.734 1 20 1509 1528 AGGAAAGGAGGUUAUUCUUU AAAGGAUGACCUUCUUUUCU Clivagem 
sly-miR8019.1-5p Solyc04g074110.2.1 3.0 14.081 1 22 359 380 AGGAAAGGAGGUUAUUCUUUUU GAAAACAAUGAUUUCCUUUCUU Clivagem 
sly-miR8019.1-5p Solyc10g080540.1.1 3.0 9.454 1 21 600 620 AGGAAAGGAGGUUAUUCUUUU AAAAGAACAAUCUGCUUUUCU Clivagem 
sly-miR8019.2-3p Solyc01g110040.2.1 1.5 16.077 1 24 2255 2278 AAAAGAAUGACCUGGUUUGACUUG CAAGUCAAACUAGGUCAUUCUUUA Clivagem 
sly-miR8019.2-3p Solyc01g106940.2.1 3.0 17.136 1 24 10783 10806 AAAAGAAUGACCUGGUUUGACUUG CAAGUCAAAUCAGACUAUUCUUUU Tradução 
sly-miR8019.2-3p Solyc07g009410.2.1 2.0 19.298 1 20 1063 1082 AAAAGAAUGACCUGGUUUGA UCAAACCAGGUAAUUCUUUC Tradução 
sly-miR8019.2-3p Solyc09g065710.1.1 3.0 12.222 1 20 869 888 AAAAGAAUGACCUGGUUUGA UGAAAUUGGGUUAUUCUUUU Clivagem 
sly-miR8020-5p Solyc06g072390.2.1 3.0 10.974 1 24 617 640 AAUUUCAUUGAGUAUGUUGUUGUU AAUAACAACAUACCCAGUGCAAUU Tradução 
sly-miR8020-5p Solyc11g010950.1.1 3.0 18.237 1 24 933 956 AAUUUCAUUGAGUAUGUUGUUGUU AGCAACAACAUUCUCAAUGAAGCU Clivagem 
sly-miR8020-5p Solyc01g099470.2.1 3.0 8.44 1 23 724 746 AAUUUCAUUGAGUAUGUUGUUGU ACGACAACAUACUUAAUCAAAUA Clivagem 
sly-miR8020-5p Solyc05g010800.2.1 3.0 14.492 1 23 1179 1201 AAUUUCAUUGAGUAUGUUGUUGU AUAACAAUAUAUUCAGUGUAAUU Clivagem 
sly-miR8020-5p Solyc03g120940.2.1 3.0 11.614 1 24 956 979 AAUUUCAUUGAGUAUGUUGUUGUU AACGACAACACACCCACUGAAAUU Tradução 
sly-miR8020-5p Solyc09g059520.2.1 3.0 13.924 1 24 839 862 AAUUUCAUUGAGUAUGUUGUUGUU GGUAAUAAUAUACUGAGUGAAGUU Tradução 
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sly-miR8020-5p Solyc10g076640.1.1 3.0 11.651 1 24 55 78 AAUUUCAUUGAGUAUGUUGUUGUU AAUUGUAACAUACCCAAUGAAAUG Tradução 
sly-miR8020-5p Solyc07g019490.1.1 3.0 6.679 1 23 30 52 AAUUUCAUUGAGUAUGUUGUUGU AAGACAACAUAUUCAAUCAAAUC Clivagem 
sly-miR8020-5p Solyc02g070030.2.1 3.0 16.093 1 22 1074 1095 AAUUUCAUUGAGUAUGUUGUUG CAACAAGAUACCCAGUGGAAUU Tradução 
sly-miR8020-5p Solyc05g055690.1.1 3.0 10.604 1 22 3090 3111 AAUUUCAUUGAGUAUGUUGUUG CAACAAUAUCAUUAAUGAAAUU Clivagem 
sly-miR8020-5p Solyc09g059100.1.1 2.5 19.36 1 20 113 132 AAUUUCAUUGAGUAUGUUGU AUGAUAUAUUCAAUGAGAUU Clivagem 
sly-miR8020-5p Solyc09g066070.2.1 2.5 18.86 1 20 287 306 AAUUUCAUUGAGUAUGUUGU AUGAUAUAUUCAAUGAGAUU Clivagem 
sly-miR8020-5p Solyc09g066030.1.1 2.5 17.124 1 20 1163 1182 AAUUUCAUUGAGUAUGUUGU AUGAUAUAUUCAAUGAGAUU Clivagem 
sly-miR8020-5p Solyc07g049340.1.1 3.0 12.241 1 24 39 62 AAUUUCAUUGAGUAUGUUGUUGUU AGAGACAACAUCUUCAAUGAAAAU Clivagem 
sly-miR8020-5p Solyc10g005390.2.1 3.0 19.683 1 24 538 561 AAUUUCAUUGAGUAUGUUGUUGUU GGUGAAUACAUACUUGAUGAAAUU Clivagem 
sly-miR8020-5p Solyc10g005410.2.1 3.0 17.654 1 24 581 604 AAUUUCAUUGAGUAUGUUGUUGUU GGUGAAUACAUACUUGAUGAAAUU Clivagem 
sly-miR8020-5p Solyc04g017740.1.1 3.0 13.863 1 22 185 206 AAUUUCAUUGAGUAUGUUGUUG CAACACCAUUGUCAAUGAAAUU Clivagem 
sly-miR8020-5p Solyc05g010360.1.1 3.0 15.226 1 22 57 78 AAUUUCAUUGAGUAUGUUGUUG UGAUAACGUAAUCGAUGAGAUU Clivagem 
sly-miR8020-5p Solyc03g115810.2.1 3.0 15.205 1 20 1673 1692 AAUUUCAUUGAGUAUGUUGU CCAAUGUACUUAAUGAAGUU Clivagem 
sly-miR8020-5p Solyc02g064620.2.1 3.0 11.948 1 20 707 726 AAUUUCAUUGAGUAUGUUGU UCGACGUGCUUAAUGAAAUU Clivagem 
sly-miR8020-5p Solyc02g064600.2.1 3.0 11.948 1 20 707 726 AAUUUCAUUGAGUAUGUUGU UCGACGUGCUUAAUGAAAUU Clivagem 
sly-miR8020-5p Solyc01g105980.2.1 3.0 18.283 1 20 403 422 AAUUUCAUUGAGUAUGUUGU AUGACGUAUUCGAUGGAAUU Clivagem 
sly-miR8020-5p Solyc05g014380.2.1 2.5 8.667 1 21 505 525 AAUUUCAUUGAGUAUGUUGUU GACAACAAAUACAAUGAAAUU Tradução 
sly-miR8020-5p Solyc08g005390.1.1 3.0 12.615 1 24 1713 1737 AAUUUCAUUGAGUAUGUUGU-UGUU AAUACAUAAAAUACUUGAUGAGAUU Clivagem 
sly-miR8021.1-5p Solyc05g007140.2.1 3.0 16.886 1 21 16 36 AUUCAAGGCUCAAACUCGAGA UUUCAAGUUUGAGCUUUGGGU Clivagem 
sly-miR8021.1-5p Solyc06g075260.2.1 2.5 20.714 1 20 1602 1621 AUUCAAGGCUCAAACUCGAG UUCGAGUGUGAGUUUUGAAU Clivagem 
sly-miR8021.1-5p Solyc04g078980.2.1 3.0 17.73 1 21 1453 1473 AUUCAAGGCUCAAACUCGAGA UCUCGGGUUAAAGCCUUGGAU Tradução 
sly-miR8021.1-5p Solyc02g014660.1.1 3.0 22.424 1 19 173 192 AUUCAAGGC-UCAAACUCGA UCAAGUUUGAUGCCUUGAAU Tradução 
sly-miR8021.2-5p Solyc05g007140.2.1 3.0 16.886 1 21 16 36 AUUCAAGGCUCAAACUCGAGA UUUCAAGUUUGAGCUUUGGGU Clivagem 
sly-miR8021.2-5p Solyc06g075260.2.1 2.5 20.714 1 20 1602 1621 AUUCAAGGCUCAAACUCGAG UUCGAGUGUGAGUUUUGAAU Clivagem 
sly-miR8021.2-5p Solyc04g078980.2.1 3.0 17.73 1 21 1453 1473 AUUCAAGGCUCAAACUCGAGA UCUCGGGUUAAAGCCUUGGAU Tradução 
sly-miR8021.2-5p Solyc02g014660.1.1 3.0 22.424 1 19 173 192 AUUCAAGGC-UCAAACUCGA UCAAGUUUGAUGCCUUGAAU Tradução 
sly-miR8021.3-5p Solyc05g007140.2.1 3.0 16.886 1 21 16 36 AUUCAAGGCUCAAACUCGAGA UUUCAAGUUUGAGCUUUGGGU Clivagem 
sly-miR8021.3-5p Solyc06g075260.2.1 2.5 20.714 1 20 1602 1621 AUUCAAGGCUCAAACUCGAG UUCGAGUGUGAGUUUUGAAU Clivagem 
sly-miR8021.3-5p Solyc04g078980.2.1 3.0 17.73 1 21 1453 1473 AUUCAAGGCUCAAACUCGAGA UCUCGGGUUAAAGCCUUGGAU Tradução 
sly-miR8021.3-5p Solyc02g014660.1.1 3.0 22.424 1 19 173 192 AUUCAAGGC-UCAAACUCGA UCAAGUUUGAUGCCUUGAAU Tradução 
sly-miR8025-3p Solyc08g082630.2.1 3.0 14.847 1 23 832 854 UUUAAUUGCAUGCCGACUGUGUG UAUGCAGUUGGCAUGCGAUUCAA Clivagem 
sly-miR8025-5p Solyc03g115120.1.1 3.0 10.279 1 19 1010 1029 ACACACUACACA-UGCAAUU AAUUGUACUGUGUGGUGUGU Clivagem 
sly-miR8033-3p Solyc08g079710.2.1 3.0 19.359 1 20 1686 1705 AUUUCUGCAGCUUUGGAAUU GAUUUUAAAGCUGCGGAAAA Clivagem 
sly-miR8033-3p Solyc10g081240.1.1 2.5 15.873 1 20 514 533 AUUUCUGCAGCUUUGGAAUU GAUUCAAAAGUUGCAGAGAU Clivagem 
sly-miR8033-3p Solyc01g096920.2.1 3.0 21.766 1 20 1541 1560 AUUUCUGCAGCUUUGGAAUU GGUUUUGAAGUUGCAGAAAU Clivagem 
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sly-miR8033-3p Solyc03g096990.2.1 3.0 21.478 1 20 1435 1454 AUUUCUGCAGCUUUGGAAUU AAUUUCAUGGUUGCAGAGAU Clivagem 
sly-miR8033-3p Solyc08g076480.2.1 3.0 14.342 1 20 929 948 AUUUCUGCAGCUUUGGAAUU AAUUUUAAACCUCCAGAAAU Tradução 
sly-miR8033-3p Solyc05g013380.2.1 3.0 14.296 1 20 1117 1137 AUUUCUGCAGCU-UUGGAAUU GGUUUCAACAGCUGCAGAAAU Clivagem 
sly-miR8033-5p Solyc05g051220.2.1 3.0 15.368 1 22 2504 2525 UUCCAAAGCUGCAGAAAUGAGU GCUCGUUACUGCAGCUUCGGAA Clivagem 
sly-miR8033-5p Solyc11g068360.1.1 3.0 15.933 1 22 30 51 UUCCAAAGCUGCAGAAAUGAGU AUUCAUCUCUUCAGCUUUGGAU Clivagem 
sly-miR8033-5p Solyc00g007200.2.1 3.0 18.76 1 21 85 105 UUCCAAAGCUGCAGAAAUGAG CUCAUUUCUAUUGCUUUGGAG Tradução 
sly-miR8033-5p Solyc08g061000.2.1 3.0 12.49 1 20 113 132 UUCCAAAGCUGCAGAAAUGA UUUUUUCUGCAGCUUCGGAA Clivagem 
sly-miR8033-5p Solyc01g095290.2.1 2.5 24.267 1 20 754 773 UUCCAAAGCUGCAGAAAUGA UCAUUCCUCCAGUUUUGGAA Clivagem 
sly-miR8033-5p Solyc08g076050.2.1 3.0 15.791 1 21 1838 1858 UUCCAAAGCUGCAGAAAUGAG CUGAUGUCUUCAGCUUUGGAA Clivagem 
sly-miR8033-5p Solyc07g039550.2.1 3.0 13.766 1 20 2164 2183 UUCCAAAGCUGCAGAAAUGA UCACUUCUGCAACUUUGGAU Tradução 
sly-miR8033-5p Solyc11g044480.1.1 3.0 15.491 1 20 620 639 UUCCAAAGCUGCAGAAAUGA UUAUUACUGCAACUUUGGAG Tradução 
sly-miR8033-5p Solyc08g081640.2.1 3.0 17.127 1 21 2790 2810 UUCCAAAGCUGCAGAAAUGAG UUCAACUCUGGAGCUUUGGAA Tradução 
sly-miR8038a-5p Solyc04g079770.2.1 3.0 13.29 1 21 641 661 CCUUGUGAGUAAGUUGAAUCU AGAUUUAAUUUAUUCACAGGA Clivagem 
sly-miR8038a-5p Solyc02g078510.2.1 3.0 18.308 1 21 350 370 CCUUGUGAGUAAGUUGAAUCU AGAUUCAGUGUACUCACAAGA Clivagem 
sly-miR8038a-5p Solyc10g054080.1.1 2.5 21.399 1 20 211 230 CCUUGUGAGUAAGUUGAAUC GAUUCGGUGUACUCACAAGG Clivagem 
sly-miR8038a-5p Solyc09g074280.1.1 3.0 13.429 1 20 748 767 CCUUGUGAGUAAGUUGAAUC AAUUCAAUUGAUUCACAAGG Tradução 
sly-miR8038a-5p Solyc10g074820.1.1 3.0 15.814 1 22 548 569 CCUUGUGAGUAAGUUGAAUCUC GCGUUUCAAUUGACUUACAAGG Tradução 
sly-miR8038a-5p Solyc03g005380.2.1 3.0 9.709 1 20 2310 2329 CCUUGUGAGUAAGUUGAAUC AACUCAACUUACACACAAGG Clivagem 
sly-miR8038a-5p Solyc05g008070.2.1 3.0 10.414 1 20 1482 1501 CCUUGUGAGUAAGUUGAAUC GUUUCUACUUACUCACAAGA Clivagem 
sly-miR8038a-5p Solyc12g088440.1.1 3.0 15.779 1 20 322 341 CCUUGUGAGUAAGUUGAAUC GAAUCAGCUUUUUCACAAGG Tradução 
sly-miR8038a-5p Solyc05g054970.2.1 3.0 16.177 1 20 760 779 CCUUGUGAGUAAGUUGAAUC GAUUGUGCUUGCUCACAAGG Clivagem 
sly-miR8039.1-5p Solyc06g073080.2.1 3.0 12.225 1 20 1227 1246 UUUCCUAUCUGAACUAUGAC GAUAUAGUUCAGAUAUGAAA Clivagem 
sly-miR8039.1-5p Solyc01g111530.2.1 3.0 17.033 1 20 495 514 UUUCCUAUCUGAACUAUGAC GUCAUGGUUCCGAUAGGGAU Tradução 
sly-miR8039.1-5p Solyc02g069420.2.1 3.0 12.635 1 20 515 534 UUUCCUAUCUGAACUAUGAC GUUAAGGUUCAUAUAGGAAA Tradução 
sly-miR8039.2-5p Solyc01g109660.2.1 2.5 23.526 1 21 558 578 UUUCCUAUCGGAACUAUCACC GGUGGUGGUUCCGAUGGGAAC Clivagem 
sly-miR8039.2-5p Solyc04g009880.1.1 2.5 10.226 1 21 174 194 UUUCCUAUCGGAACUAUCACC GGUGAUGGUUGUGAUAGGAGA Tradução 
sly-miR8039.2-5p Solyc12g044640.1.1 3.0 22.153 1 21 9 29 UUUCCUAUCGGAACUAUCACC GGUGAUGGCGCCGAUGGGAAA Clivagem 
sly-miR8039.2-5p Solyc01g111530.2.1 3.0 17.033 1 20 495 514 UUUCCUAUCGGAACUAUCAC GUCAUGGUUCCGAUAGGGAU Clivagem 
sly-miR8045.1-5p Solyc03g031930.1.1 3.0 15.166 1 21 103 123 AUUGAUAGUUGAGGUGUGUUU AAUCGCACUUCAGCUAUCAGU Clivagem 
sly-miR8045.1-5p Solyc05g052430.1.1 2.5 10.514 1 20 1084 1103 AUUGAUAGUUGAGGUGUGUU AACAUAACUCAAUUGUCAAU Clivagem 
sly-miR8045.1-5p Solyc03g123990.2.1 3.0 11.929 1 20 171 190 AUUGAUAGUUGAGGUGUGUU GGCACACCUCAACUACUAAU Clivagem 
sly-miR8045.2-5p Solyc03g031930.1.1 3.0 15.166 1 21 103 123 AUUGAUAGUUGAGGUGUGUUU AAUCGCACUUCAGCUAUCAGU Clivagem 
sly-miR8045.2-5p Solyc05g052430.1.1 2.5 10.514 1 20 1084 1103 AUUGAUAGUUGAGGUGUGUU AACAUAACUCAAUUGUCAAU Clivagem 
sly-miR8045.2-5p Solyc03g123990.2.1 3.0 11.929 1 20 171 190 AUUGAUAGUUGAGGUGUGUU GGCACACCUCAACUACUAAU Clivagem 
sly-miR8051-5p Solyc04g008520.2.1 1.5 7.271 1 20 1350 1369 UAGUAUGGUAGAAAGAUUCA UGAAUCUUUCUACCAUAUUC Clivagem 
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sly-miR8051-5p Solyc10g051310.1.1 2.0 19.538 1 20 296 315 UAGUAUGGUAGAAAGAUUCA UGGAUCUUUCUACCGUGUUA Clivagem 
sly-miR8051-5p Solyc03g097280.2.1 2.5 23.005 1 20 1523 1542 UAGUAUGGUAGAAAGAUUCA UGGAUGUUUCUACCAUAUUG Clivagem 
sly-miR8051-5p Solyc09g059810.1.1 3.0 20.892 1 20 78 97 UAGUAUGGUAGAAAGAUUCA UGAAUCUUUUCAUCAUAUUG Tradução 
sly-miR8051-5p Solyc12g011120.1.1 3.0 17.033 1 20 825 844 UAGUAUGGUAGAAAGAUUCA UGAAGCUUUCUACAAUGCUA Clivagem 
sly-miR8051-5p Solyc09g010830.2.1 3.0 17.931 1 20 902 921 UAGUAUGGUAGAAAGAUUCA UGAAUCUUUUAGCCAUGCUG Tradução 
sly-miR8051-5p Solyc02g086830.2.1 3.0 11.907 1 20 1555 1574 UAGUAUGGUAGAAAGAUUCA UAAAUAUUUCUACUAUAUUA Clivagem 
sly-miR8051-5p Solyc03g007800.2.1 3.0 18.384 1 20 2264 2283 UAGUAUGGUAGAAAGAUUCA UGGAACUUUCUCCCAUGCUA Tradução 
sly-miR8172-5p Solyc08g016070.1.1 2.5 19.481 1 20 513 532 AUGGAUCAUCUAGAUGGAGA UUUUCAUCUAGAUGCUCCAU Clivagem 
sly-miR8172-5p Solyc01g100190.2.1 2.0 16.094 1 20 1481 1500 AUGGAUCAUCUAGAUGGAGA UCUUCAUCUAGGGGAUCCAU Clivagem 
sly-miR8172-5p Solyc05g055090.2.1 3.0 17.278 1 21 2648 2668 AUGGAUCAUCUAGAUGGAGAU AUCUUCGCUUGGAUGAUCCAU Clivagem 
sly-miR8172-5p Solyc11g006420.1.1 2.5 17.9 1 20 963 982 AUGGAUCAUCUAGAUGGAGA UCUCUAUCUGAAUGAUUCAU Tradução 
sly-miR8172-5p Solyc01g109620.2.1 3.0 18.977 1 21 1088 1108 AUGGAUCAUCUAGAUGGAGAU AUUUGGAUCUGGAUGAUCCAU Clivagem 
sly-miR8172-5p Solyc12g094590.1.1 3.0 17.698 1 21 152 172 AUGGAUCAUCUAGAUGGAGAU AUCUCCGUCGUGAUGAUUCAU Tradução 
sly-miR8172-5p Solyc03g122070.1.1 3.0 18.964 1 20 1935 1954 AUGGAUCAUCUAGAUGGAGA UUCCCAUCUGGAUGGUCUAU Clivagem 
sly-miR8172-5p Solyc02g068510.1.1 3.0 9.509 1 21 535 556 AUGGAUCAUCU-AGAUGGAGAU AACUCCAUCUUAGAAGAUCCAU Clivagem 
sly-miR827-3p Solyc03g063650.1.1 2.5 13.527 1 21 906 926 UUAGAUGAACAUCAACAAACA UGUUUGUUGGUGUCCAUUUAG Clivagem 
sly-miR827-3p Solyc09g010110.2.1 3.0 18.473 1 21 285 305 UUAGAUGAACAUCAACAAACA UGUUUGUUCUUCUUCAUCUAA Tradução 
sly-miR827-3p Solyc11g071210.1.1 3.0 10.896 1 20 15 34 UUAGAUGAACAUCAACAAAC GUAUGUUGAUGAUCAUUUGA Tradução 
sly-miR827-3p Solyc11g070130.1.1 3.0 16.905 1 20 15 34 UUAGAUGAACAUCAACAAAC GUAUGUUGAUGAUCAUUUGA Tradução 
sly-miR827-3p Solyc08g076550.1.1 3.0 15.739 1 20 360 379 UUAGAUGAACAUCAACAAAC GCUUGUUGAGGUUCAUCUGG Tradução 
sly-miR827-3p Solyc05g007920.2.1 3.0 12.852 1 20 717 736 UUAGAUGAACAUCAACAAAC GUUGGUUGAUAUUUAUUUAA Tradução 
sly-miR827-3p Solyc08g076570.2.1 3.0 12.569 1 20 573 592 UUAGAUGAACAUCAACAAAC GCUUGUUGAGGUUCAUCUGG Tradução 
sly-miR827-5p Solyc07g039190.2.1 3.0 17.925 1 21 1633 1653 UUUGUUGAUGGUCAUCUAUUC GAGUAGAUGAUCAUCAAAGAA Clivagem 
sly-miR827-5p Solyc08g080030.2.1 2.0 8.19 1 20 1008 1027 UUUGUUGAUGGUCAUCUAUU AAUAGGGGAUCAUCAACAAA Clivagem 
sly-miR827-5p Solyc05g007740.1.1 3.0 13.561 1 21 914 934 UUUGUUGAUGGUCAUCUAUUC GAAUAGUUGGCCAUCAAGAAA Clivagem 
sly-miR827-5p Solyc12g041890.1.1 3.0 18.942 1 20 981 1000 UUUGUUGAUGGUCAUCUAUU GAUGGAUGAUUGUCAACGAA Clivagem 
sly-miR827-5p Solyc05g051580.2.1 2.5 11.383 1 20 1609 1628 UUUGUUGAUGGUCAUCUAUU AACAGAUGGUCAUCAACGAA Clivagem 
sly-miR827-5p Solyc09g090100.2.1 2.5 13.093 1 20 2144 2163 UUUGUUGAUGGUCAUCUAUU AACAGAUGACCGUCAGCAGA Clivagem 
sly-miR827-5p Solyc08g006110.2.1 3.0 13.913 1 21 273 293 UUUGUUGAUGGUCAUCUAUUC GAGGAAAUGAUCAUCAACAAA Clivagem 
sly-miR827-5p Solyc11g068950.1.1 3.0 11.928 1 20 1725 1744 UUUGUUGAUGGUCAUCUAUU AAUGGAUGAUGAUCAACAAU Tradução 
sly-miR827-5p Solyc03g006160.1.1 2.5 8.715 1 20 174 193 UUUGUUGAUGGUCAUCUAUU AAAUGAUGAUCAUCAACAAA Clivagem 
sly-miR827-5p Solyc04g077260.2.1 3.0 13.358 1 20 753 772 UUUGUUGAUGGUCAUCUAUU GAUAAAUAAUCAUCAACAAA Clivagem 
sly-miR827-5p Solyc10g084200.1.1 3.0 12.624 1 20 100 119 UUUGUUGAUGGUCAUCUAUU ACUAGAUGUCCAUCAGCAGA Clivagem 
sly-miR827-5p Solyc01g087060.2.1 3.0 19.361 1 20 1052 1071 UUUGUUGAUGGUCAUCUAUU AAUGGCUGAGCAUCAACAAG Tradução 
sly-miR827-5p Solyc05g021430.1.1 3.0 15.199 1 20 312 331 UUUGUUGAUGGUCAUCUAUU AGGACAUGGCCAUCAACAAA Clivagem 
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sly-miR827-5p Solyc00g014960.1.1 2.5 16.555 1 20 603 621 UUUGUUGAUGGUCAUCUAUU AAUAGAUG-CCAUCAACAAG Clivagem 
sly-miR827-5p Solyc04g050010.1.1 3.0 10.629 1 20 409 427 UUUGUUGAUGGUCAUCUAUU AAUA-AUGAUCAUCAACAAG Clivagem 
sly-miR827-5p Solyc04g009710.1.1 3.0 10.443 1 19 43 62 UUUGUUGAUGGU-CAUCUAU AAAGAUGCACCAUCAACAAA Clivagem 
sly-miR828a-5p Solyc10g005550.1.1 3.0 17.18 1 22 328 349 UCUUGCUCAAAUGAGUAUUCCA UGGAAUACUCAUUUGAAGAAGA Clivagem 
sly-miR828a-5p Solyc08g082890.2.1 2.5 12.135 1 22 390 411 UCUUGCUCAAAUGAGUAUUCCA UGGAAUACGCAUUUGACCAAGA Clivagem 
sly-miR828a-5p Solyc02g077250.2.1 3.0 6.991 1 22 578 599 UCUUGCUCAAAUGAGUAUUCCA UGCAAUAUUCAUUUGAUCAAGA Clivagem 
sly-miR828a-5p Solyc12g010730.1.1 2.5 15.692 1 21 411 431 UCUUGCUCAAAUGAGUAUUCC GGAAGGUUUAUUUGAGCAAGA Clivagem 
sly-miR828a-5p Solyc11g065630.1.1 3.0 16.684 1 22 164 185 UCUUGCUCAAAUGAGUAUUCCA UAGAAUGUUUAUUUGAUCAAGA Clivagem 
sly-miR828a-5p Solyc01g087730.2.1 2.5 18.664 1 20 1080 1099 UCUUGCUCAAAUGAGUAUUC GAAUGCUUAAUUGAGCGAGA Tradução 
sly-miR828a-5p Solyc02g093040.2.1 3.0 16.535 1 20 1051 1070 UCUUGCUCAAAUGAGUAUUC GAAUGGUCAUUUGGGCAAGU Clivagem 
sly-miR9471a-3p Solyc03g111100.1.1 3.0 23.561 1 21 512 532 UUGGCUGAGUGAGCAUCACGG UUGUGAUGUUUCCUCAGCCAG Tradução 
sly-miR9471a-5p Solyc12g009620.1.1 3.0 18.991 1 20 210 229 CAGGUGCUCACUCAGCUAAU GUUGGUUGAGAGAGCACUUG Tradução 
sly-miR9471a-5p Solyc03g114870.1.1 3.0 20.771 1 20 1283 1302 CAGGUGCUCACUCAGCUAAU AUGAGCUGAGUGUGUAUCUG Clivagem 
sly-miR9471b-3p Solyc09g061750.1.1 3.0 23.356 1 21 744 764 UUGGCUGAGUGAGCAUCACUG CAGUGCUGUUCGCUCAGCCAU Clivagem 
sly-miR9471b-3p Solyc08g082850.2.1 3.0 20.388 1 21 1124 1144 UUGGCUGAGUGAGCAUCACUG CAUUGAUGCUUACUCGGCUGA Clivagem 
sly-miR9472-3p Solyc01g080150.2.1 0.5 12.203 1 20 357 376 UUCACAAUCUCUGCUGAAAA UUUUCAGCAGAGGUUGUGAA Clivagem 
sly-miR9472-3p Solyc11g040080.1.1 1.5 15.381 1 20 89 108 UUCACAAUCUCUGCUGAAAA AUUUCAGCAGGGAUUGUGAA Clivagem 
sly-miR9472-3p Solyc05g007250.2.1 2.5 20.759 1 20 819 838 UUCACAAUCUCUGCUGAAAA UUCUUAGCGGAGAUUGUGAG Clivagem 
sly-miR9472-3p Solyc01g088270.2.1 3.0 23.058 1 20 252 271 UUCACAAUCUCUGCUGAAAA UUUUCUGCAAAGAUUGUGGG Tradução 
sly-miR9472-3p Solyc01g088260.2.1 3.0 24.076 1 20 80 99 UUCACAAUCUCUGCUGAAAA UUUUCUGCAAAGAUUGUGGG Tradução 
sly-miR9472-3p Solyc10g008600.2.1 3.0 20.002 1 20 357 376 UUCACAAUCUCUGCUGAAAA UUUUCACUAGUGAUUGUGGA Tradução 
sly-miR9472-3p Solyc09g010840.1.1 3.0 14.335 1 20 397 416 UUCACAAUCUCUGCUGAAAA UUUGCAGAAAAGAUUGUGAA Tradução 
sly-miR9472-5p Solyc02g085400.2.1 2.5 17.488 1 20 955 974 UUUCAGUAGACGUUGUGAAU CUUCGCAACGUUUACUGGAA Clivagem 
sly-miR9472-5p Solyc12g014530.1.1 3.0 14.48 1 21 64 84 UUUCAGUAGACGUUGUGAAUA UAUUCACAAUGUCAAGUGAAA Clivagem 
sly-miR9472-5p Solyc03g053100.2.1 2.5 12.844 1 20 1359 1379 UUUCAG-UAGACGUUGUGAAU AUUCACAACGUCUAUCUGAAA Clivagem 
sly-miR9472-5p Solyc08g076200.2.1 3.0 18.449 1 20 1143 1162 UUUCAGUAGACGUUGUGAAU GUUUACAAUGUUUGCUGGAA Clivagem 
sly-miR9472-5p Solyc07g006300.2.1 3.0 6.997 1 21 1516 1536 UUUCAGUAGACGUUGUGAAUA UGUUAACUAUGUCUACUGAAA Clivagem 
sly-miR9472-5p Solyc01g094570.2.1 3.0 13.945 1 21 423 444 UUUCAGUAGA-CGUUGUGAAUA UGUUCAUAAUGGUCUACUGAAA Tradução 
sly-miR9472-5p Solyc12g070180.1.1 2.5 13.833 1 20 903 922 UUUCAGUAGACGUUGUGAAU AUUCACAACACCUACUGAAG Tradução 
sly-miR9472-5p Solyc03g097990.2.1 2.5 20.213 1 20 195 214 UUUCAGUAGACGUUGUGAAU AGUCACAUUGUCUACUGAAA Clivagem 
sly-miR9472-5p Solyc12g006000.1.1 3.0 9.966 1 20 1941 1960 UUUCAGUAGACGUUGUGAAU AUUUCCAACGUCUACUGACA Clivagem 
sly-miR9472-5p Solyc02g069650.1.1 3.0 14.138 1 20 1014 1033 UUUCAGUAGACGUUGUGAAU AUUUGUAACGGCUACUGAGA Tradução 
sly-miR9472-5p Solyc06g069000.2.1 3.0 14.269 1 20 483 502 UUUCAGUAGACGUUGUGAAU AUACUCAAUGUCUGCUGAAA Clivagem 
sly-miR9472-5p Solyc01g080670.2.1 3.0 17.611 1 20 873 892 UUUCAGUAGACGUUGUGAAU GUCCAAAACGUCUGCUGAAA Clivagem 
sly-miR9473.1-3p Solyc04g082600.2.1 3.0 15.055 1 20 1610 1629 AAACGAGUUCAGAUUUACAG UUGUAAAUUUGAAUUUGUUG Clivagem 
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sly-miR9473.1-3p Solyc09g090650.2.1 3.0 18.31 1 20 150 169 AAACGAGUUCAGAUUUACAG UUGUGAAUCUGAACUUUUUU Clivagem 
sly-miR9473.1-3p Solyc08g074260.2.1 3.0 13.81 1 21 938 958 AAACGAGUUCAGAUUUACAGC GCAGUAAUUCUGGACUUGUUU Clivagem 
sly-miR9473.1-3p Solyc11g013880.1.1 3.0 18.153 1 20 578 597 AAACGAGUUCAGAUUUACAG CUGUAAAUGUGAACUUGUCU Clivagem 
sly-miR9473.1-5p Solyc04g015310.1.1 2.5 12.489 1 21 557 577 UGGCUGUAAAUCUAAACUCGU AAGAGUUUAGAUUGACAGUCA Clivagem 
sly-miR9473.1-5p Solyc12g035680.1.1 3.0 10.79 1 21 20 40 UGGCUGUAAAUCUAAACUCGU AAGAGUUUAGAUUGGCAGUCA Clivagem 
sly-miR9473.1-5p Solyc10g054680.1.1 3.0 12.627 1 21 695 715 UGGCUGUAAAUCUAAACUCGU AAGAGUUUAGAUUGGCAGUCA Clivagem 
sly-miR9473.1-5p Solyc08g041950.1.1 3.0 13.145 1 21 695 715 UGGCUGUAAAUCUAAACUCGU AAGAGUUUAGAUUGACAGUCG Clivagem 
sly-miR9473.1-5p Solyc03g026190.2.1 3.0 20.104 1 21 1716 1736 UGGCUGUAAAUCUAAACUCGU AAGAGUUUGGAGUUACAGUCA Tradução 
sly-miR9473.1-5p Solyc10g006330.2.1 3.0 12.908 1 20 898 917 UGGCUGUAAAUCUAAACUCG GGAGUUGGGAUUUAUAGCCA Clivagem 
sly-miR9473.1-5p Solyc04g080480.1.1 3.0 17.663 1 19 665 684 UGGCUGUAAAUC-UAAACUC GAGCUUAUGAUUUACAGCCA Clivagem 
sly-miR9473.2-3p Solyc07g062110.2.1 2.5 19.696 1 21 647 667 GCUGUAAAUCUGAACUCGUUU GAAUGACUGCAGAUUUACAGC Clivagem 
sly-miR9473.2-3p Solyc04g039910.1.1 3.0 13.184 1 20 253 272 GCUGUAAAUCUGAACUCGUU AACGAUUUUAGAAUUGCAGC Clivagem 
sly-miR9473.2-3p Solyc05g050970.2.1 3.0 24.349 1 20 2229 2248 GCUGUAAAUCUGAACUCGUU AAGGAGUUUGGAAUUACAGC Clivagem 
sly-miR9473.2-5p Solyc04g008280.2.1 3.0 16.591 1 20 885 904 ACGAGUUUAGAUUUACAGCC UGUUGUAAGUCAAAACUCGU Tradução 
sly-miR9473.2-5p Solyc06g051790.2.1 3.0 18.333 1 20 665 684 ACGAGUUUAGAUUUACAGCC GGGUGUGAAUUUGAACUUGU Clivagem 
sly-miR9473.2-5p Solyc06g051780.2.1 3.0 18.888 1 20 1482 1501 ACGAGUUUAGAUUUACAGCC GGGUGUGAAUUUGAACUUGU Clivagem 
sly-miR9473.2-5p Solyc02g063040.2.1 3.0 11.25 1 20 395 414 ACGAGUUUAGAUUUACAGCC GACUAUAAAUUUAAGCUCGU Clivagem 
sly-miR9476.1-3p Solyc04g058140.2.1 3.0 17.342 1 20 1612 1631 AAAAAGAUGCAGGACUAGAC AUCUAGUCUUGUAUCUUUUC Clivagem 
sly-miR9476.1-3p Solyc06g072830.2.1 3.0 11.419 1 20 194 213 AAAAAGAUGCAGGACUAGAC CUCUGGUUUUGUAUCUUUUU Clivagem 
sly-miR9476.1-3p Solyc01g090350.2.1 2.5 7.214 1 20 596 615 AAAAAGAUGCAGGACUAGAC GUUUAAUUCUGCAUUUUUUU Clivagem 
sly-miR9476.1-3p Solyc02g069370.2.1 3.0 17.221 1 20 245 264 AAAAAGAUGCAGGACUAGAC GUCUAGUUCUGCGUUUUGUU Clivagem 
sly-miR9476.1-3p Solyc07g025160.2.1 3.0 14.256 1 20 1772 1791 AAAAAGAUGCAGGACUAGAC CUCUAGUUUUGCUUCUUUUU Clivagem 
sly-miR9476.1-5p Solyc06g054540.2.1 2.5 18.173 1 21 273 293 UCUAGUCCUGCAUCUUUUUUU AGGAGAAGAUGCAGGAUUAGG Clivagem 
sly-miR9476.1-5p Solyc05g006950.2.1 2.5 11.765 1 21 1643 1663 UCUAGUCCUGCAUCUUUUUUU AAAGAAAGAUGCAGGAUCAGA Clivagem 
sly-miR9476.1-5p Solyc03g119730.2.1 2.5 13.871 1 21 1717 1737 UCUAGUCCUGCAUCUUUUUUU AAAAAAAGACGCAGGACUGGU Clivagem 
sly-miR9476.1-5p Solyc09g031970.2.1 2.5 22.003 1 21 720 740 UCUAGUCCUGCAUCUUUUUUU GGAAAAAGAUGCAGCACUAGG Clivagem 
sly-miR9476.1-5p Solyc01g067360.2.1 3.0 14.321 1 21 162 182 UCUAGUCCUGCAUCUUUUUUU AGGAGAAGAUGCAAGAUUAGA Clivagem 
sly-miR9476.1-5p Solyc07g006650.2.1 2.5 18.811 1 21 330 350 UCUAGUCCUGCAUCUUUUUUU GAGAAAAGAUGAAGGAUUGGA Tradução 
sly-miR9476.1-5p Solyc12g019080.1.1 3.0 24.613 1 21 1905 1925 UCUAGUCCUGCAUCUUUUUUU AAAAGAAAGUGUAGGACUGGA Clivagem 
sly-miR9476.1-5p Solyc01g111310.2.1 2.5 14.302 1 20 1552 1571 UCUAGUCCUGCAUCUUUUUU AAAAAAGAUGCAUGACUGGU Clivagem 
sly-miR9476.1-5p Solyc02g065220.2.1 3.0 24.947 1 20 509 528 UCUAGUCCUGCAUCUUUUUU AAAAAAGAUGCAGGAGUUGA Clivagem 
sly-miR9476.1-5p Solyc07g055270.1.1 3.0 17.784 1 21 566 586 UCUAGUCCUGCAUCUUUUUUU AGAAAAAAAUGGAGGACUGGA Tradução 
sly-miR9476.1-5p Solyc01g008490.2.1 3.0 17.401 1 21 1145 1165 UCUAGUCCUGCAUCUUUUUUU AAAAAAAGGACUAGGACUAGA Tradução 
sly-miR9476.1-5p Solyc08g013730.2.1 3.0 15.164 1 21 1440 1460 UCUAGUCCUGCAUCUUUUUUU AAAUAAAGGUGGAGGACUAGG Tradução 
sly-miR9476.1-5p Solyc11g065720.1.1 3.0 20.766 1 21 1587 1607 UCUAGUCCUGCAUCUUUUUUU AGAAAAAGAAGGGGGACUAGA Tradução 
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sly-miR9476.1-5p Solyc01g086890.2.1 3.0 17.839 1 21 1516 1536 UCUAGUCCUGCAUCUUUUUUU GAGAGAAGGUGAAGGACUAGG Tradução 
sly-miR9476.1-5p Solyc09g008600.2.1 3.0 14.814 1 21 2008 2028 UCUAGUCCUGCAUCUUUUUUU AAGUGAAGAUGCAUGACUAGA Clivagem 
sly-miR9476.1-5p Solyc06g082930.2.1 3.0 8.713 1 21 32 52 UCUAGUCCUGCAUCUUUUUUU AAGAAAAGUUGAAGGAUUAGA Tradução 
sly-miR9476.1-5p Solyc12g096660.1.1 3.0 23.919 1 21 1812 1832 UCUAGUCCUGCAUCUUUUUUU AAAAGAAACUGUAGGACUAGA Clivagem 
sly-miR9476.1-5p Solyc06g050580.1.1 3.0 17.149 1 20 539 558 UCUAGUCCUGCAUCUUUUUU UGAAAAGAUCUAGGACUAGA Tradução 
sly-miR9476.1-5p Solyc05g023710.2.1 3.0 20.926 1 20 583 602 UCUAGUCCUGCAUCUUUUUU AAGAAAGAAGCAGUACUAGA Clivagem 
sly-miR9476.1-5p Solyc11g069230.1.1 3.0 11.438 1 21 519 539 UCUAGUCCUGCAUCUUUUUUU GAAACAGGAUGAAGGAUUAGA Tradução 
sly-miR9476.1-5p Solyc10g085370.1.1 3.0 9.957 1 21 1173 1193 UCUAGUCCUGCAUCUUUUUUU AAAAACAGAUGAUGGACUAGA Tradução 
sly-miR9476.2-3p Solyc04g058140.2.1 3.0 17.342 1 20 1612 1631 AAAAAGAUGCAGGACUAGAC AUCUAGUCUUGUAUCUUUUC Clivagem 
sly-miR9476.2-3p Solyc06g072830.2.1 3.0 11.419 1 20 194 213 AAAAAGAUGCAGGACUAGAC CUCUGGUUUUGUAUCUUUUU Clivagem 
sly-miR9476.2-3p Solyc01g090350.2.1 2.5 7.214 1 20 596 615 AAAAAGAUGCAGGACUAGAC GUUUAAUUCUGCAUUUUUUU Clivagem 
sly-miR9476.2-3p Solyc02g069370.2.1 3.0 17.221 1 20 245 264 AAAAAGAUGCAGGACUAGAC GUCUAGUUCUGCGUUUUGUU Clivagem 
sly-miR9476.2-3p Solyc07g025160.2.1 3.0 14.256 1 20 1772 1791 AAAAAGAUGCAGGACUAGAC CUCUAGUUUUGCUUCUUUUU Clivagem 
sly-miR9476.2-5p Solyc06g054540.2.1 2.5 18.173 1 21 273 293 UCUAGUCCUGCAUCUUUUUUU AGGAGAAGAUGCAGGAUUAGG Clivagem 
sly-miR9476.2-5p Solyc05g006950.2.1 2.5 11.765 1 21 1643 1663 UCUAGUCCUGCAUCUUUUUUU AAAGAAAGAUGCAGGAUCAGA Clivagem 
sly-miR9476.2-5p Solyc03g119730.2.1 2.5 13.871 1 21 1717 1737 UCUAGUCCUGCAUCUUUUUUU AAAAAAAGACGCAGGACUGGU Clivagem 
sly-miR9476.2-5p Solyc09g031970.2.1 2.5 22.003 1 21 720 740 UCUAGUCCUGCAUCUUUUUUU GGAAAAAGAUGCAGCACUAGG Clivagem 
sly-miR9476.2-5p Solyc01g067360.2.1 3.0 14.321 1 21 162 182 UCUAGUCCUGCAUCUUUUUUU AGGAGAAGAUGCAAGAUUAGA Clivagem 
sly-miR9476.2-5p Solyc07g006650.2.1 2.5 18.811 1 21 330 350 UCUAGUCCUGCAUCUUUUUUU GAGAAAAGAUGAAGGAUUGGA Tradução 
sly-miR9476.2-5p Solyc12g019080.1.1 3.0 24.613 1 21 1905 1925 UCUAGUCCUGCAUCUUUUUUU AAAAGAAAGUGUAGGACUGGA Clivagem 
sly-miR9476.2-5p Solyc01g111310.2.1 2.5 14.302 1 20 1552 1571 UCUAGUCCUGCAUCUUUUUU AAAAAAGAUGCAUGACUGGU Clivagem 
sly-miR9476.2-5p Solyc02g065220.2.1 3.0 24.947 1 20 509 528 UCUAGUCCUGCAUCUUUUUU AAAAAAGAUGCAGGAGUUGA Clivagem 
sly-miR9476.2-5p Solyc07g055270.1.1 3.0 17.784 1 21 566 586 UCUAGUCCUGCAUCUUUUUUU AGAAAAAAAUGGAGGACUGGA Tradução 
sly-miR9476.2-5p Solyc01g008490.2.1 3.0 17.401 1 21 1145 1165 UCUAGUCCUGCAUCUUUUUUU AAAAAAAGGACUAGGACUAGA Tradução 
sly-miR9476.2-5p Solyc08g013730.2.1 3.0 15.164 1 21 1440 1460 UCUAGUCCUGCAUCUUUUUUU AAAUAAAGGUGGAGGACUAGG Tradução 
sly-miR9476.2-5p Solyc11g065720.1.1 3.0 20.766 1 21 1587 1607 UCUAGUCCUGCAUCUUUUUUU AGAAAAAGAAGGGGGACUAGA Tradução 
sly-miR9476.2-5p Solyc01g086890.2.1 3.0 17.839 1 21 1516 1536 UCUAGUCCUGCAUCUUUUUUU GAGAGAAGGUGAAGGACUAGG Tradução 
sly-miR9476.2-5p Solyc09g008600.2.1 3.0 14.814 1 21 2008 2028 UCUAGUCCUGCAUCUUUUUUU AAGUGAAGAUGCAUGACUAGA Clivagem 
sly-miR9476.2-5p Solyc06g082930.2.1 3.0 8.713 1 21 32 52 UCUAGUCCUGCAUCUUUUUUU AAGAAAAGUUGAAGGAUUAGA Tradução 
sly-miR9476.2-5p Solyc12g096660.1.1 3.0 23.919 1 21 1812 1832 UCUAGUCCUGCAUCUUUUUUU AAAAGAAACUGUAGGACUAGA Clivagem 
sly-miR9476.2-5p Solyc06g050580.1.1 3.0 17.149 1 20 539 558 UCUAGUCCUGCAUCUUUUUU UGAAAAGAUCUAGGACUAGA Tradução 
sly-miR9476.2-5p Solyc05g023710.2.1 3.0 20.926 1 20 583 602 UCUAGUCCUGCAUCUUUUUU AAGAAAGAAGCAGUACUAGA Clivagem 
sly-miR9476.2-5p Solyc11g069230.1.1 3.0 11.438 1 21 519 539 UCUAGUCCUGCAUCUUUUUUU GAAACAGGAUGAAGGAUUAGA Tradução 
sly-miR9476.2-5p Solyc10g085370.1.1 3.0 9.957 1 21 1173 1193 UCUAGUCCUGCAUCUUUUUUU AAAAACAGAUGAUGGACUAGA Tradução 
sly-miR9478-3p Solyc04g076290.2.1 2.0 8.382 1 20 1734 1753 UUCGAUGACAUAUUUGAGCC AACUCAAAUAUGUCAUCGAA Clivagem 
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sly-miR9478-3p Solyc01g007890.1.1 2.5 13.424 1 21 414 434 UUCGAUGACAUAUUUGAGCCU AGGUUCAAAUAAUUCAUCGAA Tradução 
sly-miR9478-3p Solyc01g006620.2.1 3.0 23.629 1 20 1749 1768 UUCGAUGACAUAUUUGAGCC UGAUCAAAUAUGUCAUUGGA Clivagem 
sly-miR9478-5p Solyc01g008250.2.1 3.0 15.596 1 20 902 921 GCUUAAAUAUGUAGAUCGAA UUGGAUUUGUAUAUUUGAGC Clivagem 
sly-miR9478-5p Solyc05g007970.2.1 3.0 16.649 1 20 448 467 GCUUAAAUAUGUAGAUCGAA AUCAAUGUACAUAUUUAAGC Clivagem 
 
Tabela S12 – Caracterização dos genes alvos dos miRNAs identificados em S. pennellii usando psRNAtarget.  
miRNA maduro Gene alvo Exp UPE 
Início 
do 
miRNA 
Fim do 
miRNA 
Início 
do 
alvo 
Fim 
do 
alvo 
Fragmento do miRNA alinhado Fragmento do alvo alinhado Inibição por/da 
spe-miR1128-5p Sopen08g030810.1 2.5 14.09 1 21 176 196 UACUACUCCCUCCGUCCCAAA UUUUGAACGGAGGGAGUAGUG Clivagem 
spe-miR1128-5p Sopen11g016530.3 3.0 21.804 1 20 3689 3708 UACUACUCCCUCCGUCCCAA GUGGGACAGAGGGAGUAGUU Clivagem 
spe-miR1128-5p Sopen11g016530.2 3.0 21.804 1 20 3689 3708 UACUACUCCCUCCGUCCCAA GUGGGACAGAGGGAGUAGUU Clivagem 
spe-miR1128-5p Sopen10g011020.1 3.0 18.043 1 20 1074 1093 UACUACUCCCUCCGUCCCAA UUGGGAUGGUGGAGGUAGUA Tradução 
spe-miR1128-5p Sopen11g015010.1 3.0 22.993 1 20 1437 1456 UACUACUCCCUCCGUCCCAA UAGGGAUGGAGGAGGUAGUA Clivagem 
spe-miR1128-5p Sopen12g008790.1 3.0 17.834 1 20 606 625 UACUACUCCCUCCGUCCCAA UGGGGAUGGAGGAGGUAGUA Clivagem 
spe-miR1128-5p Sopen07g016650.1 3.0 22.608 1 20 582 601 UACUACUCCCUCCGUCCCAA UUGGGAUGGUGGAGGUAGUA Tradução 
spe-miR1128-5p Sopen07g008030.2 3.0 21.082 1 20 1074 1093 UACUACUCCCUCCGUCCCAA UUGGGAUGGUGGAGGUAGUA Tradução 
spe-miR1128-5p Sopen01g014050.1 3.0 17.678 1 20 1695 1714 UACUACUCCCUCCGUCCCAA UAGGGAUGGAGGAGGUAGUA Clivagem 
spe-miR1128-5p Sopen07g008030.1 3.0 21.082 1 20 1074 1093 UACUACUCCCUCCGUCCCAA UUGGGAUGGUGGAGGUAGUA Tradução 
spe-miR1128-5p Sopen06g001550.1 3.0 19.978 1 20 1035 1054 UACUACUCCCUCCGUCCCAA UUCCGAUGGAGGGAGUAGUG Clivagem 
spe-miR1128-5p Sopen06g001550.2 3.0 19.978 1 20 1035 1054 UACUACUCCCUCCGUCCCAA UUCCGAUGGAGGGAGUAGUG Clivagem 
spe-miR1128-5p Sopen10g014830.1 3.0 21.471 1 20 747 766 UACUACUCCCUCCGUCCCAA UUGGGAUGGUGGAGGUAGUA Tradução 
spe-miR1446-5p Sopen03g030140.1 2.5 18.981 1 22 789 810 UGAACUCUCUCCCUCAAUGGCU AGCCUUUGAGGGAGAGAGUUUC Clivagem 
spe-miR1446-5p Sopen00g005310.1 2.0 18.54 1 22 2169 2190 UGAACUCUCUCCCUCAAUGGCU ACCCAUUGAGGGAGAGGGUUUU Clivagem 
spe-miR1446-5p Sopen08g003520.1 2.5 14.778 1 22 292 313 UGAACUCUCUCCCUCAAUGGCU AGCCAUAGAGAGGGAGAGUUCA Clivagem 
spe-miR1446-5p Sopen05g016560.1 2.5 18.036 1 22 1980 2001 UGAACUCUCUCCCUCAAUGGCU ACCCGUUGAGGGAGAGGGUUUU Clivagem 
spe-miR1446-5p Sopen10g035270.1 3.0 17.57 1 22 1374 1395 UGAACUCUCUCCCUCAAUGGCU GGCUAUGGAGGAAGAGGGUUCA Tradução 
spe-miR1446-5p Sopen04g009650.1 3.0 23.601 1 20 2399 2418 UGAACUCUCUCCCUCAAUGG CCAUUGAGGGAGAGGGUGCU Clivagem 
spe-miR1446-5p Sopen06g028960.1 3.0 19.297 1 20 928 947 UGAACUCUCUCCCUCAAUGG AGAUUCAGGGAGAGAGUUCA Clivagem 
spe-miR1446-5p Sopen00g013010.1 3.0 17.387 1 22 1780 1801 UGAACUCUCUCCCUCAAUGGCU ACCCAUGGAGGGAGAGGGUUUU Clivagem 
spe-miR1446-5p Sopen12g025890.1 3.0 23.256 1 20 275 294 UGAACUCUCUCCCUCAAUGG CGAUUGAGGGAGAGGGUUUC Clivagem 
spe-miR1446-5p Sopen03g011210.1 3.0 24.322 1 20 4151 4170 UGAACUCUCUCCCUCAAUGG CCGUUGAUGGAGAGGGUUCC Clivagem 
spe-miR1446-5p Sopen10g013910.1 2.5 19.387 1 20 7 26 UGAACUCUCUCCCUCAAUGG CCAUUAGUGGAGAGAGUUCA Clivagem 
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spe-miR1446-5p Sopen05g017840.1 3.0 17.304 1 20 251 270 UGAACUCUCUCCCUCAAUGG CUAUUGAAGUGGAGAGUUCA Tradução 
spe-miR1446-5p Sopen05g017790.1 3.0 19.937 1 20 1706 1725 UGAACUCUCUCCCUCAAUGG CUAUUGAAGUGGAGAGUUCA Tradução 
spe-miR1446-5p Sopen10g010800.2 3.0 17.743 1 22 3824 3845 UGAACUCUCUCCCUCAAUGGCU AACAAUGGAAGGAGAGAGUUCA Clivagem 
spe-miR1446a-5p Sopen06g028960.1 1.5 21.086 1 20 931 950 UUCUGAACUCUCUCCCUCAA UUCAGGGAGAGAGUUCAGAG Clivagem 
spe-miR1446a-5p Sopen04g014740.1 3.0 23.472 1 20 239 258 UUCUGAACUCUCUCCCUCAA UUGAGGGAAAGAGUUUGGAU Clivagem 
spe-miR1446a-5p Sopen12g016490.1 3.0 14.314 1 20 20 39 UUCUGAACUCUCUCCCUCAA AUGAGGGAGAGAAUUUGGAA Clivagem 
spe-miR1446a-5p Sopen09g021610.1 3.0 23.047 1 20 2039 2058 UUCUGAACUCUCUCCCUCAA UUGAUGGAGAGGGUUCCGAA Clivagem 
spe-miR1446a-5p Sopen05g018560.1 2.5 14.51 1 20 2001 2020 UUCUGAACUCUCUCCCUCAA UGGAGGGAAAGGGUUCAGAA Clivagem 
spe-miR1446a-5p Sopen06g008160.1 2.5 23.522 1 20 3514 3533 UUCUGAACUCUCUCCCUCAA UUGAAGGAGGAAGUUCAGAA Tradução 
spe-miR1446a-5p Sopen07g010080.1 3.0 24.936 1 20 4787 4806 UUCUGAACUCUCUCCCUCAA AUGAGGUUGAGAGUUCAGAA Clivagem 
spe-miR1446a-5p Sopen10g006700.1 3.0 22.724 1 20 1774 1793 UUCUGAACUCUCUCCCUCAA UUGAAGGAGGAAGUUCGGAA Tradução 
spe-miR1446a-5p Sopen07g009410.1 3.0 22.742 1 20 2516 2535 UUCUGAACUCUCUCCCUCAA UUGAAGGAGGAAGUUCGGAA Tradução 
spe-miR1446a-5p Sopen10g020620.1 3.0 24.755 1 20 1939 1958 UUCUGAACUCUCUCCCUCAA UUGAAGGAGGAAGUUCGGAA Tradução 
spe-miR1446a-5p Sopen06g005480.1 3.0 23.314 1 20 1903 1922 UUCUGAACUCUCUCCCUCAA UUGAAGGAGGAAGUUCGGAA Tradução 
spe-miR1446a-5p Sopen10g016840.1 3.0 14.737 1 20 1398 1417 UUCUGAACUCUCUCCCUCAA UGGAGGGAGAGUAUUCAGAA Tradução 
spe-miR1446a-5p Sopen03g020470.1 3.0 21.654 1 20 2333 2352 UUCUGAACUCUCUCCCUCAA UUGAGGAUGAGAAUUCAGAA Clivagem 
spe-miR156-10-3p Sopen11g017850.1 1.5 23.005 1 22 696 717 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUGGAGCAGUGAGG Clivagem 
spe-miR156-10-3p Sopen05g032860.1 2.5 17.384 1 21 537 557 GCUCACUGCUCUAUCUGUCAC GAGACAGGUAGAGCGGUGGGC Clivagem 
spe-miR156-10-3p Sopen01g018450.1 2.0 20.795 1 22 726 747 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUAGAGAAGUGAGG Clivagem 
spe-miR156-10-3p Sopen05g021610.1 2.0 19.273 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUAGAGAAGUGAGA Clivagem 
spe-miR156-10-3p Sopen07g007550.1 2.0 17.663 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUAGAGAAGUGAGG Clivagem 
spe-miR156-10-3p Sopen12g012420.1 2.0 13.565 1 20 110 129 GCUCACUGCUCUAUCUGUCA UGACAGAUAGAGAAGUGAGG Clivagem 
spe-miR156-10-3p Sopen03g011830.1 2.0 13.593 1 20 116 135 GCUCACUGCUCUAUCUGUCA UGACAGAUAGAGAAGUGAGG Clivagem 
spe-miR156-10-3p Sopen05g016080.1 2.5 19.816 1 20 116 135 GCUCACUGCUCUAUCUGUCA UGACGGAUGGAGUAGUGAGA Clivagem 
spe-miR156-10-3p Sopen01g009890.1 2.5 21.589 1 22 111 132 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGA Clivagem 
spe-miR156-10-3p Sopen02g005260.1 2.5 17.576 1 22 1896 1917 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-10-3p Sopen01g026210.1 2.5 15.635 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGACGGAUAGAGAAGUGAGA Clivagem 
spe-miR156-10-3p Sopen04g014930.1 2.5 21.614 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGACGGAUAGAGAAGUGAGA Clivagem 
spe-miR156-10-3p Sopen04g018070.1 2.5 17.245 1 22 27 48 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-10-3p Sopen11g015420.1 2.5 21.216 1 22 498 519 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-10-3p Sopen10g007760.1 2.5 16.709 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-10-3p Sopen05g012810.1 2.5 17.228 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGAUAGAUAGAGAAGUGAGG Clivagem 
spe-miR156-10-3p Sopen10g015900.1 2.5 17.964 1 22 21 42 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-10-3p Sopen01g019370.1 2.5 12.207 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-10-3p Sopen03g017480.1 2.5 19.582 1 22 192 213 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGG Clivagem 
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spe-miR156-10-3p Sopen07g021080.1 2.5 19.827 1 22 150 171 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-10-3p Sopen10g018420.1 2.5 17.197 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-10-3p Sopen04g016790.1 2.5 23.924 1 22 243 264 GCUCACUGCUCUAUCUGUCACC GUUGACGGAUAGAGAAGUGAGA Clivagem 
spe-miR156-10-3p Sopen09g013220.1 2.5 20.453 1 20 1124 1143 GCUCACUGCUCUAUCUGUCA UGACGGAUAGAGAAGUGAGA Clivagem 
spe-miR156-10-3p Sopen06g010360.1 2.5 18.725 1 20 98 117 GCUCACUGCUCUAUCUGUCA UGACAGAUGGAGAAGUGAGA Clivagem 
spe-miR156-10-3p Sopen12g014150.1 3.0 19.494 1 22 735 756 GCUCACUGCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-10-3p Sopen10g026080.1 3.0 18.553 1 22 1650 1671 GCUCACUGCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-10-3p Sopen01g022420.1 3.0 24.047 1 22 102 123 GCUCACUGCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-10-3p Sopen07g010090.1 3.0 18.277 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-10-3p Sopen12g011820.1 3.0 20.389 1 22 48 69 GCUCACUGCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-10-3p Sopen04g019970.1 3.0 19.938 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-10-3p Sopen02g001170.1 3.0 20.828 1 22 1188 1209 GCUCACUGCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGG Clivagem 
spe-miR156-10-3p Sopen01g017270.1 3.0 22.236 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-10-3p Sopen03g020600.1 3.0 24.232 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-10-3p Sopen09g017650.1 3.0 19.41 1 22 219 240 GCUCACUGCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-10-3p Sopen03g019520.1 3.0 15.474 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGGCAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-10-3p Sopen03g016380.1 3.0 21.313 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-10-3p Sopen07g018880.1 3.0 16.413 1 20 4949 4968 GCUCACUGCUCUAUCUGUCA UGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-10-3p Sopen04g013680.1 3.0 21.133 1 20 113 132 GCUCACUGCUCUAUCUGUCA UGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-10-3p Sopen04g014110.1 3.0 14.701 1 20 116 135 GCUCACUGCUCUAUCUGUCA UGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-10-3p Sopen09g020350.1 3.0 22.222 1 22 108 129 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUCAGC Clivagem 
spe-miR156-10-3p Sopen03g012430.1 3.0 17.997 1 20 440 459 GCUCACUGCUCUAUCUGUCA UGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-10-3p Sopen07g013370.1 3.0 23.653 1 20 755 774 GCUCACUGCUCUAUCUGUCA UGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-10-3p Sopen05g013320.1 3.0 19.059 1 20 116 135 GCUCACUGCUCUAUCUGUCA UGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-10-3p Sopen12g013480.1 3.0 19.39 1 20 116 135 GCUCACUGCUCUAUCUGUCA UGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-10-3p Sopen09g008870.1 3.0 13.117 1 20 2157 2176 GCUCACUGCUCUAUCUGUCA UGAUAGAUAUAGCAGAGAGC Tradução 
spe-miR156-10-3p Sopen05g023590.1 3.0 23.767 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGAAAGAUAGAGAAGUGAGG Clivagem 
spe-miR156-10-5p Sopen05g006830.1 1.0 10.935 1 21 1240 1260 UGACAGAAGAGAGUGAGCACA UGUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-10-5p Sopen12g018830.1 1.0 13.536 1 21 970 990 UGACAGAAGAGAGUGAGCACA UGUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-10-5p Sopen05g010900.1 1.0 17.999 1 20 1118 1137 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-10-5p Sopen10g029320.1 1.0 20.437 1 20 764 783 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-10-5p Sopen04g017460.1 1.0 17.486 1 20 791 810 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-10-5p Sopen05g011450.1 1.0 16.959 1 20 656 675 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-10-5p Sopen03g033930.1 2.0 15.3 1 20 1157 1176 UGACAGAAGAGAGUGAGCAC AUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-10-5p Sopen04g012860.1 3.0 19.779 1 21 275 295 UGACAGAAGAGAGUGAGCACA UGGGCUUAUUUUCUUCUGUUA Clivagem 
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spe-miR156-10-5p Sopen09g017280.1 3.0 7.793 1 21 1851 1871 UGACAGAAGAGAGUGAGCACA UUUGCUCACUUUCAUUUGUCA Clivagem 
spe-miR156-10-5p Sopen03g028420.1 3.0 11.697 1 20 3311 3330 UGACAGAAGAGAGUGAGCAC GUGCUCAUUCCCUUCUCUCA Tradução 
spe-miR156-10-5p Sopen09g035820.2 3.0 14.923 1 20 425 445 UGACAGAAGAGAGU-GAGCAC GUGCUCGAUUCUCUUCUGUUA Clivagem 
spe-miR156-10-5p Sopen09g035820.1 3.0 14.923 1 20 425 445 UGACAGAAGAGAGU-GAGCAC GUGCUCGAUUCUCUUCUGUUA Clivagem 
spe-miR156-11-3p Sopen04g032730.1 2.5 14.91 1 22 1264 1285 GCUCACUGCUCUAUCUUUCAUC GAUGGAAGAUACAGUAGUGAGU Tradução 
spe-miR156-11-3p Sopen05g023590.1 2.0 23.767 1 22 114 135 GCUCACUGCUCUAUCUUUCAUC GUUGAAAGAUAGAGAAGUGAGG Clivagem 
spe-miR156-11-3p Sopen11g017850.1 2.5 23.005 1 22 696 717 GCUCACUGCUCUAUCUUUCAUC GUUGACAGAUGGAGCAGUGAGG Clivagem 
spe-miR156-11-3p Sopen12g013380.1 3.0 12.093 1 21 607 627 GCUCACUGCUCUAUCUUUCAU AUUGAAGGUAGGGUAGUGAGC Clivagem 
spe-miR156-11-3p Sopen04g026710.1 3.0 19.469 1 21 2887 2907 GCUCACUGCUCUAUCUUUCAU AUGAAAGAGAGAGGAGUGAGG Clivagem 
spe-miR156-11-3p Sopen08g007070.1 3.0 20.427 1 22 1764 1785 GCUCACUGCUCUAUCUUUCAUC GUUGAAGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-11-3p Sopen08g025660.1 3.0 13.423 1 21 1339 1359 GCUCACUGCUCUAUCUUUCAU AUAAGAGAUAAAGCAGUGAGU Tradução 
spe-miR156-11-3p Sopen04g021510.1 3.0 5.683 1 21 16 36 GCUCACUGCUCUAUCUUUCAU GUGAAAGAAAGAGAAGUGAGA Clivagem 
spe-miR156-11-3p Sopen01g018450.1 3.0 20.795 1 22 726 747 GCUCACUGCUCUAUCUUUCAUC GUUGACAGAUAGAGAAGUGAGG Clivagem 
spe-miR156-11-3p Sopen05g021610.1 3.0 19.273 1 22 114 135 GCUCACUGCUCUAUCUUUCAUC GUUGACAGAUAGAGAAGUGAGA Clivagem 
spe-miR156-11-3p Sopen05g012810.1 3.0 17.228 1 22 114 135 GCUCACUGCUCUAUCUUUCAUC GUUGAUAGAUAGAGAAGUGAGG Clivagem 
spe-miR156-11-3p Sopen07g007550.1 3.0 17.663 1 22 114 135 GCUCACUGCUCUAUCUUUCAUC GUUGACAGAUAGAGAAGUGAGG Clivagem 
spe-miR156-11-3p Sopen09g034960.1 3.0 4.944 1 21 589 609 GCUCACUGCUCUAUCUUUCAU GUGGAAGAAGAAGCAGUGAGC Tradução 
spe-miR156-11-3p Sopen10g022180.1 3.0 17.358 1 21 19 39 GCUCACUGCUCUAUCUUUCAU GUGAAUGAUGGAACAGUGAGU Tradução 
spe-miR156-11-3p Sopen12g012420.1 3.0 13.565 1 20 110 129 GCUCACUGCUCUAUCUUUCA UGACAGAUAGAGAAGUGAGG Clivagem 
spe-miR156-11-3p Sopen03g011830.1 3.0 13.593 1 20 116 135 GCUCACUGCUCUAUCUUUCA UGACAGAUAGAGAAGUGAGG Clivagem 
spe-miR156-11-3p Sopen03g006380.1 3.0 17.375 1 22 64 85 GCUCACUGCUCUAUCUUUCAUC GUUGAAAUGAAGAGCGGUGAGC Clivagem 
spe-miR156-11-3p Sopen03g001040.1 3.0 18.762 1 21 350 370 GCUCACUGCUCUAUCUUUCAU GUGAAAGCUUGAGAAGUGAGC Clivagem 
spe-miR156-11-5p Sopen05g006830.1 2.5 10.935 1 21 1240 1260 UGACAGAAGGGCGUGAGCACA UGUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-11-5p Sopen12g018830.1 2.5 13.536 1 21 970 990 UGACAGAAGGGCGUGAGCACA UGUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-11-5p Sopen01g050530.1 3.0 15.829 1 20 500 519 UGACAGAAGGGCGUGAGCAC UUGCUCAUGCCCUCCUGUCA Clivagem 
spe-miR156-11-5p Sopen11g018340.1 3.0 21.723 1 20 812 831 UGACAGAAGGGCGUGAGCAC GUGCUCAUGUUCUUAUGUCA Clivagem 
spe-miR156-11-5p Sopen12g013740.1 3.0 16.141 1 21 96 116 UGACAGAAGGGCGUGAGCACA UAUGCUCAAGCCUUUUUGUCA Clivagem 
spe-miR156-11-5p Sopen11g017950.1 3.0 22.18 1 20 653 672 UGACAGAAGGGCGUGAGCAC CUGUUCAAGCCCUUUUGUCA Clivagem 
spe-miR156-11-5p Sopen03g028420.1 3.0 11.697 1 20 3311 3330 UGACAGAAGGGCGUGAGCAC GUGCUCAUUCCCUUCUCUCA Clivagem 
spe-miR156-11-5p Sopen05g010900.1 2.5 17.999 1 20 1118 1137 UGACAGAAGGGCGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-11-5p Sopen10g029320.1 2.5 20.437 1 20 764 783 UGACAGAAGGGCGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-11-5p Sopen04g017460.1 2.5 17.486 1 20 791 810 UGACAGAAGGGCGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-11-5p Sopen05g011450.1 2.5 16.959 1 20 656 675 UGACAGAAGGGCGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-12-3p Sopen03g020680.1 2.0 21.226 1 22 27 48 GCUCACUUCUCAUUCUGUCAGC GUUGACAGAAGGAGAAGUGAGG Clivagem 
spe-miR156-12-3p Sopen01g017900.1 2.5 21.978 1 22 114 135 GCUCACUUCUCAUUCUGUCAGC GUUGACGGAAGGAGAAGUGAGA Clivagem 
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spe-miR156-12-3p Sopen01g049520.1 2.5 19.943 1 21 161 181 GCUCACUUCUCAUUCUGUCAG CUGACAGAUUGGGAAGUGAGA Clivagem 
spe-miR156-12-3p Sopen10g018420.1 3.0 17.197 1 22 114 135 GCUCACUUCUCAUUCUGUCAGC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-12-3p Sopen07g021080.1 3.0 19.827 1 22 150 171 GCUCACUUCUCAUUCUGUCAGC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-12-3p Sopen03g017480.1 3.0 19.582 1 22 192 213 GCUCACUUCUCAUUCUGUCAGC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-12-3p Sopen01g019370.1 3.0 12.207 1 22 114 135 GCUCACUUCUCAUUCUGUCAGC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-12-3p Sopen07g007550.1 3.0 17.663 1 22 114 135 GCUCACUUCUCAUUCUGUCAGC GUUGACAGAUAGAGAAGUGAGG Clivagem 
spe-miR156-12-3p Sopen10g015900.1 3.0 17.964 1 22 21 42 GCUCACUUCUCAUUCUGUCAGC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-12-3p Sopen10g007760.1 3.0 16.709 1 22 114 135 GCUCACUUCUCAUUCUGUCAGC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-12-3p Sopen11g015420.1 3.0 21.216 1 22 498 519 GCUCACUUCUCAUUCUGUCAGC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-12-3p Sopen05g021610.1 3.0 19.273 1 22 114 135 GCUCACUUCUCAUUCUGUCAGC GUUGACAGAUAGAGAAGUGAGA Clivagem 
spe-miR156-12-3p Sopen04g018070.1 3.0 17.245 1 22 27 48 GCUCACUUCUCAUUCUGUCAGC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-12-3p Sopen01g018450.1 3.0 20.795 1 22 726 747 GCUCACUUCUCAUUCUGUCAGC GUUGACAGAUAGAGAAGUGAGG Clivagem 
spe-miR156-12-3p Sopen02g005380.1 3.0 21.663 1 22 156 177 GCUCACUUCUCAUUCUGUCAGC GUUGACAGAUUGUGAAGUGAGG Tradução 
spe-miR156-12-3p Sopen02g005260.1 3.0 17.576 1 22 1896 1917 GCUCACUUCUCAUUCUGUCAGC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-12-3p Sopen01g009890.1 3.0 21.589 1 22 111 132 GCUCACUUCUCAUUCUGUCAGC GUUGACAGAUGGAGAAGUGAGA Clivagem 
spe-miR156-12-3p Sopen09g012740.1 3.0 16.105 1 20 2589 2608 GCUCACUUCUCAUUCUGUCA UGGUGGGAUGGGAAGUGGGC Clivagem 
spe-miR156-12-3p Sopen08g008190.1 3.0 18.808 1 21 20 40 GCUCACUUCUCAUUCUGUCAG UUGAAAGAAUGGGAAGAGAGC Clivagem 
spe-miR156-12-3p Sopen06g010360.1 3.0 18.725 1 21 97 117 GCUCACUUCUCAUUCUGUCAG UUGACAGAUGGAGAAGUGAGA Clivagem 
spe-miR156-12-3p Sopen03g011830.1 3.0 13.593 1 21 115 135 GCUCACUUCUCAUUCUGUCAG UUGACAGAUAGAGAAGUGAGG Clivagem 
spe-miR156-12-3p Sopen12g012420.1 3.0 13.565 1 21 109 129 GCUCACUUCUCAUUCUGUCAG UUGACAGAUAGAGAAGUGAGG Clivagem 
spe-miR156-12-3p Sopen04g021510.1 3.0 5.683 1 20 17 36 GCUCACUUCUCAUUCUGUCA UGAAAGAAAGAGAAGUGAGA Clivagem 
spe-miR156-12-3p Sopen03g001040.1 3.0 18.762 1 20 351 370 GCUCACUUCUCAUUCUGUCA UGAAAGCUUGAGAAGUGAGC Clivagem 
spe-miR156-12-5p Sopen05g006830.1 1.0 10.935 1 21 1240 1260 UGACAGAAGAGAGUGAGCACA UGUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-12-5p Sopen12g018830.1 1.0 13.536 1 21 970 990 UGACAGAAGAGAGUGAGCACA UGUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-12-5p Sopen05g010900.1 1.0 17.999 1 20 1118 1137 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-12-5p Sopen10g029320.1 1.0 20.437 1 20 764 783 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-12-5p Sopen04g017460.1 1.0 17.486 1 20 791 810 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-12-5p Sopen05g011450.1 1.0 16.959 1 20 656 675 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-12-5p Sopen03g033930.1 2.0 15.3 1 20 1157 1176 UGACAGAAGAGAGUGAGCAC AUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-12-5p Sopen04g012860.1 3.0 19.779 1 21 275 295 UGACAGAAGAGAGUGAGCACA UGGGCUUAUUUUCUUCUGUUA Clivagem 
spe-miR156-12-5p Sopen09g017280.1 3.0 7.793 1 21 1851 1871 UGACAGAAGAGAGUGAGCACA UUUGCUCACUUUCAUUUGUCA Clivagem 
spe-miR156-12-5p Sopen03g028420.1 3.0 11.697 1 20 3311 3330 UGACAGAAGAGAGUGAGCAC GUGCUCAUUCCCUUCUCUCA Tradução 
spe-miR156-12-5p Sopen09g035820.2 3.0 14.923 1 20 425 445 UGACAGAAGAGAGU-GAGCAC GUGCUCGAUUCUCUUCUGUUA Clivagem 
spe-miR156-12-5p Sopen09g035820.1 3.0 14.923 1 20 425 445 UGACAGAAGAGAGU-GAGCAC GUGCUCGAUUCUCUUCUGUUA Clivagem 
spe-miR156-1-3p Sopen07g005330.1 2.5 12.452 1 21 922 942 GCUCUCUAUGCUUCCGUCAUC GCUGAUGGAAGUAUAGAGAGU Clivagem 
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spe-miR156-1-3p Sopen11g005950.1 3.0 11.308 1 21 460 480 GCUCUCUAUGCUUCCGUCAUC GCUGAUGGAAGUAUAGAGAGA Clivagem 
spe-miR156-1-3p Sopen10g016840.1 3.0 20.426 1 21 2263 2283 GCUCUCUAUGCUUCCGUCAUC GCUGAUGGGAGCAUAGAGAGG Clivagem 
spe-miR156-1-3p Sopen01g009030.1 3.0 19.458 1 20 446 465 GCUCUCUAUGCUUCCGUCAU AUGAUGGAAGUGUGGAGAGA Clivagem 
spe-miR156-1-3p Sopen05g031160.2 3.0 17.965 1 21 460 480 GCUCUCUAUGCUUCCGUCAUC GAUGACGGCAGCACAGAGAGA Clivagem 
spe-miR156-1-3p Sopen08g014040.1 3.0 14.398 1 20 690 709 GCUCUCUAUGCUUCCGUCAU AUGGUGGAAGCAUAAAGAGU Clivagem 
spe-miR156-1-5p Sopen05g010900.1 1.0 19.373 1 21 1118 1138 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
spe-miR156-1-5p Sopen10g029320.1 1.0 18.612 1 21 764 784 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
spe-miR156-1-5p Sopen04g017460.1 1.0 15.743 1 21 791 811 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
spe-miR156-1-5p Sopen05g006830.1 1.5 10.69 1 21 1241 1261 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAG Clivagem 
spe-miR156-1-5p Sopen12g018830.1 2.0 12.728 1 21 971 991 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAU Clivagem 
spe-miR156-1-5p Sopen05g011450.1 2.0 17.142 1 21 656 676 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAU Clivagem 
spe-miR156-1-5p Sopen02g019370.1 2.0 23.937 1 20 368 387 UUGACAGAAGAUAGAGAGCA UGCUCUCUGUCUUCUGUUAC Clivagem 
spe-miR156-1-5p Sopen03g033930.1 2.0 14.993 1 20 1158 1177 UUGACAGAAGAUAGAGAGCA UGCUCUCUCUCUUCUGUCAU Clivagem 
spe-miR156-1-5p Sopen11g001610.2 2.5 9.772 1 20 178 197 UUGACAGAAGAUAGAGAGCA AGCUUUUUAUCUUCUGUUAA Clivagem 
spe-miR156-1-5p Sopen11g001610.1 2.5 9.772 1 20 178 197 UUGACAGAAGAUAGAGAGCA AGCUUUUUAUCUUCUGUUAA Clivagem 
spe-miR156-1-5p Sopen01g049090.1 2.5 18.859 1 20 496 515 UUGACAGAAGAUAGAGAGCA GGCUCUUCAUCUUCUGUCAA Clivagem 
spe-miR156-1-5p Sopen09g026080.1 3.0 9.383 1 21 18 38 UUGACAGAAGAUAGAGAGCAC GUCUUCUCUAUCUGCUGUCGA Clivagem 
spe-miR156-2-3p Sopen12g002130.1 2.5 20.061 1 21 219 239 GCUCUCUAUGCUUCUGUCAUC GAUGGUAGAAGCAAAGAGGGC Clivagem 
spe-miR156-2-3p Sopen03g037660.1 3.0 13.771 1 21 859 879 GCUCUCUAUGCUUCUGUCAUC GAUGAUAGAACCAUAGAGUGC Tradução 
spe-miR156-2-3p Sopen07g005330.1 3.0 12.452 1 21 922 942 GCUCUCUAUGCUUCUGUCAUC GCUGAUGGAAGUAUAGAGAGU Clivagem 
spe-miR156-2-3p Sopen08g007190.1 3.0 20.039 1 20 352 371 GCUCUCUAUGCUUCUGUCAU GUGGCAGAAGCAUGGAGGGA Clivagem 
spe-miR156-2-3p Sopen05g007820.1 3.0 20.326 1 20 398 417 GCUCUCUAUGCUUCUGUCAU GUGACAGAAUCAGGGAGAGC Tradução 
spe-miR156-2-5p Sopen05g010900.1 1.0 19.373 1 21 1118 1138 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
spe-miR156-2-5p Sopen10g029320.1 1.0 18.612 1 21 764 784 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
spe-miR156-2-5p Sopen04g017460.1 1.0 15.743 1 21 791 811 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
spe-miR156-2-5p Sopen05g006830.1 1.5 10.69 1 21 1241 1261 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAG Clivagem 
spe-miR156-2-5p Sopen12g018830.1 2.0 12.728 1 21 971 991 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAU Clivagem 
spe-miR156-2-5p Sopen05g011450.1 2.0 17.142 1 21 656 676 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAU Clivagem 
spe-miR156-2-5p Sopen02g019370.1 2.0 23.937 1 20 368 387 UUGACAGAAGAUAGAGAGCA UGCUCUCUGUCUUCUGUUAC Clivagem 
spe-miR156-2-5p Sopen03g033930.1 2.0 14.993 1 20 1158 1177 UUGACAGAAGAUAGAGAGCA UGCUCUCUCUCUUCUGUCAU Clivagem 
spe-miR156-2-5p Sopen11g001610.2 2.5 9.772 1 20 178 197 UUGACAGAAGAUAGAGAGCA AGCUUUUUAUCUUCUGUUAA Clivagem 
spe-miR156-2-5p Sopen11g001610.1 2.5 9.772 1 20 178 197 UUGACAGAAGAUAGAGAGCA AGCUUUUUAUCUUCUGUUAA Clivagem 
spe-miR156-2-5p Sopen01g049090.1 2.5 18.859 1 20 496 515 UUGACAGAAGAUAGAGAGCA GGCUCUUCAUCUUCUGUCAA Clivagem 
spe-miR156-2-5p Sopen09g026080.1 3.0 9.383 1 21 18 38 UUGACAGAAGAUAGAGAGCAC GUCUUCUCUAUCUGCUGUCGA Clivagem 
spe-miR156-3-3p Sopen10g032270.1 3.0 10.747 1 21 2191 2211 GCUCUUUAUUCUUCUGUCAUC GAUGACAUGAGAGUAGAGAGU Clivagem 
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spe-miR156-3-3p Sopen07g009400.1 3.0 17.246 1 20 399 418 GCUCUUUAUUCUUCUGUCAU AUGGUGGAGGAGUAAAGAGU Clivagem 
spe-miR156-3-3p Sopen08g014040.1 3.0 14.398 1 20 690 709 GCUCUUUAUUCUUCUGUCAU AUGGUGGAAGCAUAAAGAGU Tradução 
spe-miR156-3-3p Sopen07g003350.1 3.0 11.843 1 20 1 20 GCUCUUUAUUCUUCUGUCAU AUGAUGGAGGAAAAAAGAGU Clivagem 
spe-miR156-3-3p Sopen01g001820.3 3.0 15.638 1 20 41 60 GCUCUUUAUUCUUCUGUCAU AUGGCAGAAGAGGAAGGAGU Clivagem 
spe-miR156-3-3p Sopen01g001820.1 3.0 15.638 1 20 41 60 GCUCUUUAUUCUUCUGUCAU AUGGCAGAAGAGGAAGGAGU Clivagem 
spe-miR156-3-3p Sopen07g024410.1 3.0 14.503 1 20 769 788 GCUCUUUAUUCUUCUGUCAU UUGACUGAAGAAGAAAGAGC Clivagem 
spe-miR156-3-3p Sopen05g025630.1 3.0 12.432 1 20 4753 4772 GCUCUUUAUUCUUCUGUCAU AUGACAAGAGAAGAAAGAGU Clivagem 
spe-miR156-3-3p Sopen12g008580.1 3.0 7.61 1 20 2590 2609 GCUCUUUAUUCUUCUGUCAU AUGACAAGAGAAGAAAGAGU Clivagem 
spe-miR156-3-3p Sopen12g008550.1 3.0 9.459 1 20 2047 2066 GCUCUUUAUUCUUCUGUCAU AUGACAAGAGAAGAAAGAGU Clivagem 
spe-miR156-3-3p Sopen02g021800.1 3.0 16.488 1 20 1 20 GCUCUUUAUUCUUCUGUCAU AUGACAGAAAAGGAAGGAGC Tradução 
spe-miR156-3-5p Sopen05g010900.1 1.0 19.373 1 21 1118 1138 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
spe-miR156-3-5p Sopen10g029320.1 1.0 18.612 1 21 764 784 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
spe-miR156-3-5p Sopen04g017460.1 1.0 15.743 1 21 791 811 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
spe-miR156-3-5p Sopen05g006830.1 1.5 10.69 1 21 1241 1261 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAG Clivagem 
spe-miR156-3-5p Sopen12g018830.1 2.0 12.728 1 21 971 991 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAU Clivagem 
spe-miR156-3-5p Sopen05g011450.1 2.0 17.142 1 21 656 676 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAU Clivagem 
spe-miR156-3-5p Sopen02g019370.1 2.0 23.937 1 20 368 387 UUGACAGAAGAUAGAGAGCA UGCUCUCUGUCUUCUGUUAC Clivagem 
spe-miR156-3-5p Sopen03g033930.1 2.0 14.993 1 20 1158 1177 UUGACAGAAGAUAGAGAGCA UGCUCUCUCUCUUCUGUCAU Clivagem 
spe-miR156-3-5p Sopen11g001610.2 2.5 9.772 1 20 178 197 UUGACAGAAGAUAGAGAGCA AGCUUUUUAUCUUCUGUUAA Clivagem 
spe-miR156-3-5p Sopen11g001610.1 2.5 9.772 1 20 178 197 UUGACAGAAGAUAGAGAGCA AGCUUUUUAUCUUCUGUUAA Clivagem 
spe-miR156-3-5p Sopen01g049090.1 2.5 18.859 1 20 496 515 UUGACAGAAGAUAGAGAGCA GGCUCUUCAUCUUCUGUCAA Clivagem 
spe-miR156-3-5p Sopen09g026080.1 3.0 9.383 1 21 18 38 UUGACAGAAGAUAGAGAGCAC GUCUUCUCUAUCUGCUGUCGA Clivagem 
spe-miR156-4-3p Sopen07g009400.1 3.0 17.246 1 20 399 418 GCUCUUUAUUCUUCUGUCAU AUGGUGGAGGAGUAAAGAGU Clivagem 
spe-miR156-4-3p Sopen10g032270.1 3.0 10.747 1 20 2192 2211 GCUCUUUAUUCUUCUGUCAU AUGACAUGAGAGUAGAGAGU Clivagem 
spe-miR156-4-3p Sopen08g014040.1 3.0 14.398 1 20 690 709 GCUCUUUAUUCUUCUGUCAU AUGGUGGAAGCAUAAAGAGU Tradução 
spe-miR156-4-3p Sopen07g003350.1 3.0 11.843 1 20 1 20 GCUCUUUAUUCUUCUGUCAU AUGAUGGAGGAAAAAAGAGU Clivagem 
spe-miR156-4-3p Sopen01g001820.3 3.0 15.638 1 20 41 60 GCUCUUUAUUCUUCUGUCAU AUGGCAGAAGAGGAAGGAGU Clivagem 
spe-miR156-4-3p Sopen01g001820.1 3.0 15.638 1 20 41 60 GCUCUUUAUUCUUCUGUCAU AUGGCAGAAGAGGAAGGAGU Clivagem 
spe-miR156-4-3p Sopen07g024410.1 3.0 14.503 1 20 769 788 GCUCUUUAUUCUUCUGUCAU UUGACUGAAGAAGAAAGAGC Clivagem 
spe-miR156-4-3p Sopen05g025630.1 3.0 12.432 1 20 4753 4772 GCUCUUUAUUCUUCUGUCAU AUGACAAGAGAAGAAAGAGU Clivagem 
spe-miR156-4-3p Sopen12g008580.1 3.0 7.61 1 20 2590 2609 GCUCUUUAUUCUUCUGUCAU AUGACAAGAGAAGAAAGAGU Clivagem 
spe-miR156-4-3p Sopen12g008550.1 3.0 9.459 1 20 2047 2066 GCUCUUUAUUCUUCUGUCAU AUGACAAGAGAAGAAAGAGU Clivagem 
spe-miR156-4-3p Sopen02g021800.1 3.0 16.488 1 20 1 20 GCUCUUUAUUCUUCUGUCAU AUGACAGAAAAGGAAGGAGC Tradução 
spe-miR156-4-3p Sopen03g004300.1 3.0 11.211 1 20 1114 1132 GCUCUUUAUUCUUCUGUCAU AUGAUAGAA-AAUAAAGAGU Tradução 
spe-miR156-4-5p Sopen05g010900.1 1.0 19.373 1 21 1118 1138 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
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spe-miR156-4-5p Sopen10g029320.1 1.0 18.612 1 21 764 784 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
spe-miR156-4-5p Sopen04g017460.1 1.0 15.743 1 21 791 811 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
spe-miR156-4-5p Sopen05g006830.1 1.5 10.69 1 21 1241 1261 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAG Clivagem 
spe-miR156-4-5p Sopen12g018830.1 2.0 12.728 1 21 971 991 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAU Clivagem 
spe-miR156-4-5p Sopen05g011450.1 2.0 17.142 1 21 656 676 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAU Clivagem 
spe-miR156-4-5p Sopen02g019370.1 2.0 23.937 1 20 368 387 UUGACAGAAGAUAGAGAGCA UGCUCUCUGUCUUCUGUUAC Clivagem 
spe-miR156-4-5p Sopen03g033930.1 2.0 14.993 1 20 1158 1177 UUGACAGAAGAUAGAGAGCA UGCUCUCUCUCUUCUGUCAU Clivagem 
spe-miR156-4-5p Sopen11g001610.2 2.5 9.772 1 20 178 197 UUGACAGAAGAUAGAGAGCA AGCUUUUUAUCUUCUGUUAA Clivagem 
spe-miR156-4-5p Sopen11g001610.1 2.5 9.772 1 20 178 197 UUGACAGAAGAUAGAGAGCA AGCUUUUUAUCUUCUGUUAA Clivagem 
spe-miR156-4-5p Sopen01g049090.1 2.5 18.859 1 20 496 515 UUGACAGAAGAUAGAGAGCA GGCUCUUCAUCUUCUGUCAA Clivagem 
spe-miR156-4-5p Sopen09g026080.1 3.0 9.383 1 21 18 38 UUGACAGAAGAUAGAGAGCAC GUCUUCUCUAUCUGCUGUCGA Clivagem 
spe-miR156-5-3p Sopen01g038560.1 3.0 16.825 1 20 169 188 GCUCUUUAUUCUUCUGUCAC GUGACAGAAGGAUGUGGAGC Clivagem 
spe-miR156-5-3p Sopen07g024410.1 3.0 14.503 1 20 769 788 GCUCUUUAUUCUUCUGUCAC UUGACUGAAGAAGAAAGAGC Clivagem 
spe-miR156-5-3p Sopen01g026220.1 3.0 13.814 1 20 3086 3105 GCUCUUUAUUCUUCUGUCAC GUGACAUAAGAGAAAAGAGU Clivagem 
spe-miR156-5-3p Sopen02g025840.1 3.0 15.377 1 20 1896 1915 GCUCUUUAUUCUUCUGUCAC GUGGGAGAAGAUUGAAGAGC Tradução 
spe-miR156-5-3p Sopen06g034380.2 3.0 14.445 1 20 375 394 GCUCUUUAUUCUUCUGUCAC GUGGAAGAAGAAGAAAGAGU Clivagem 
spe-miR156-5-3p Sopen06g034380.1 3.0 14.445 1 20 168 187 GCUCUUUAUUCUUCUGUCAC GUGGAAGAAGAAGAAAGAGU Clivagem 
spe-miR156-5-3p Sopen05g023480.1 3.0 7.749 1 20 347 366 GCUCUUUAUUCUUCUGUCAC GCGAAAGAAGAGUAAAGGGC Clivagem 
spe-miR156-5-5p Sopen05g010900.1 1.0 19.373 1 21 1118 1138 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
spe-miR156-5-5p Sopen10g029320.1 1.0 18.612 1 21 764 784 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
spe-miR156-5-5p Sopen04g017460.1 1.0 15.743 1 21 791 811 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
spe-miR156-5-5p Sopen05g006830.1 1.5 10.69 1 21 1241 1261 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAG Clivagem 
spe-miR156-5-5p Sopen12g018830.1 2.0 12.728 1 21 971 991 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAU Clivagem 
spe-miR156-5-5p Sopen05g011450.1 2.0 17.142 1 21 656 676 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAU Clivagem 
spe-miR156-5-5p Sopen02g019370.1 2.0 23.937 1 20 368 387 UUGACAGAAGAUAGAGAGCA UGCUCUCUGUCUUCUGUUAC Clivagem 
spe-miR156-5-5p Sopen03g033930.1 2.0 14.993 1 20 1158 1177 UUGACAGAAGAUAGAGAGCA UGCUCUCUCUCUUCUGUCAU Clivagem 
spe-miR156-5-5p Sopen11g001610.2 2.5 9.772 1 20 178 197 UUGACAGAAGAUAGAGAGCA AGCUUUUUAUCUUCUGUUAA Clivagem 
spe-miR156-5-5p Sopen11g001610.1 2.5 9.772 1 20 178 197 UUGACAGAAGAUAGAGAGCA AGCUUUUUAUCUUCUGUUAA Clivagem 
spe-miR156-5-5p Sopen01g049090.1 2.5 18.859 1 20 496 515 UUGACAGAAGAUAGAGAGCA GGCUCUUCAUCUUCUGUCAA Clivagem 
spe-miR156-5-5p Sopen09g026080.1 3.0 9.383 1 21 18 38 UUGACAGAAGAUAGAGAGCAC GUCUUCUCUAUCUGCUGUCGA Clivagem 
spe-miR156-6-3p Sopen03g037870.1 3.0 14.675 1 22 1521 1542 GCUCUCUAUUCUUCUGUCAUCA UGAUGAUAGAGCAAUGGAGAGU Tradução 
spe-miR156-6-3p Sopen05g016520.1 3.0 14.317 1 22 414 435 GCUCUCUAUUCUUCUGUCAUCA UGAGGAUAGAGGAAUAGAGGGU Clivagem 
spe-miR156-6-3p Sopen01g039110.1 3.0 18.281 1 22 534 556 GCUCUCUAUUCUUC-UGUCAUCA UGAUGACAUGGAGAAUAGGGAGC Clivagem 
spe-miR156-6-3p Sopen10g032270.1 2.5 10.747 1 21 2191 2211 GCUCUCUAUUCUUCUGUCAUC GAUGACAUGAGAGUAGAGAGU Clivagem 
spe-miR156-6-3p Sopen05g025470.1 3.0 12.507 1 22 18 39 GCUCUCUAUUCUUCUGUCAUCA UAAUGCUAGAAGAAUGGAGGGU Clivagem 
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spe-miR156-6-3p Sopen09g018690.1 3.0 11.471 1 22 34 55 GCUCUCUAUUCUUCUGUCAUCA UUAAGGAGGAAGAAUAGAGAGC Clivagem 
spe-miR156-6-3p Sopen07g024250.1 3.0 21.197 1 20 210 229 GCUCUCUAUUCUUCUGUCAU AUGGCAGACAAAUGGAGAGC Tradução 
spe-miR156-6-5p Sopen05g010900.1 1.0 19.373 1 21 1118 1138 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
spe-miR156-6-5p Sopen10g029320.1 1.0 18.612 1 21 764 784 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
spe-miR156-6-5p Sopen04g017460.1 1.0 15.743 1 21 791 811 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAA Clivagem 
spe-miR156-6-5p Sopen05g006830.1 1.5 10.69 1 21 1241 1261 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAG Clivagem 
spe-miR156-6-5p Sopen12g018830.1 2.0 12.728 1 21 971 991 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAU Clivagem 
spe-miR156-6-5p Sopen05g011450.1 2.0 17.142 1 21 656 676 UUGACAGAAGAUAGAGAGCAC GUGCUCUCUCUCUUCUGUCAU Clivagem 
spe-miR156-6-5p Sopen02g019370.1 2.0 23.937 1 20 368 387 UUGACAGAAGAUAGAGAGCA UGCUCUCUGUCUUCUGUUAC Clivagem 
spe-miR156-6-5p Sopen03g033930.1 2.0 14.993 1 20 1158 1177 UUGACAGAAGAUAGAGAGCA UGCUCUCUCUCUUCUGUCAU Clivagem 
spe-miR156-6-5p Sopen11g001610.2 2.5 9.772 1 20 178 197 UUGACAGAAGAUAGAGAGCA AGCUUUUUAUCUUCUGUUAA Clivagem 
spe-miR156-6-5p Sopen11g001610.1 2.5 9.772 1 20 178 197 UUGACAGAAGAUAGAGAGCA AGCUUUUUAUCUUCUGUUAA Clivagem 
spe-miR156-6-5p Sopen01g049090.1 2.5 18.859 1 20 496 515 UUGACAGAAGAUAGAGAGCA GGCUCUUCAUCUUCUGUCAA Clivagem 
spe-miR156-6-5p Sopen09g026080.1 3.0 9.383 1 21 18 38 UUGACAGAAGAUAGAGAGCAC GUCUUCUCUAUCUGCUGUCGA Clivagem 
spe-miR156-7-3p Sopen05g023150.1 3.0 22.548 1 20 154 173 GCUUACUCUCUAUCUGUCAC GUGACAUAUAGGGAGAAAGC Clivagem 
spe-miR156-7-3p Sopen08g008400.1 3.0 19.784 1 20 337 356 GCUUACUCUCUAUCUGUCAC GUGACAUAUAGAGAGAAGGC Clivagem 
spe-miR156-7-5p Sopen05g006830.1 1.0 10.935 1 21 1240 1260 UGACAGAAGAGAGUGAGCACA UGUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-7-5p Sopen12g018830.1 1.0 13.536 1 21 970 990 UGACAGAAGAGAGUGAGCACA UGUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-7-5p Sopen05g010900.1 1.0 17.999 1 20 1118 1137 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-7-5p Sopen10g029320.1 1.0 20.437 1 20 764 783 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-7-5p Sopen04g017460.1 1.0 17.486 1 20 791 810 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-7-5p Sopen05g011450.1 1.0 16.959 1 20 656 675 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-7-5p Sopen03g033930.1 2.0 15.3 1 20 1157 1176 UGACAGAAGAGAGUGAGCAC AUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-7-5p Sopen04g012860.1 3.0 19.779 1 21 275 295 UGACAGAAGAGAGUGAGCACA UGGGCUUAUUUUCUUCUGUUA Clivagem 
spe-miR156-7-5p Sopen09g017280.1 3.0 7.793 1 21 1851 1871 UGACAGAAGAGAGUGAGCACA UUUGCUCACUUUCAUUUGUCA Clivagem 
spe-miR156-7-5p Sopen03g028420.1 3.0 11.697 1 20 3311 3330 UGACAGAAGAGAGUGAGCAC GUGCUCAUUCCCUUCUCUCA Tradução 
spe-miR156-7-5p Sopen09g035820.2 3.0 14.923 1 20 425 445 UGACAGAAGAGAGU-GAGCAC GUGCUCGAUUCUCUUCUGUUA Clivagem 
spe-miR156-7-5p Sopen09g035820.1 3.0 14.923 1 20 425 445 UGACAGAAGAGAGU-GAGCAC GUGCUCGAUUCUCUUCUGUUA Clivagem 
spe-miR156-8-3p Sopen01g018450.1 1.0 20.795 1 22 726 747 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUAGAGAAGUGAGG Clivagem 
spe-miR156-8-3p Sopen05g021610.1 1.0 19.273 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUAGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen07g007550.1 1.0 17.663 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUAGAGAAGUGAGG Clivagem 
spe-miR156-8-3p Sopen12g012420.1 1.0 13.565 1 20 110 129 GCUCACUUCUCUAUCUGUCA UGACAGAUAGAGAAGUGAGG Clivagem 
spe-miR156-8-3p Sopen03g011830.1 1.0 13.593 1 20 116 135 GCUCACUUCUCUAUCUGUCA UGACAGAUAGAGAAGUGAGG Clivagem 
spe-miR156-8-3p Sopen01g009890.1 1.5 21.589 1 22 111 132 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen02g005260.1 1.5 17.576 1 22 1896 1917 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGG Clivagem 
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spe-miR156-8-3p Sopen01g026210.1 1.5 15.635 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGACGGAUAGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen04g014930.1 1.5 21.614 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGACGGAUAGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen04g018070.1 1.5 17.245 1 22 27 48 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-8-3p Sopen11g015420.1 1.5 21.216 1 22 498 519 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-8-3p Sopen10g007760.1 1.5 16.709 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-8-3p Sopen05g012810.1 1.5 17.228 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGAUAGAUAGAGAAGUGAGG Clivagem 
spe-miR156-8-3p Sopen10g015900.1 1.5 17.964 1 22 21 42 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-8-3p Sopen01g019370.1 1.5 12.207 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-8-3p Sopen03g017480.1 1.5 19.582 1 22 192 213 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-8-3p Sopen07g021080.1 1.5 19.827 1 22 150 171 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-8-3p Sopen10g018420.1 1.5 17.197 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-8-3p Sopen04g016790.1 1.5 23.924 1 22 243 264 GCUCACUUCUCUAUCUGUCACC GUUGACGGAUAGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen09g013220.1 1.5 20.453 1 20 1124 1143 GCUCACUUCUCUAUCUGUCA UGACGGAUAGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen06g010360.1 1.5 18.725 1 20 98 117 GCUCACUUCUCUAUCUGUCA UGACAGAUGGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen12g014150.1 2.0 19.494 1 22 735 756 GCUCACUUCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen10g026080.1 2.0 18.553 1 22 1650 1671 GCUCACUUCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen01g022420.1 2.0 24.047 1 22 102 123 GCUCACUUCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen07g010090.1 2.0 18.277 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen12g011820.1 2.0 20.389 1 22 48 69 GCUCACUUCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen04g019970.1 2.0 19.938 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen02g001170.1 2.0 20.828 1 22 1188 1209 GCUCACUUCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGG Clivagem 
spe-miR156-8-3p Sopen01g017270.1 2.0 22.236 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen03g020600.1 2.0 24.232 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen09g017650.1 2.0 19.41 1 22 219 240 GCUCACUUCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen03g019520.1 2.0 15.474 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGGCAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-8-3p Sopen07g018880.1 2.0 16.413 1 20 4949 4968 GCUCACUUCUCUAUCUGUCA UGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen04g013680.1 2.0 21.133 1 20 113 132 GCUCACUUCUCUAUCUGUCA UGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen03g016380.1 2.0 21.313 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen04g014110.1 2.0 14.701 1 20 116 135 GCUCACUUCUCUAUCUGUCA UGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen09g020350.1 2.0 22.222 1 22 108 129 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUCAGC Clivagem 
spe-miR156-8-3p Sopen03g012430.1 2.0 17.997 1 20 440 459 GCUCACUUCUCUAUCUGUCA UGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen07g013370.1 2.0 23.653 1 20 755 774 GCUCACUUCUCUAUCUGUCA UGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen01g020340.1 3.0 21.612 1 22 99 120 GCUCACUUCUCUAUCUGUCACC GGUGACAGAUGGACAACUGAGC Tradução 
spe-miR156-8-3p Sopen05g013320.1 2.0 19.059 1 20 116 135 GCUCACUUCUCUAUCUGUCA UGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen03g012270.1 3.0 19.53 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAUG Clivagem 
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spe-miR156-8-3p Sopen12g013480.1 2.0 19.39 1 20 116 135 GCUCACUUCUCUAUCUGUCA UGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen07g015170.1 2.5 23.984 1 21 103 123 GCUCACUUCUCUAUCUGUCAC GUGACAGAUGGUGAAGUGAGG Tradução 
spe-miR156-8-3p Sopen06g008810.1 2.5 14.395 1 22 1071 1092 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUAGAGAAGUCAGG Clivagem 
spe-miR156-8-3p Sopen05g016290.1 2.5 23.608 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGACGGGUGGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen11g017650.1 2.5 20.78 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGAUGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen06g007370.1 2.5 15.336 1 22 99 120 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUAGAGAAGUUAGA Clivagem 
spe-miR156-8-3p Sopen10g013250.1 2.5 21.997 1 22 687 708 GCUCACUUCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUAAGC Clivagem 
spe-miR156-8-3p Sopen05g023590.1 2.0 23.767 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGAAAGAUAGAGAAGUGAGG Clivagem 
spe-miR156-8-3p Sopen01g018660.1 2.5 17.316 1 22 102 123 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUAAGU Clivagem 
spe-miR156-8-3p Sopen09g014030.1 3.0 20.643 1 22 6333 6354 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGAAGAGAGA Clivagem 
spe-miR156-8-3p Sopen10g014570.1 3.0 21.139 1 22 2269 2290 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUAAGG Clivagem 
spe-miR156-8-3p Sopen05g015100.1 3.0 21.315 1 22 1668 1689 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUAAGG Clivagem 
spe-miR156-8-3p Sopen05g015100.1 3.0 19.44 1 22 2118 2139 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUAAGG Clivagem 
spe-miR156-8-3p Sopen04g010720.1 2.5 24.081 1 22 2742 2763 GCUCACUUCUCUAUCUGUCACC GUUGACAAAUGGAGAAGUGAGG Clivagem 
spe-miR156-8-3p Sopen01g021200.1 3.0 24.643 1 21 2234 2254 GCUCACUUCUCUAUCUGUCAC GUGGUGGACAGAGAAGUGAGU Clivagem 
spe-miR156-8-3p Sopen04g018110.1 3.0 22.918 1 22 2151 2172 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUAAGG Clivagem 
spe-miR156-8-3p Sopen12g011810.1 2.5 18.323 1 22 75 96 GCUCACUUCUCUAUCUGUCACC GUUGACCGAUGGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen08g008920.1 3.0 20.413 1 22 2172 2193 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUAAGG Clivagem 
spe-miR156-8-3p Sopen02g005700.1 2.5 24.158 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGUGAAGUGAGG Tradução 
spe-miR156-8-3p Sopen09g015080.1 2.5 19.321 1 22 27 48 GCUCACUUCUCUAUCUGUCACC GUUGACCGAUGGAGAAGUGAGG Clivagem 
spe-miR156-8-3p Sopen01g020550.1 2.5 19.361 1 22 27 48 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGCGAAGUGAGG Tradução 
spe-miR156-8-3p Sopen03g020680.1 2.5 21.226 1 22 27 48 GCUCACUUCUCUAUCUGUCACC GUUGACAGAAGGAGAAGUGAGG Clivagem 
spe-miR156-8-3p Sopen11g017850.1 2.5 23.005 1 22 696 717 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGCAGUGAGG Clivagem 
spe-miR156-8-3p Sopen05g015280.1 2.5 20.63 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGACGGAUAAAGAAGUGAGA Tradução 
spe-miR156-8-3p Sopen02g004810.1 2.5 13.851 1 22 105 126 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGUGAAGUGAGG Tradução 
spe-miR156-8-3p Sopen05g034390.1 3.0 17.79 1 20 1019 1038 GCUCACUUCUCUAUCUGUCA GGAUAGAUAGAGGAGUGAGG Clivagem 
spe-miR156-8-3p Sopen06g010580.1 3.0 20.379 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUAAGG Clivagem 
spe-miR156-8-3p Sopen12g008980.1 2.5 24.385 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGUGAAGUGAGG Tradução 
spe-miR156-8-3p Sopen05g024620.1 3.0 24.101 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUAAGG Clivagem 
spe-miR156-8-3p Sopen01g018670.1 3.0 17.055 1 22 102 123 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUAAGG Clivagem 
spe-miR156-8-3p Sopen01g017980.1 3.0 22.992 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGAAAUGAGA Clivagem 
spe-miR156-8-3p Sopen04g014410.1 3.0 18.968 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGUGG Clivagem 
spe-miR156-8-3p Sopen06g013360.1 3.0 23.894 1 22 102 123 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUUAGA Clivagem 
spe-miR156-8-3p Sopen09g015900.1 3.0 22.251 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUAAGG Clivagem 
spe-miR156-8-3p Sopen11g022380.1 3.0 23.237 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGAAGAGAGG Clivagem 
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spe-miR156-8-3p Sopen09g014870.1 2.5 19.783 1 22 255 276 GCUCACUUCUCUAUCUGUCACC GUUGACCGAUGGAGAAGUGAGG Clivagem 
spe-miR156-8-3p Sopen06g013370.1 3.0 22.261 1 22 102 123 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUUAGA Clivagem 
spe-miR156-8-3p Sopen08g007210.1 2.5 20.066 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUCACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-8-3p Sopen08g013910.1 2.5 18.309 1 20 1289 1308 GCUCACUUCUCUAUCUGUCA UGACAGAUGGUGAAGUGAGG Tradução 
spe-miR156-8-3p Sopen01g049520.1 2.5 19.943 1 20 162 181 GCUCACUUCUCUAUCUGUCA UGACAGAUUGGGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen09g010440.1 3.0 19.119 1 20 116 135 GCUCACUUCUCUAUCUGUCA UGACAGAUGGAGAAGUAAGA Clivagem 
spe-miR156-8-3p Sopen02g004230.1 2.5 19.772 1 20 116 135 GCUCACUUCUCUAUCUGUCA UGACAUAUGGAGAAGUGAGG Clivagem 
spe-miR156-8-3p Sopen09g014390.1 2.5 16.461 1 20 116 135 GCUCACUUCUCUAUCUGUCA UGACAGAUGGUGAAGUGAGA Tradução 
spe-miR156-8-3p Sopen09g015680.1 3.0 18.736 1 20 116 135 GCUCACUUCUCUAUCUGUCA UGACAGAUGGAGAAGUAAGG Clivagem 
spe-miR156-8-3p Sopen09g014050.1 2.5 20.919 1 20 116 135 GCUCACUUCUCUAUCUGUCA UGACUGAUGGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen08g007070.1 3.0 20.427 1 22 1764 1785 GCUCACUUCUCUAUCUGUCACC GUUGAAGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen04g021510.1 3.0 5.683 1 21 16 36 GCUCACUUCUCUAUCUGUCAC GUGAAAGAAAGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen07g024020.1 3.0 22.22 1 21 673 693 GCUCACUUCUCUAUCUGUCAC GUGUUAGUUAGAGAAGUGAGU Clivagem 
spe-miR156-8-3p Sopen11g017500.1 3.0 18.918 1 22 111 132 GCUCACUUCUCUAUCUGUCACC GUUAACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen01g017900.1 3.0 21.978 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGACGGAAGGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen02g008080.1 3.0 19.956 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGACGGAUGUAGAAGUGAGA Tradução 
spe-miR156-8-3p Sopen05g024040.1 3.0 18.502 1 22 417 438 GCUCACUUCUCUAUCUGUCACC GUUGACGGAUGCAGAAGUGAGA Tradução 
spe-miR156-8-3p Sopen11g012890.1 3.0 23.978 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGACGGAUGGAAAAGUGAGA Tradução 
spe-miR156-8-3p Sopen11g015430.1 3.0 18.151 1 22 21 42 GCUCACUUCUCUAUCUGUCACC GAUGACGAAUGGAGAAGUGAGG Clivagem 
spe-miR156-8-3p Sopen06g015590.1 3.0 18.7 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUGACGGAUGUAGAAGUGAGA Tradução 
spe-miR156-8-3p Sopen12g014680.1 3.0 21.768 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUCACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen08g013250.1 3.0 24.63 1 22 114 135 GCUCACUUCUCUAUCUGUCACC GUUAACGGAUGGAGAAGUGAGG Clivagem 
spe-miR156-8-3p Sopen09g019540.1 3.0 22.075 1 20 1736 1755 GCUCACUUCUCUAUCUGUCA UGACAGAUGGUGAGGUGAGG Tradução 
spe-miR156-8-3p Sopen03g020560.1 3.0 20.876 1 20 116 135 GCUCACUUCUCUAUCUGUCA UGAUAGAUGGUGAAGUGAGG Tradução 
spe-miR156-8-3p Sopen01g016250.1 3.0 18.832 1 20 122 141 GCUCACUUCUCUAUCUGUCA UGACGGAUGGAAAAGUGAGA Tradução 
spe-miR156-8-3p Sopen01g014190.1 3.0 17.823 1 20 110 129 GCUCACUUCUCUAUCUGUCA UGACGAAUGGAGAAGUGAGA Clivagem 
spe-miR156-8-3p Sopen05g018640.1 3.0 15.812 1 20 116 135 GCUCACUUCUCUAUCUGUCA UGACGGAUGAAGAAGUGAGA Tradução 
spe-miR156-8-3p Sopen07g020170.1 3.0 23.413 1 20 137 156 GCUCACUUCUCUAUCUGUCA UGACAGAUGGUGAGGUGAGG Tradução 
spe-miR156-8-3p Sopen05g016080.1 3.0 19.816 1 20 116 135 GCUCACUUCUCUAUCUGUCA UGACGGAUGGAGUAGUGAGA Clivagem 
spe-miR156-8-3p Sopen02g005380.1 3.0 21.663 1 22 156 177 GCUCACUUCUCUAUCUGUCACC GUUGACAGAUUGUGAAGUGAGG Tradução 
spe-miR156-8-3p Sopen05g018920.1 3.0 24.289 1 22 5093 5114 GCUCACUUCUCUAUCUGUCACC GAUCACAGAUAGAUAGGUGGGC Tradução 
spe-miR156-8-3p Sopen03g001040.1 3.0 18.762 1 21 350 370 GCUCACUUCUCUAUCUGUCAC GUGAAAGCUUGAGAAGUGAGC Clivagem 
spe-miR156-8-3p Sopen04g028970.1 3.0 13.887 1 22 652 673 GCUCACUUCUCUAUCUGUCACC GCUGAUAAAUAUGGAAGUGAGC Tradução 
spe-miR156-8-5p Sopen05g006830.1 1.0 10.935 1 21 1240 1260 UGACAGAAGAGAGUGAGCACA UGUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-8-5p Sopen12g018830.1 1.0 13.536 1 21 970 990 UGACAGAAGAGAGUGAGCACA UGUGCUCUCUCUCUUCUGUCA Clivagem 
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spe-miR156-8-5p Sopen05g010900.1 1.0 17.999 1 20 1118 1137 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-8-5p Sopen10g029320.1 1.0 20.437 1 20 764 783 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-8-5p Sopen04g017460.1 1.0 17.486 1 20 791 810 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-8-5p Sopen05g011450.1 1.0 16.959 1 20 656 675 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-8-5p Sopen03g033930.1 2.0 15.3 1 20 1157 1176 UGACAGAAGAGAGUGAGCAC AUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-8-5p Sopen04g012860.1 3.0 19.779 1 21 275 295 UGACAGAAGAGAGUGAGCACA UGGGCUUAUUUUCUUCUGUUA Clivagem 
spe-miR156-8-5p Sopen09g017280.1 3.0 7.793 1 21 1851 1871 UGACAGAAGAGAGUGAGCACA UUUGCUCACUUUCAUUUGUCA Clivagem 
spe-miR156-8-5p Sopen03g028420.1 3.0 11.697 1 20 3311 3330 UGACAGAAGAGAGUGAGCAC GUGCUCAUUCCCUUCUCUCA Tradução 
spe-miR156-8-5p Sopen09g035820.2 3.0 14.923 1 20 425 445 UGACAGAAGAGAGU-GAGCAC GUGCUCGAUUCUCUUCUGUUA Clivagem 
spe-miR156-8-5p Sopen09g035820.1 3.0 14.923 1 20 425 445 UGACAGAAGAGAGU-GAGCAC GUGCUCGAUUCUCUUCUGUUA Clivagem 
spe-miR156-9-3p Sopen11g017850.1 1.5 23.005 1 22 696 717 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUGGAGCAGUGAGG Clivagem 
spe-miR156-9-3p Sopen05g032860.1 2.5 17.384 1 21 537 557 GCUCACUGCUCUAUCUGUCAC GAGACAGGUAGAGCGGUGGGC Clivagem 
spe-miR156-9-3p Sopen01g018450.1 2.0 20.795 1 22 726 747 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUAGAGAAGUGAGG Clivagem 
spe-miR156-9-3p Sopen05g021610.1 2.0 19.273 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUAGAGAAGUGAGA Clivagem 
spe-miR156-9-3p Sopen07g007550.1 2.0 17.663 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUAGAGAAGUGAGG Clivagem 
spe-miR156-9-3p Sopen12g012420.1 2.0 13.565 1 20 110 129 GCUCACUGCUCUAUCUGUCA UGACAGAUAGAGAAGUGAGG Clivagem 
spe-miR156-9-3p Sopen03g011830.1 2.0 13.593 1 20 116 135 GCUCACUGCUCUAUCUGUCA UGACAGAUAGAGAAGUGAGG Clivagem 
spe-miR156-9-3p Sopen05g016080.1 2.5 19.816 1 20 116 135 GCUCACUGCUCUAUCUGUCA UGACGGAUGGAGUAGUGAGA Clivagem 
spe-miR156-9-3p Sopen01g009890.1 2.5 21.589 1 22 111 132 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGA Clivagem 
spe-miR156-9-3p Sopen02g005260.1 2.5 17.576 1 22 1896 1917 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-9-3p Sopen01g026210.1 2.5 15.635 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGACGGAUAGAGAAGUGAGA Clivagem 
spe-miR156-9-3p Sopen04g014930.1 2.5 21.614 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGACGGAUAGAGAAGUGAGA Clivagem 
spe-miR156-9-3p Sopen04g018070.1 2.5 17.245 1 22 27 48 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-9-3p Sopen11g015420.1 2.5 21.216 1 22 498 519 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-9-3p Sopen10g007760.1 2.5 16.709 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-9-3p Sopen05g012810.1 2.5 17.228 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGAUAGAUAGAGAAGUGAGG Clivagem 
spe-miR156-9-3p Sopen10g015900.1 2.5 17.964 1 22 21 42 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-9-3p Sopen01g019370.1 2.5 12.207 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-9-3p Sopen03g017480.1 2.5 19.582 1 22 192 213 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-9-3p Sopen07g021080.1 2.5 19.827 1 22 150 171 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-9-3p Sopen10g018420.1 2.5 17.197 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-9-3p Sopen04g016790.1 2.5 23.924 1 22 243 264 GCUCACUGCUCUAUCUGUCACC GUUGACGGAUAGAGAAGUGAGA Clivagem 
spe-miR156-9-3p Sopen09g013220.1 2.5 20.453 1 20 1124 1143 GCUCACUGCUCUAUCUGUCA UGACGGAUAGAGAAGUGAGA Clivagem 
spe-miR156-9-3p Sopen06g010360.1 2.5 18.725 1 20 98 117 GCUCACUGCUCUAUCUGUCA UGACAGAUGGAGAAGUGAGA Clivagem 
spe-miR156-9-3p Sopen12g014150.1 3.0 19.494 1 22 735 756 GCUCACUGCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
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spe-miR156-9-3p Sopen10g026080.1 3.0 18.553 1 22 1650 1671 GCUCACUGCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-9-3p Sopen01g022420.1 3.0 24.047 1 22 102 123 GCUCACUGCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-9-3p Sopen07g010090.1 3.0 18.277 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-9-3p Sopen12g011820.1 3.0 20.389 1 22 48 69 GCUCACUGCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-9-3p Sopen04g019970.1 3.0 19.938 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-9-3p Sopen02g001170.1 3.0 20.828 1 22 1188 1209 GCUCACUGCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGG Clivagem 
spe-miR156-9-3p Sopen01g017270.1 3.0 22.236 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-9-3p Sopen03g020600.1 3.0 24.232 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-9-3p Sopen09g017650.1 3.0 19.41 1 22 219 240 GCUCACUGCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-9-3p Sopen03g019520.1 3.0 15.474 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGGCAGAUGGAGAAGUGAGG Clivagem 
spe-miR156-9-3p Sopen03g016380.1 3.0 21.313 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-9-3p Sopen07g018880.1 3.0 16.413 1 20 4949 4968 GCUCACUGCUCUAUCUGUCA UGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-9-3p Sopen04g013680.1 3.0 21.133 1 20 113 132 GCUCACUGCUCUAUCUGUCA UGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-9-3p Sopen04g014110.1 3.0 14.701 1 20 116 135 GCUCACUGCUCUAUCUGUCA UGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-9-3p Sopen09g020350.1 3.0 22.222 1 22 108 129 GCUCACUGCUCUAUCUGUCACC GUUGACAGAUGGAGAAGUCAGC Clivagem 
spe-miR156-9-3p Sopen03g012430.1 3.0 17.997 1 20 440 459 GCUCACUGCUCUAUCUGUCA UGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-9-3p Sopen07g013370.1 3.0 23.653 1 20 755 774 GCUCACUGCUCUAUCUGUCA UGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-9-3p Sopen05g013320.1 3.0 19.059 1 20 116 135 GCUCACUGCUCUAUCUGUCA UGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-9-3p Sopen12g013480.1 3.0 19.39 1 20 116 135 GCUCACUGCUCUAUCUGUCA UGACGGAUGGAGAAGUGAGA Clivagem 
spe-miR156-9-3p Sopen09g008870.1 3.0 13.117 1 20 2157 2176 GCUCACUGCUCUAUCUGUCA UGAUAGAUAUAGCAGAGAGC Tradução 
spe-miR156-9-3p Sopen05g023590.1 3.0 23.767 1 22 114 135 GCUCACUGCUCUAUCUGUCACC GUUGAAAGAUAGAGAAGUGAGG Clivagem 
spe-miR156-9-5p Sopen05g006830.1 1.0 10.935 1 21 1240 1260 UGACAGAAGAGAGUGAGCACA UGUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-9-5p Sopen12g018830.1 1.0 13.536 1 21 970 990 UGACAGAAGAGAGUGAGCACA UGUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-9-5p Sopen05g010900.1 1.0 17.999 1 20 1118 1137 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-9-5p Sopen10g029320.1 1.0 20.437 1 20 764 783 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-9-5p Sopen04g017460.1 1.0 17.486 1 20 791 810 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-9-5p Sopen05g011450.1 1.0 16.959 1 20 656 675 UGACAGAAGAGAGUGAGCAC GUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-9-5p Sopen03g033930.1 2.0 15.3 1 20 1157 1176 UGACAGAAGAGAGUGAGCAC AUGCUCUCUCUCUUCUGUCA Clivagem 
spe-miR156-9-5p Sopen04g012860.1 3.0 19.779 1 21 275 295 UGACAGAAGAGAGUGAGCACA UGGGCUUAUUUUCUUCUGUUA Clivagem 
spe-miR156-9-5p Sopen09g017280.1 3.0 7.793 1 21 1851 1871 UGACAGAAGAGAGUGAGCACA UUUGCUCACUUUCAUUUGUCA Clivagem 
spe-miR156-9-5p Sopen03g028420.1 3.0 11.697 1 20 3311 3330 UGACAGAAGAGAGUGAGCAC GUGCUCAUUCCCUUCUCUCA Tradução 
spe-miR156-9-5p Sopen09g035820.2 3.0 14.923 1 20 425 445 UGACAGAAGAGAGU-GAGCAC GUGCUCGAUUCUCUUCUGUUA Clivagem 
spe-miR156-9-5p Sopen09g035820.1 3.0 14.923 1 20 425 445 UGACAGAAGAGAGU-GAGCAC GUGCUCGAUUCUCUUCUGUUA Clivagem 
spe-miR160-1-3p Sopen09g004010.1 3.0 18.282 1 21 61 81 GCGUAUGAGGAGCCAAGCAUA UAUCCUUGGCUUCUUAUAUGU Clivagem 
spe-miR160-1-3p Sopen02g003520.1 3.0 19.396 1 21 3650 3670 GCGUAUGAGGAGCCAAGCAUA UACACUUGGCUCCUUAUAUGC Clivagem 
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spe-miR160-1-5p Sopen09g002650.1 0.5 24.519 1 21 1353 1373 UGCCUGGCUCCCUGUAUGCCA UGGCAUGCAGGGAGCCAGGCA Clivagem 
spe-miR160-1-5p Sopen11g028210.1 0.0 21.851 1 20 1303 1322 UGCCUGGCUCCCUGUAUGCC GGCAUACAGGGAGCCAGGCA Clivagem 
spe-miR160-1-5p Sopen10g035510.1 1.0 18.481 1 21 1344 1364 UGCCUGGCUCCCUGUAUGCCA UGGUAUGCAGGGAGCCAGGCA Clivagem 
spe-miR160-1-5p Sopen11g008490.1 0.5 20.847 1 20 1393 1412 UGCCUGGCUCCCUGUAUGCC GGCAUGCAGGGAGCCAGGCA Clivagem 
spe-miR160-2-3p Sopen03g041640.1 2.0 19.497 1 21 869 889 GCAUUCUAGGAGCUAAGCAUG CAUGCUUUGCUCCUGGAAUGU Clivagem 
spe-miR160-2-3p Sopen09g001230.1 3.0 19.206 1 20 847 866 GCAUUCUAGGAGCUAAGCAU GUGCUUAGUUUUUGGAGUGC Clivagem 
spe-miR160-2-3p Sopen06g022710.2 3.0 21.614 1 21 119 139 GCAUUCUAGGAGCUAAGCAUG CAUGCUUUGCUCCAGGAAUGU Clivagem 
spe-miR160-2-3p Sopen06g022710.1 3.0 21.614 1 21 215 235 GCAUUCUAGGAGCUAAGCAUG CAUGCUUUGCUCCAGGAAUGU Clivagem 
spe-miR160-2-3p Sopen06g022710.3 3.0 21.614 1 21 1151 1171 GCAUUCUAGGAGCUAAGCAUG CAUGCUUUGCUCCAGGAAUGU Clivagem 
spe-miR160-2-5p Sopen09g002650.1 1.0 24.519 1 21 1353 1373 UGCCUGGCUCCUUGUAUGCCA UGGCAUGCAGGGAGCCAGGCA Clivagem 
spe-miR160-2-5p Sopen11g028210.1 0.5 21.851 1 20 1303 1322 UGCCUGGCUCCUUGUAUGCC GGCAUACAGGGAGCCAGGCA Clivagem 
spe-miR160-2-5p Sopen10g035510.1 1.5 18.481 1 21 1344 1364 UGCCUGGCUCCUUGUAUGCCA UGGUAUGCAGGGAGCCAGGCA Clivagem 
spe-miR160-2-5p Sopen11g008490.1 1.0 20.847 1 20 1393 1412 UGCCUGGCUCCUUGUAUGCC GGCAUGCAGGGAGCCAGGCA Clivagem 
spe-miR160-2-5p Sopen00g001830.1 2.5 17.357 1 19 1862 1881 UGCCUGGCUCCUU-GUAUGC GCAUACGAAGGGGCCAGGCA Clivagem 
spe-miR160-2-5p Sopen11g027660.1 3.0 15.581 1 20 1376 1395 UGCCUGGCUCCUUGUAUGCC GGCUAACAAGGAGUCAGGUA Clivagem 
spe-miR160-2-5p Sopen05g029300.1 3.0 21.766 1 19 2225 2244 UGCCUGGCUCCUU-GUAUGC GCAUACGAAGGGGUCAGGCA Clivagem 
spe-miR160a-3p Sopen09g004010.1 2.5 18.282 1 21 61 81 GCGUAUAAGGAGCCAAGCAUA UAUCCUUGGCUUCUUAUAUGU Clivagem 
spe-miR160a-3p Sopen02g003520.1 2.5 19.396 1 21 3650 3670 GCGUAUAAGGAGCCAAGCAUA UACACUUGGCUCCUUAUAUGC Clivagem 
spe-miR160a-5p Sopen09g002650.1 0.5 24.519 1 21 1353 1373 UGCCUGGCUCCCUGUAUGCCA UGGCAUGCAGGGAGCCAGGCA Clivagem 
spe-miR160a-5p Sopen11g028210.1 0.0 21.851 1 20 1303 1322 UGCCUGGCUCCCUGUAUGCC GGCAUACAGGGAGCCAGGCA Clivagem 
spe-miR160a-5p Sopen10g035510.1 1.0 18.481 1 21 1344 1364 UGCCUGGCUCCCUGUAUGCCA UGGUAUGCAGGGAGCCAGGCA Clivagem 
spe-miR160a-5p Sopen11g008490.1 0.5 20.847 1 20 1393 1412 UGCCUGGCUCCCUGUAUGCC GGCAUGCAGGGAGCCAGGCA Clivagem 
spe-miR160c-5p Sopen09g002650.1 1.0 24.519 1 21 1353 1373 UGCCUGGCUCCCUGGAUGCCA UGGCAUGCAGGGAGCCAGGCA Clivagem 
spe-miR160c-5p Sopen10g035510.1 1.5 18.481 1 21 1344 1364 UGCCUGGCUCCCUGGAUGCCA UGGUAUGCAGGGAGCCAGGCA Clivagem 
spe-miR160c-5p Sopen11g008490.1 1.0 20.847 1 20 1393 1412 UGCCUGGCUCCCUGGAUGCC GGCAUGCAGGGAGCCAGGCA Clivagem 
spe-miR160c-5p Sopen11g028210.1 1.0 21.851 1 20 1303 1322 UGCCUGGCUCCCUGGAUGCC GGCAUACAGGGAGCCAGGCA Clivagem 
spe-miR160c-5p Sopen01g037400.1 2.5 16.185 1 20 1161 1180 UGCCUGGCUCCCUGGAUGCC GGCUUCCAGGGAGACAGGCA Clivagem 
spe-miR160g-2-5p Sopen09g004290.1 3.0 20.063 1 21 149 169 UGCUUGGCUCCUUAUACGCCA UGGCGUAUAAGGAGCAAGGUG Clivagem 
spe-miR160g-2-5p Sopen06g003000.1 3.0 17.183 1 21 1433 1453 UGCUUGGCUCCUUAUACGCCA UGGUUUAUAAGGAGUUGAGCA Clivagem 
spe-miR160g-2-5p Sopen06g002900.1 3.0 14.522 1 21 5111 5131 UGCUUGGCUCCUUAUACGCCA UGGUUUAUAAGGAGUUGAGCA Clivagem 
spe-miR160g-2-5p Sopen11g028210.1 3.0 21.851 1 20 1303 1322 UGCUUGGCUCCUUAUACGCC GGCAUACAGGGAGCCAGGCA Clivagem 
spe-miR162a-1-3p Sopen04g015920.1 1.5 23.84 1 21 1776 1796 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUUUAUUGC Clivagem 
spe-miR162a-1-3p Sopen11g022790.1 2.0 21.749 1 21 189 209 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGA Clivagem 
spe-miR162a-1-3p Sopen05g025280.1 2.0 23.235 1 21 1824 1844 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGA Clivagem 
spe-miR162a-1-3p Sopen11g011420.1 2.0 23.493 1 21 2022 2042 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGA Clivagem 
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spe-miR162a-1-3p Sopen12g027200.1 2.0 22.999 1 21 3621 3641 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGA Clivagem 
spe-miR162a-1-3p Sopen07g013870.1 2.0 24.098 1 21 3762 3782 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGA Clivagem 
spe-miR162a-1-3p Sopen10g001150.1 2.0 18.626 1 21 3073 3094 UCGAUAA-ACCUCUGCAUCCAG CUGGAUGCAGAGGUAUUAUCGA Clivagem 
spe-miR162a-1-3p Sopen01g018960.1 2.5 22.703 1 20 1207 1226 UCGAUAAACCUCUGCAUCCA AGGAUGCAGAGGUUUAUUGC Clivagem 
spe-miR162a-1-3p Sopen04g015700.1 3.0 15.881 1 20 2866 2885 UCGAUAAACCUCUGCAUCCA UGGAUGCAGAGGUUUAUUAC Clivagem 
spe-miR162a-1-3p Sopen05g019170.1 3.0 23.814 1 21 30 50 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGU Clivagem 
spe-miR162a-1-3p Sopen05g013160.1 3.0 22.99 1 21 882 902 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen10g020850.1 3.0 23.323 1 21 894 914 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen01g018610.2 3.0 22.361 1 21 1008 1028 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen06g012090.1 3.0 23.193 1 21 795 815 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen08g011360.1 3.0 20.199 1 21 30 50 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen04g009510.1 3.0 21.422 1 21 1287 1307 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen04g008580.1 2.5 18.663 1 20 788 807 UCGAUAAACCUCUGCAUCCA UGGAUGCAGAGGUUGAUUGG Clivagem 
spe-miR162a-1-3p Sopen08g011520.1 3.0 22.833 1 21 1278 1298 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGU Clivagem 
spe-miR162a-1-3p Sopen09g010030.1 3.0 23.092 1 21 1537 1557 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen01g019070.1 3.0 19.549 1 21 1578 1598 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen09g022310.1 3.0 23.823 1 21 1755 1775 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen09g021250.1 3.0 22.971 1 21 1533 1553 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen05g018310.1 3.0 20.232 1 21 1860 1880 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen12g018400.1 3.0 24.534 1 21 1749 1769 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen01g014920.1 3.0 23.935 1 21 2292 2312 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen09g010270.1 3.0 24.883 1 21 2463 2483 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen07g013350.1 3.0 18.864 1 21 2214 2234 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen10g019050.1 3.0 21.864 1 21 2268 2288 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen06g010320.1 3.0 23.158 1 21 1914 1934 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen04g013690.1 3.0 24.369 1 21 2473 2493 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen11g021750.1 3.0 20.243 1 21 2277 2297 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen08g010430.1 3.0 20.29 1 21 2220 2240 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen05g015900.1 3.0 20.348 1 21 2397 2417 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen07g012670.1 3.0 23.643 1 21 2505 2525 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen01g019730.1 3.0 23.646 1 21 792 812 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen10g021040.1 3.0 22.973 1 21 2673 2693 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen09g018110.1 3.0 19.604 1 21 1758 1778 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen10g015300.1 3.0 19.312 1 21 2610 2630 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen12g019640.1 3.0 19.708 1 21 2457 2477 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
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spe-miR162a-1-3p Sopen06g010300.1 3.0 19.311 1 21 2052 2072 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen01g023620.1 3.0 22.52 1 21 2781 2801 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUAUAUUGC Clivagem 
spe-miR162a-1-3p Sopen01g014360.1 3.0 24.31 1 21 2799 2819 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen10g011300.1 3.0 18.269 1 21 2805 2825 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen08g015880.1 3.0 18.826 1 21 2190 2210 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen10g017700.1 2.5 22.321 1 21 2829 2849 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGUUUUAUUGC Tradução 
spe-miR162a-1-3p Sopen10g011520.1 3.0 22.604 1 21 2673 2693 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGU Clivagem 
spe-miR162a-1-3p Sopen05g022360.1 3.0 23.027 1 21 2781 2801 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen09g021690.1 3.0 22.966 1 21 2802 2822 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen02g004730.1 3.0 24.003 1 21 2892 2912 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen07g021320.1 3.0 20.492 1 21 2844 2864 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen03g018150.1 3.0 19.095 1 21 3102 3122 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen07g011010.1 3.0 20.239 1 21 2934 2954 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen10g014520.1 3.0 19.059 1 21 1449 1469 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen01g017290.1 3.0 19.782 1 21 2910 2930 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen08g013390.1 3.0 19.675 1 21 3009 3029 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen06g013170.1 3.0 20.537 1 21 3279 3299 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen06g015490.1 3.0 23.663 1 21 2997 3017 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen11g016670.1 3.0 22.083 1 21 3078 3098 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen10g016760.1 3.0 24.609 1 21 2970 2990 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen07g007720.1 3.0 17.139 1 21 2988 3008 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen02g002060.1 3.0 23.867 1 21 3039 3059 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen12g008440.1 3.0 20.284 1 21 2880 2900 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen05g026590.1 3.0 20.798 1 21 3051 3071 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen06g006370.1 3.0 24.442 1 21 3177 3197 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen07g006790.1 3.0 23.323 1 21 3201 3221 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGU Clivagem 
spe-miR162a-1-3p Sopen03g015490.1 3.0 24.128 1 21 3363 3383 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen05g021270.1 3.0 19.277 1 21 3375 3395 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGU Clivagem 
spe-miR162a-1-3p Sopen01g026340.3 3.0 21.775 1 21 2538 2558 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen09g012910.1 3.0 23.536 1 21 3501 3521 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen05g014960.1 3.0 20.749 1 21 3225 3245 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen01g018760.1 3.0 24.834 1 21 3609 3629 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen01g018780.1 3.0 24.069 1 21 3288 3308 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen11g016970.1 3.0 24.475 1 21 3510 3530 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen07g008950.1 3.0 21.256 1 21 3453 3473 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
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spe-miR162a-1-3p Sopen03g019810.1 3.0 19.517 1 21 3798 3818 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen01g018610.1 3.0 22.361 1 21 3696 3716 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen05g027810.1 3.0 23.498 1 21 3462 3482 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen03g008570.1 3.0 20.724 1 21 3735 3755 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen09g011720.1 3.0 22.572 1 21 3444 3464 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen06g010410.1 3.0 24.752 1 21 2931 2951 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen01g026340.2 3.0 21.775 1 21 2538 2558 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen08g012390.1 3.0 23.361 1 21 3960 3980 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen02g004530.1 3.0 23.346 1 21 3189 3209 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen01g026340.1 3.0 21.775 1 21 2538 2558 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen12g008790.1 3.0 24.252 1 21 4053 4073 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen12g009450.1 3.0 23.349 1 21 4194 4214 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen10g015130.1 3.0 23.423 1 21 4191 4211 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen12g020370.1 3.0 23.812 1 21 4851 4871 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen04g010070.1 3.0 23.192 1 21 4545 4565 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGU Clivagem 
spe-miR162a-1-3p Sopen12g015370.1 3.0 22.097 1 21 2952 2972 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen04g017480.1 3.0 23.983 1 21 4740 4760 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen09g009180.1 3.0 21.389 1 21 3543 3563 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen05g011120.1 3.0 23.887 1 21 4656 4676 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen05g014680.1 3.0 19.888 1 21 1611 1631 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen05g014680.1 3.0 21.067 1 21 5412 5432 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen07g008130.1 3.0 24.114 1 21 3948 3968 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen06g012230.1 3.0 22.302 1 21 6018 6038 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen04g009510.2 3.0 21.422 1 21 5868 5888 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen08g007670.1 3.0 24.019 1 21 5649 5669 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen06g012610.1 3.0 22.056 1 21 3219 3239 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen11g011080.1 3.0 19.401 1 21 3333 3353 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen11g017160.1 3.0 21.983 1 21 7125 7145 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen03g013510.1 3.0 22.197 1 21 7779 7799 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen08g012200.1 3.0 23.317 1 21 7680 7700 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen04g011520.2 3.0 24.264 1 20 31 50 UCGAUAAACCUCUGCAUCCA UGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen04g011520.1 3.0 23.12 1 20 2719 2738 UCGAUAAACCUCUGCAUCCA UGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen04g017510.1 3.0 23.767 1 20 2701 2720 UCGAUAAACCUCUGCAUCCA UGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-1-3p Sopen01g022920.1 3.0 23.786 1 21 669 689 UCGAUAAACCUCUGCAUCCAG UUGGAUGAAGAGGUCUAUUGA Clivagem 
spe-miR162a-1-5p Sopen11g015090.1 2.5 17.188 1 20 1834 1853 GGAGGCAGCGGUUCAUCGAU AGCGAUGGAUCGUUGCCUCC Clivagem 
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spe-miR162a-1-5p Sopen04g033060.2 3.0 18.362 1 21 300 320 GGAGGCAGCGGUUCAUCGAUC GAUCGAUCAAACGCUGCCUUU Tradução 
spe-miR162a-1-5p Sopen04g033060.1 3.0 15.44 1 21 300 320 GGAGGCAGCGGUUCAUCGAUC GAUCGAUCAAACGCUGCCUUU Tradução 
spe-miR162a-2-3p Sopen04g015920.1 1.5 23.84 1 21 1776 1796 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUUUAUUGC Clivagem 
spe-miR162a-2-3p Sopen11g022790.1 2.0 21.749 1 21 189 209 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGA Clivagem 
spe-miR162a-2-3p Sopen05g025280.1 2.0 23.235 1 21 1824 1844 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGA Clivagem 
spe-miR162a-2-3p Sopen11g011420.1 2.0 23.493 1 21 2022 2042 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGA Clivagem 
spe-miR162a-2-3p Sopen12g027200.1 2.0 22.999 1 21 3621 3641 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGA Clivagem 
spe-miR162a-2-3p Sopen07g013870.1 2.0 24.098 1 21 3762 3782 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGA Clivagem 
spe-miR162a-2-3p Sopen10g001150.1 2.0 18.626 1 21 3073 3094 UCGAUAA-ACCUCUGCAUCCAG CUGGAUGCAGAGGUAUUAUCGA Clivagem 
spe-miR162a-2-3p Sopen01g018960.1 2.5 22.703 1 20 1207 1226 UCGAUAAACCUCUGCAUCCA AGGAUGCAGAGGUUUAUUGC Clivagem 
spe-miR162a-2-3p Sopen04g015700.1 3.0 15.881 1 20 2866 2885 UCGAUAAACCUCUGCAUCCA UGGAUGCAGAGGUUUAUUAC Clivagem 
spe-miR162a-2-3p Sopen05g019170.1 3.0 23.814 1 21 30 50 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGU Clivagem 
spe-miR162a-2-3p Sopen05g013160.1 3.0 22.99 1 21 882 902 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen10g020850.1 3.0 23.323 1 21 894 914 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen01g018610.2 3.0 22.361 1 21 1008 1028 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen06g012090.1 3.0 23.193 1 21 795 815 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen08g011360.1 3.0 20.199 1 21 30 50 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen04g009510.1 3.0 21.422 1 21 1287 1307 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen04g008580.1 2.5 18.663 1 20 788 807 UCGAUAAACCUCUGCAUCCA UGGAUGCAGAGGUUGAUUGG Clivagem 
spe-miR162a-2-3p Sopen08g011520.1 3.0 22.833 1 21 1278 1298 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGU Clivagem 
spe-miR162a-2-3p Sopen09g010030.1 3.0 23.092 1 21 1537 1557 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen01g019070.1 3.0 19.549 1 21 1578 1598 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen09g022310.1 3.0 23.823 1 21 1755 1775 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen09g021250.1 3.0 22.971 1 21 1533 1553 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen05g018310.1 3.0 20.232 1 21 1860 1880 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen12g018400.1 3.0 24.534 1 21 1749 1769 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen01g014920.1 3.0 23.935 1 21 2292 2312 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen09g010270.1 3.0 24.883 1 21 2463 2483 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen07g013350.1 3.0 18.864 1 21 2214 2234 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen10g019050.1 3.0 21.864 1 21 2268 2288 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen06g010320.1 3.0 23.158 1 21 1914 1934 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen04g013690.1 3.0 24.369 1 21 2473 2493 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen11g021750.1 3.0 20.243 1 21 2277 2297 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen08g010430.1 3.0 20.29 1 21 2220 2240 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen05g015900.1 3.0 20.348 1 21 2397 2417 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
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spe-miR162a-2-3p Sopen07g012670.1 3.0 23.643 1 21 2505 2525 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen01g019730.1 3.0 23.646 1 21 792 812 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen10g021040.1 3.0 22.973 1 21 2673 2693 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen09g018110.1 3.0 19.604 1 21 1758 1778 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen10g015300.1 3.0 19.312 1 21 2610 2630 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen12g019640.1 3.0 19.708 1 21 2457 2477 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen06g010300.1 3.0 19.311 1 21 2052 2072 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen01g023620.1 3.0 22.52 1 21 2781 2801 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUAUAUUGC Clivagem 
spe-miR162a-2-3p Sopen01g014360.1 3.0 24.31 1 21 2799 2819 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen10g011300.1 3.0 18.269 1 21 2805 2825 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen08g015880.1 3.0 18.826 1 21 2190 2210 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen10g017700.1 2.5 22.321 1 21 2829 2849 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGUUUUAUUGC Tradução 
spe-miR162a-2-3p Sopen10g011520.1 3.0 22.604 1 21 2673 2693 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGU Clivagem 
spe-miR162a-2-3p Sopen05g022360.1 3.0 23.027 1 21 2781 2801 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen09g021690.1 3.0 22.966 1 21 2802 2822 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen02g004730.1 3.0 24.003 1 21 2892 2912 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen07g021320.1 3.0 20.492 1 21 2844 2864 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen03g018150.1 3.0 19.095 1 21 3102 3122 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen07g011010.1 3.0 20.239 1 21 2934 2954 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen10g014520.1 3.0 19.059 1 21 1449 1469 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen01g017290.1 3.0 19.782 1 21 2910 2930 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen08g013390.1 3.0 19.675 1 21 3009 3029 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen06g013170.1 3.0 20.537 1 21 3279 3299 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen06g015490.1 3.0 23.663 1 21 2997 3017 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen11g016670.1 3.0 22.083 1 21 3078 3098 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen10g016760.1 3.0 24.609 1 21 2970 2990 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen07g007720.1 3.0 17.139 1 21 2988 3008 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen02g002060.1 3.0 23.867 1 21 3039 3059 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen12g008440.1 3.0 20.284 1 21 2880 2900 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen05g026590.1 3.0 20.798 1 21 3051 3071 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen06g006370.1 3.0 24.442 1 21 3177 3197 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen07g006790.1 3.0 23.323 1 21 3201 3221 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGU Clivagem 
spe-miR162a-2-3p Sopen03g015490.1 3.0 24.128 1 21 3363 3383 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen05g021270.1 3.0 19.277 1 21 3375 3395 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGU Clivagem 
spe-miR162a-2-3p Sopen01g026340.3 3.0 21.775 1 21 2538 2558 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
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spe-miR162a-2-3p Sopen09g012910.1 3.0 23.536 1 21 3501 3521 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen05g014960.1 3.0 20.749 1 21 3225 3245 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen01g018760.1 3.0 24.834 1 21 3609 3629 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen01g018780.1 3.0 24.069 1 21 3288 3308 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen11g016970.1 3.0 24.475 1 21 3510 3530 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen07g008950.1 3.0 21.256 1 21 3453 3473 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen03g019810.1 3.0 19.517 1 21 3798 3818 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen01g018610.1 3.0 22.361 1 21 3696 3716 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen05g027810.1 3.0 23.498 1 21 3462 3482 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen03g008570.1 3.0 20.724 1 21 3735 3755 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen09g011720.1 3.0 22.572 1 21 3444 3464 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen06g010410.1 3.0 24.752 1 21 2931 2951 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen01g026340.2 3.0 21.775 1 21 2538 2558 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen08g012390.1 3.0 23.361 1 21 3960 3980 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen02g004530.1 3.0 23.346 1 21 3189 3209 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen01g026340.1 3.0 21.775 1 21 2538 2558 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen12g008790.1 3.0 24.252 1 21 4053 4073 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen12g009450.1 3.0 23.349 1 21 4194 4214 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen10g015130.1 3.0 23.423 1 21 4191 4211 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen12g020370.1 3.0 23.812 1 21 4851 4871 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen04g010070.1 3.0 23.192 1 21 4545 4565 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGU Clivagem 
spe-miR162a-2-3p Sopen12g015370.1 3.0 22.097 1 21 2952 2972 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen04g017480.1 3.0 23.983 1 21 4740 4760 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen09g009180.1 3.0 21.389 1 21 3543 3563 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen05g011120.1 3.0 23.887 1 21 4656 4676 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen05g014680.1 3.0 19.888 1 21 1611 1631 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen05g014680.1 3.0 21.067 1 21 5412 5432 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen07g008130.1 3.0 24.114 1 21 3948 3968 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen06g012230.1 3.0 22.302 1 21 6018 6038 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen04g009510.2 3.0 21.422 1 21 5868 5888 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen08g007670.1 3.0 24.019 1 21 5649 5669 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen06g012610.1 3.0 22.056 1 21 3219 3239 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen11g011080.1 3.0 19.401 1 21 3333 3353 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen11g017160.1 3.0 21.983 1 21 7125 7145 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen03g013510.1 3.0 22.197 1 21 7779 7799 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
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spe-miR162a-2-3p Sopen08g012200.1 3.0 23.317 1 21 7680 7700 UCGAUAAACCUCUGCAUCCAG UUGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen04g011520.2 3.0 24.264 1 20 31 50 UCGAUAAACCUCUGCAUCCA UGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen04g011520.1 3.0 23.12 1 20 2719 2738 UCGAUAAACCUCUGCAUCCA UGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen04g017510.1 3.0 23.767 1 20 2701 2720 UCGAUAAACCUCUGCAUCCA UGGAUGCAGAGGUCUAUUGC Clivagem 
spe-miR162a-2-3p Sopen01g022920.1 3.0 23.786 1 21 669 689 UCGAUAAACCUCUGCAUCCAG UUGGAUGAAGAGGUCUAUUGA Clivagem 
spe-miR162a-2-5p Sopen11g015090.1 2.5 17.188 1 20 1834 1853 GGAGGCAGCGGUUCAUCGAU AGCGAUGGAUCGUUGCCUCC Clivagem 
spe-miR162a-2-5p Sopen04g033060.2 3.0 18.362 1 21 300 320 GGAGGCAGCGGUUCAUCGAUC GAUCGAUCAAACGCUGCCUUU Tradução 
spe-miR162a-2-5p Sopen04g033060.1 3.0 15.44 1 21 300 320 GGAGGCAGCGGUUCAUCGAUC GAUCGAUCAAACGCUGCCUUU Tradução 
spe-miR164-3p Sopen05g022910.1 3.0 24.468 1 20 2144 2163 CAUGUGCUCUAGCUCUCCAG GUGGAGAGCAAGAGUGCAUG Tradução 
spe-miR164-5p Sopen07g034510.1 1.0 11.053 1 21 656 676 UGGAGAAGCAGGGCACAUGCU AGCAAGUGCCCUGCUUCUCCA Clivagem 
spe-miR164-5p Sopen07g031040.1 1.5 15.093 1 21 713 733 UGGAGAAGCAGGGCACAUGCU AGCACGUGCCCUGUUUCUCCA Clivagem 
spe-miR164-5p Sopen01g036340.1 1.5 23.786 1 20 1276 1295 UGGAGAAGCAGGGCACAUGC GCAUGUGCCCAGCUUCUUCA Tradução 
spe-miR164-5p Sopen01g036340.2 1.5 23.786 1 20 1273 1292 UGGAGAAGCAGGGCACAUGC GCAUGUGCCCAGCUUCUUCA Tradução 
spe-miR164-5p Sopen06g027010.1 3.0 6.966 1 20 624 643 UGGAGAAGCAGGGCACAUGC CCACGUGCACUGCUUCUCCA Clivagem 
spe-miR164-5p Sopen03g034840.1 3.0 12.333 1 20 615 634 UGGAGAAGCAGGGCACAUGC CCACGUGCACUGCUUCUCCA Clivagem 
spe-miR164-5p Sopen01g046980.1 3.0 16.482 1 20 161 180 UGGAGAAGCAGGGCACAUGC GGAGGUGUCCUGCUUCUUCA Clivagem 
spe-miR164a-3p Sopen09g031420.1 2.0 11.26 1 20 1 20 CAUGUGCCUGUUUUCCCCAU AUGGGGAAAACAGGUAGAUG Clivagem 
spe-miR164a-3p Sopen05g013480.1 3.0 21.699 1 21 1246 1266 CAUGUGCCUGUUUUCCCCAUC GAUCAGGAGAGCAGGCACAUG Clivagem 
spe-miR164a-3p Sopen01g048320.1 3.0 13.029 1 20 326 345 CAUGUGCCUGUUUUCCCCAU AUGAGGGAGACAGGUAUAUG Clivagem 
spe-miR164a-3p Sopen01g032750.1 2.5 13.258 1 20 1564 1583 CAUGUGCCUGUUUUCCCCAU AAGGGGAAAACAAGCAUAUG Clivagem 
spe-miR164a-3p Sopen01g048290.1 3.0 15.711 1 20 170 189 CAUGUGCCUGUUUUCCCCAU AUGCGGGAGACAGGUAUAUG Clivagem 
spe-miR164a-3p Sopen03g037140.1 3.0 11.453 1 20 330 349 CAUGUGCCUGUUUUCCCCAU AUGGGAGACACAGGCAUAUG Clivagem 
spe-miR164a-3p Sopen05g006680.1 3.0 15.212 1 20 1809 1828 CAUGUGCCUGUUUUCCCCAU AUGGGGAGAAGACGUACAUG Tradução 
spe-miR164a-5p Sopen07g031040.1 0.5 15.093 1 20 714 733 UGGAGAAGCAGGGCACGUGC GCACGUGCCCUGUUUCUCCA Clivagem 
spe-miR164a-5p Sopen07g034510.1 1.0 11.053 1 20 657 676 UGGAGAAGCAGGGCACGUGC GCAAGUGCCCUGCUUCUCCA Clivagem 
spe-miR164a-5p Sopen01g036340.1 2.0 23.786 1 21 1275 1295 UGGAGAAGCAGGGCACGUGCA UGCAUGUGCCCAGCUUCUUCA Tradução 
spe-miR164a-5p Sopen01g036340.2 2.0 23.786 1 21 1272 1292 UGGAGAAGCAGGGCACGUGCA UGCAUGUGCCCAGCUUCUUCA Tradução 
spe-miR164a-5p Sopen06g027010.1 2.0 6.966 1 20 624 643 UGGAGAAGCAGGGCACGUGC CCACGUGCACUGCUUCUCCA Clivagem 
spe-miR164a-5p Sopen03g034840.1 2.0 12.333 1 20 615 634 UGGAGAAGCAGGGCACGUGC CCACGUGCACUGCUUCUCCA Clivagem 
spe-miR164a-5p Sopen11g025920.1 2.5 14.503 1 20 311 330 UGGAGAAGCAGGGCACGUGC UCGCAUGCCCUGCUUCUCCA Clivagem 
spe-miR164a-5p Sopen01g046980.1 3.0 16.482 1 21 160 180 UGGAGAAGCAGGGCACGUGCA UGGAGGUGUCCUGCUUCUUCA Clivagem 
spe-miR164b-3p Sopen10g009260.1 3.0 20.957 1 20 1433 1452 CACGUGUUCUCCUUCUCCAA UUGGGGAAGGAAAACCCGUG Tradução 
spe-miR164b-3p Sopen06g028460.1 3.0 11.604 1 20 275 294 CACGUGUUCUCCUUCUCCAA UUGUAGAAGGGGACCACGUG Clivagem 
spe-miR164b-3p Sopen07g034160.1 3.0 24.006 1 20 123 142 CACGUGUUCUCCUUCUCCAA UCGGAGGGGGAGAAUAUGUG Clivagem 
spe-miR164b-5p Sopen07g031040.1 0.5 15.093 1 20 714 733 UGGAGAAGCAGGGCACGUGC GCACGUGCCCUGUUUCUCCA Clivagem 
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spe-miR164b-5p Sopen07g034510.1 1.0 11.053 1 20 657 676 UGGAGAAGCAGGGCACGUGC GCAAGUGCCCUGCUUCUCCA Clivagem 
spe-miR164b-5p Sopen01g036340.1 2.0 23.786 1 21 1275 1295 UGGAGAAGCAGGGCACGUGCA UGCAUGUGCCCAGCUUCUUCA Tradução 
spe-miR164b-5p Sopen01g036340.2 2.0 23.786 1 21 1272 1292 UGGAGAAGCAGGGCACGUGCA UGCAUGUGCCCAGCUUCUUCA Tradução 
spe-miR164b-5p Sopen06g027010.1 2.0 6.966 1 20 624 643 UGGAGAAGCAGGGCACGUGC CCACGUGCACUGCUUCUCCA Clivagem 
spe-miR164b-5p Sopen03g034840.1 2.0 12.333 1 20 615 634 UGGAGAAGCAGGGCACGUGC CCACGUGCACUGCUUCUCCA Clivagem 
spe-miR164b-5p Sopen11g025920.1 2.5 14.503 1 20 311 330 UGGAGAAGCAGGGCACGUGC UCGCAUGCCCUGCUUCUCCA Clivagem 
spe-miR164b-5p Sopen01g046980.1 3.0 16.482 1 21 160 180 UGGAGAAGCAGGGCACGUGCA UGGAGGUGUCCUGCUUCUUCA Clivagem 
spe-miR166-1-3p Sopen03g039740.1 1.5 19.478 1 20 549 568 UCGGACCAGGCUUCAUUCCC UGGAAUGAAGCCUGGUCCGG Clivagem 
spe-miR166-1-3p Sopen12g022680.1 1.5 19.596 1 20 549 568 UCGGACCAGGCUUCAUUCCC UGGAAUGAAGCCUGGUCCGG Clivagem 
spe-miR166-1-3p Sopen02g018990.1 2.0 19.296 1 20 531 550 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
spe-miR166-1-3p Sopen02g018990.2 2.0 19.296 1 20 534 553 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
spe-miR166-1-3p Sopen11g028190.1 2.0 23.445 1 20 561 580 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
spe-miR166-1-3p Sopen02g006800.1 2.0 21.092 1 20 573 592 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
spe-miR166-1-3p Sopen09g033010.1 3.0 15.556 1 20 1572 1591 UCGGACCAGGCUUCAUUCCC GGGAAAGGAGCCUUGUCCGA Clivagem 
spe-miR166-1-5p Sopen12g032200.1 3.0 16.934 1 21 701 721 AGAAUGUCGUCUGGUUCGAGA UCUUGAACUAUACGAUGUUCU Tradução 
spe-miR166-1-5p Sopen12g032200.2 3.0 16.934 1 21 728 748 AGAAUGUCGUCUGGUUCGAGA UCUUGAACUAUACGAUGUUCU Tradução 
spe-miR166-1-5p Sopen09g019910.1 2.5 20.777 1 20 1243 1262 AGAAUGUCGUCUGGUUCGAG UUGGAAUCAGACGAUAUUCU Clivagem 
spe-miR166-1-5p Sopen04g034200.1 3.0 19.358 1 20 427 446 AGAAUGUCGUCUGGUUCGAG CUGGGACCAGAUGACAUUCA Clivagem 
spe-miR166-1-5p Sopen07g034050.1 2.5 9.007 1 20 2944 2963 AGAAUGUCGUCUGGUUCGAG CUCGAUCCAAAUGACAUUCU Tradução 
spe-miR166-2-3p Sopen03g039740.1 1.5 19.478 1 20 549 568 UCGGACCAGGCUUCAUUCCC UGGAAUGAAGCCUGGUCCGG Clivagem 
spe-miR166-2-3p Sopen12g022680.1 1.5 19.596 1 20 549 568 UCGGACCAGGCUUCAUUCCC UGGAAUGAAGCCUGGUCCGG Clivagem 
spe-miR166-2-3p Sopen02g018990.1 2.0 19.296 1 20 531 550 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
spe-miR166-2-3p Sopen02g018990.2 2.0 19.296 1 20 534 553 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
spe-miR166-2-3p Sopen11g028190.1 2.0 23.445 1 20 561 580 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
spe-miR166-2-3p Sopen02g006800.1 2.0 21.092 1 20 573 592 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
spe-miR166-2-3p Sopen09g033010.1 3.0 15.556 1 20 1572 1591 UCGGACCAGGCUUCAUUCCC GGGAAAGGAGCCUUGUCCGA Clivagem 
spe-miR166-2-5p Sopen04g004220.1 2.0 15.585 1 21 2445 2465 GGAAUGUUGUUUGGCUCGAGG UCUCAAGCCAAGCAACAUUCU Clivagem 
spe-miR166-2-5p Sopen06g033300.1 2.5 14.052 1 21 2478 2498 GGAAUGUUGUUUGGCUCGAGG UCUUAAGCCAAGCAACAUUCU Clivagem 
spe-miR166-2-5p Sopen09g025580.1 2.5 18.087 1 21 825 845 GGAAUGUUGUUUGGCUCGAGG UCUUGAGCUAAAAGACAUUCC Tradução 
spe-miR166-2-5p Sopen08g002360.2 3.0 20.637 1 20 763 782 GGAAUGUUGUUUGGCUCGAG AGCGAGCCAAACAAUGUUCC Clivagem 
spe-miR166-2-5p Sopen08g002360.1 3.0 20.637 1 20 778 797 GGAAUGUUGUUUGGCUCGAG AGCGAGCCAAACAAUGUUCC Clivagem 
spe-miR166-2-5p Sopen07g034050.1 2.5 9.007 1 20 2944 2963 GGAAUGUUGUUUGGCUCGAG CUCGAUCCAAAUGACAUUCU Clivagem 
spe-miR166-2-5p Sopen04g020890.1 3.0 21.389 1 21 2379 2399 GGAAUGUUGUUUGGCUCGAGG CGUCAAGUCAAACAACAUUCU Clivagem 
spe-miR166-2-5p Sopen12g018730.1 2.5 12.805 1 21 4041 4061 GGAAUGUUGUUUGGCUCGAGG UCUCAAACCAAAUAACAUUCC Clivagem 
spe-miR166-2-5p Sopen09g023690.1 3.0 18.271 1 21 5440 5460 GGAAUGUUGUUUGGCUCGAGG UCUCAAGCUGAACAACGUUCU Clivagem 
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spe-miR166-2-5p Sopen02g032990.1 3.0 12.934 1 21 1422 1442 GGAAUGUUGUUUGGCUCGAGG UCUUGAGCCCAAAAAUAUUCC Tradução 
spe-miR166a-1-3p Sopen03g039740.1 1.5 19.478 1 20 549 568 UCGGACCAGGCUUCAUUCCC UGGAAUGAAGCCUGGUCCGG Clivagem 
spe-miR166a-1-3p Sopen12g022680.1 1.5 19.596 1 20 549 568 UCGGACCAGGCUUCAUUCCC UGGAAUGAAGCCUGGUCCGG Clivagem 
spe-miR166a-1-3p Sopen02g018990.1 2.0 19.296 1 20 531 550 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
spe-miR166a-1-3p Sopen02g018990.2 2.0 19.296 1 20 534 553 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
spe-miR166a-1-3p Sopen11g028190.1 2.0 23.445 1 20 561 580 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
spe-miR166a-1-3p Sopen02g006800.1 2.0 21.092 1 20 573 592 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
spe-miR166a-1-3p Sopen09g033010.1 3.0 15.556 1 20 1572 1591 UCGGACCAGGCUUCAUUCCC GGGAAAGGAGCCUUGUCCGA Clivagem 
spe-miR166a-2-3p Sopen03g039740.1 1.5 19.478 1 20 549 568 UCGGACCAGGCUUCAUUCCC UGGAAUGAAGCCUGGUCCGG Clivagem 
spe-miR166a-2-3p Sopen12g022680.1 1.5 19.596 1 20 549 568 UCGGACCAGGCUUCAUUCCC UGGAAUGAAGCCUGGUCCGG Clivagem 
spe-miR166a-2-3p Sopen02g018990.1 2.0 19.296 1 20 531 550 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
spe-miR166a-2-3p Sopen02g018990.2 2.0 19.296 1 20 534 553 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
spe-miR166a-2-3p Sopen11g028190.1 2.0 23.445 1 20 561 580 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
spe-miR166a-2-3p Sopen02g006800.1 2.0 21.092 1 20 573 592 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
spe-miR166a-2-3p Sopen09g033010.1 3.0 15.556 1 20 1572 1591 UCGGACCAGGCUUCAUUCCC GGGAAAGGAGCCUUGUCCGA Clivagem 
spe-miR166a-3-3p Sopen03g039740.1 1.5 19.478 1 20 549 568 UCGGACCAGGCUUCAUUCCC UGGAAUGAAGCCUGGUCCGG Clivagem 
spe-miR166a-3-3p Sopen12g022680.1 1.5 19.596 1 20 549 568 UCGGACCAGGCUUCAUUCCC UGGAAUGAAGCCUGGUCCGG Clivagem 
spe-miR166a-3-3p Sopen02g018990.1 2.0 19.296 1 20 531 550 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
spe-miR166a-3-3p Sopen02g018990.2 2.0 19.296 1 20 534 553 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
spe-miR166a-3-3p Sopen11g028190.1 2.0 23.445 1 20 561 580 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
spe-miR166a-3-3p Sopen02g006800.1 2.0 21.092 1 20 573 592 UCGGACCAGGCUUCAUUCCC UGGGAUGAAGCCUGGUCCGG Clivagem 
spe-miR166a-3-3p Sopen09g033010.1 3.0 15.556 1 20 1572 1591 UCGGACCAGGCUUCAUUCCC GGGAAAGGAGCCUUGUCCGA Clivagem 
spe-miR166a-3-5p Sopen07g017540.1 3.0 15.666 1 21 585 605 GGAAUGUUGUCUGGCUCGAAG UUUGGAUUCAGACAACAUUUC Clivagem 
spe-miR166a-3-5p Sopen07g017540.2 3.0 15.666 1 21 1026 1046 GGAAUGUUGUCUGGCUCGAAG UUUGGAUUCAGACAACAUUUC Clivagem 
spe-miR166c-3p Sopen03g039740.1 1.5 19.478 1 20 549 568 UCGGACCAGGCUUCAUUCCU UGGAAUGAAGCCUGGUCCGG Clivagem 
spe-miR166c-3p Sopen12g022680.1 1.5 19.596 1 20 549 568 UCGGACCAGGCUUCAUUCCU UGGAAUGAAGCCUGGUCCGG Clivagem 
spe-miR166c-3p Sopen02g018990.1 2.0 19.296 1 20 531 550 UCGGACCAGGCUUCAUUCCU UGGGAUGAAGCCUGGUCCGG Clivagem 
spe-miR166c-3p Sopen02g018990.2 2.0 19.296 1 20 534 553 UCGGACCAGGCUUCAUUCCU UGGGAUGAAGCCUGGUCCGG Clivagem 
spe-miR166c-3p Sopen11g028190.1 2.0 23.445 1 20 561 580 UCGGACCAGGCUUCAUUCCU UGGGAUGAAGCCUGGUCCGG Clivagem 
spe-miR166c-3p Sopen02g006800.1 2.0 21.092 1 20 573 592 UCGGACCAGGCUUCAUUCCU UGGGAUGAAGCCUGGUCCGG Clivagem 
spe-miR166c-3p Sopen07g023950.1 2.5 20.135 1 20 1164 1183 UCGGACCAGGCUUCAUUCCU AGGUAUCAAGCCUGGUUCGA Clivagem 
spe-miR166c-3p Sopen03g040450.1 3.0 14.69 1 20 663 681 UCGGACCAGGCUUCAUUCCU AGGAAUGAAGCUUGG-CCGA Clivagem 
spe-miR166c-3p Sopen10g029370.1 3.0 19.779 1 20 22 40 UCGGACCAGGCUUCAUUCCU AGGAAUGGAGC-UGGUUCGA Tradução 
spe-miR166c-5p Sopen12g019630.1 3.0 19.427 1 21 930 950 GGGAUGUUGUCUGGCUCGACA UGUUGGGCCAGAUGAUAUCCU Clivagem 
spe-miR166c-5p Sopen05g001920.1 3.0 19.929 1 21 810 830 GGGAUGUUGUCUGGCUCGACA UGUUGAGACAGACAACAUUUU Clivagem 
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spe-miR166c-5p Sopen03g018670.1 3.0 24.448 1 20 1521 1540 GGGAUGUUGUCUGGCUCGAC GUCGUGCCAGGUAAUAUCUC Clivagem 
spe-miR166c-5p Sopen08g014940.1 3.0 22.106 1 20 3024 3043 GGGAUGUUGUCUGGCUCGAC GUCGUGCCAGGUAAUAUCUC Clivagem 
spe-miR166c-5p Sopen09g026060.1 3.0 20.595 1 20 1572 1591 GGGAUGUUGUCUGGCUCGAC GUCGAGCUACAGAGCAUCCC Tradução 
spe-miR166c-5p Sopen02g007910.1 3.0 12.984 1 20 64 83 GGGAUGUUGUCUGGCUCGAC GUCAAGACCGACAACAUCCC Clivagem 
spe-miR167-1-3p Sopen07g010340.1 2.5 19.004 1 20 43 62 GAUCAUGUGGCAGCAUCACC GGAGAUGCUGCCAUAUGGUU Clivagem 
spe-miR167-1-3p Sopen02g004310.1 3.0 21.06 1 20 2100 2119 GAUCAUGUGGCAGCAUCACC UGAGAUGUUGCCACAUGAUU Clivagem 
spe-miR167-1-3p Sopen09g005560.1 3.0 18.734 1 20 2356 2375 GAUCAUGUGGCAGCAUCACC GUUGAUGCUGCCAUAUUAUC Clivagem 
spe-miR167-1-3p Sopen09g005560.2 3.0 18.734 1 20 2329 2348 GAUCAUGUGGCAGCAUCACC GUUGAUGCUGCCAUAUUAUC Clivagem 
spe-miR167-1-3p Sopen08g016090.1 3.0 20.538 1 20 337 356 GAUCAUGUGGCAGCAUCACC GGAGAUGCUGCUAUAUGGUU Clivagem 
spe-miR167-1-3p Sopen12g019610.1 3.0 18.851 1 20 385 404 GAUCAUGUGGCAGCAUCACC GGAGAUGCUGCUAUAUGGUU Clivagem 
spe-miR167-1-5p Sopen03g003720.1 3.0 19.799 1 21 704 724 UGAAGCUGCCAGCAUGAUCUA UAGAUCAAGCUGGAAGCUUUG Clivagem 
spe-miR167-1-5p Sopen06g012940.1 3.0 20.335 1 20 836 855 UGAAGCUGCCAGCAUGAUCU UGAUUCUGCUGGUAGCUUCA Clivagem 
spe-miR167-1-5p Sopen04g029200.1 3.0 15.396 1 20 905 924 UGAAGCUGCCAGCAUGAUCU AGAAUAUGCUGGUGGCUUUA Clivagem 
spe-miR167-1-5p Sopen04g030810.1 3.0 17.335 1 20 246 265 UGAAGCUGCCAGCAUGAUCU AGAUCAUGCUAGUAGUUUUG Tradução 
spe-miR167-1-5p Sopen07g006340.1 3.0 19.79 1 20 227 246 UGAAGCUGCCAGCAUGAUCU AGAUCAUUGAGGCAGCUUCA Tradução 
spe-miR167-2-3p Sopen03g030330.1 3.0 18.97 1 20 1368 1387 GAUCAUGUGGUUGCUUCACC UGUGAAGCAUUCAUAUGAUC Tradução 
spe-miR167-2-3p Sopen03g025940.1 2.5 18.607 1 20 291 310 GAUCAUGUGGUUGCUUCACC GGUGGAGCUACAACAUGAUC Tradução 
spe-miR167-2-3p Sopen04g036130.1 3.0 12.46 1 20 1080 1099 GAUCAUGUGGUUGCUUCACC UGUAAAGCAAACACAUGAUC Tradução 
spe-miR167-2-3p Sopen01g013360.1 3.0 14.561 1 20 867 886 GAUCAUGUGGUUGCUUCACC GAUGGACCAACUACAUGAUC Clivagem 
spe-miR167-2-5p Sopen03g003720.1 3.0 19.799 1 21 704 724 UGAAGCUGCCAGCAUGAUCUA UAGAUCAAGCUGGAAGCUUUG Clivagem 
spe-miR167-2-5p Sopen06g012940.1 3.0 20.335 1 20 836 855 UGAAGCUGCCAGCAUGAUCU UGAUUCUGCUGGUAGCUUCA Clivagem 
spe-miR167-2-5p Sopen04g029200.1 3.0 15.396 1 20 905 924 UGAAGCUGCCAGCAUGAUCU AGAAUAUGCUGGUGGCUUUA Clivagem 
spe-miR167-2-5p Sopen04g030810.1 3.0 17.335 1 20 246 265 UGAAGCUGCCAGCAUGAUCU AGAUCAUGCUAGUAGUUUUG Tradução 
spe-miR167-2-5p Sopen07g006340.1 3.0 19.79 1 20 227 246 UGAAGCUGCCAGCAUGAUCU AGAUCAUUGAGGCAGCUUCA Tradução 
spe-miR167-3-5p Sopen03g003720.1 3.0 19.799 1 21 704 724 UGAAGCUGCCAGCAUGAUCUA UAGAUCAAGCUGGAAGCUUUG Clivagem 
spe-miR167-3-5p Sopen06g012940.1 3.0 20.335 1 20 836 855 UGAAGCUGCCAGCAUGAUCU UGAUUCUGCUGGUAGCUUCA Clivagem 
spe-miR167-3-5p Sopen04g029200.1 3.0 15.396 1 20 905 924 UGAAGCUGCCAGCAUGAUCU AGAAUAUGCUGGUGGCUUUA Clivagem 
spe-miR167-3-5p Sopen04g030810.1 3.0 17.335 1 20 246 265 UGAAGCUGCCAGCAUGAUCU AGAUCAUGCUAGUAGUUUUG Tradução 
spe-miR167-3-5p Sopen07g006340.1 3.0 19.79 1 20 227 246 UGAAGCUGCCAGCAUGAUCU AGAUCAUUGAGGCAGCUUCA Tradução 
spe-miR167a-3p Sopen10g009740.1 2.5 23.238 1 20 1927 1946 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCCAUAUGGUU Clivagem 
spe-miR167a-3p Sopen07g009090.1 2.5 21.571 1 20 469 488 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUACAUGGUU Clivagem 
spe-miR167a-3p Sopen10g026500.1 3.0 21.555 1 20 3718 3737 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen02g009050.1 3.0 23.771 1 20 469 488 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen04g020870.2 3.0 23.782 1 20 370 389 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen02g009520.1 3.0 22.517 1 20 193 212 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
 306 
 
spe-miR167a-3p Sopen02g002140.1 3.0 23.661 1 20 514 533 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen10g010120.1 3.0 20.141 1 20 1957 1976 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen07g015530.1 3.0 23.77 1 20 547 566 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen06g010220.2 3.0 22.257 1 20 3124 3143 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen05g013200.1 3.0 24.514 1 20 370 389 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen02g009210.2 3.0 24.695 1 20 4651 4670 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen06g016950.1 3.0 24.599 1 20 397 416 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen05g014680.1 3.0 22.527 1 20 2371 2390 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen04g010950.1 3.0 22.595 1 20 514 533 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen02g009000.1 3.0 21.867 1 20 235 254 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen05g013340.1 3.0 19.372 1 20 742 761 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen06g009060.1 3.0 21.41 1 20 2890 2909 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen04g014900.1 3.0 19.873 1 20 154 173 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen04g011220.1 3.0 20.71 1 20 223 242 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen11g014250.1 3.0 23.821 1 20 1105 1124 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen07g016480.1 3.0 24.328 1 20 445 464 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen08g012110.1 3.0 24.527 1 20 622 641 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen03g020660.1 3.0 23.254 1 20 253 272 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen05g018700.1 3.0 20.56 1 20 694 713 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen05g019160.1 3.0 24.728 1 20 463 482 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen05g027810.1 3.0 20.624 1 20 1753 1772 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen10g017240.1 3.0 24.862 1 20 397 416 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen09g022250.1 3.0 22.499 1 20 469 488 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen12g027520.1 3.0 19.6 1 20 160 179 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen10g010100.1 3.0 22.962 1 20 2806 2825 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen06g005370.1 3.0 23.646 1 20 631 650 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen01g018760.1 3.0 23.231 1 20 391 410 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen04g014490.1 3.0 21.782 1 20 1147 1166 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen04g018390.1 3.0 23.576 1 20 469 488 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen08g010650.1 3.0 23.5 1 20 370 389 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen12g019450.1 3.0 23.675 1 20 469 488 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen02g007340.1 3.0 24.196 1 20 469 488 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen06g008250.1 3.0 23.594 1 20 391 410 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen04g022410.1 3.0 22.427 1 20 469 488 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen05g012110.1 3.0 17.546 1 20 220 239 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
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spe-miR167a-3p Sopen12g010650.1 3.0 20.705 1 20 682 701 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen07g009080.1 3.0 21.823 1 20 361 380 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen12g011720.1 3.0 23.162 1 20 463 482 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen04g015720.1 3.0 23.562 1 20 640 659 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen06g015490.1 3.0 20.822 1 20 268 287 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen08g013960.1 3.0 23.895 1 20 223 242 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen07g021320.1 3.0 22.545 1 20 238 257 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen11g021890.1 3.0 22.841 1 20 844 863 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen10g012650.1 3.0 23.339 1 20 1285 1304 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUACGUGGUU Clivagem 
spe-miR167a-3p Sopen06g006380.1 3.0 22.645 1 20 439 458 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen02g002230.1 3.0 24.91 1 20 220 239 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen04g018340.1 3.0 21.613 1 20 322 341 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen04g011220.2 3.0 20.71 1 20 223 242 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen06g008820.1 3.0 24.1 1 20 535 554 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen07g019220.1 3.0 22.977 1 20 361 380 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen08g013090.1 3.0 21.378 1 20 259 278 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen01g018360.1 3.0 24.702 1 20 553 572 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen11g018990.1 3.0 23.794 1 20 397 416 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen09g013680.1 3.0 21.417 1 20 235 254 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen05g015900.1 3.0 16.166 1 20 4 23 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen12g015030.1 3.0 21.858 1 20 469 488 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen01g018470.1 3.0 23.678 1 20 421 440 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen10g024170.1 3.0 23.235 1 20 250 269 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen05g015660.1 3.0 22.343 1 20 556 575 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen01g020210.1 3.0 20.687 1 20 469 488 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen07g006150.1 3.0 22.41 1 20 1303 1322 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen07g016260.1 3.0 24.69 1 20 469 488 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen05g025580.1 3.0 22.183 1 20 160 179 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen05g010690.1 3.0 24.85 1 20 475 494 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen05g021960.1 3.0 15.465 1 20 403 422 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen04g015860.1 3.0 24.933 1 20 688 707 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen01g033770.1 3.0 19.016 1 20 178 197 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen11g011550.1 3.0 19.889 1 20 361 380 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen07g007230.1 3.0 22.974 1 20 469 488 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen07g011550.1 3.0 21.885 1 20 397 416 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
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spe-miR167a-3p Sopen11g014060.1 3.0 22.413 1 20 469 488 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen05g021490.1 3.0 23.054 1 20 469 488 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen06g011410.1 3.0 22.87 1 20 154 173 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen01g015560.1 3.0 22.333 1 20 562 581 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen07g008170.1 3.0 24.67 1 20 469 488 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen06g010270.1 3.0 22.106 1 20 361 380 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen01g010240.1 3.0 24.795 1 20 361 380 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen09g010290.1 3.0 23.143 1 20 469 488 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen11g023040.1 3.0 24.326 1 20 394 413 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen05g020430.1 3.0 24.018 1 20 1729 1748 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen07g020980.1 3.0 22.484 1 20 661 680 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen07g007890.1 3.0 24.736 1 20 181 200 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen07g010960.1 3.0 22.843 1 20 1297 1316 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen05g025900.1 3.0 23.3 1 20 541 560 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-3p Sopen03g020650.1 3.0 23.822 1 20 469 488 GAUCAUGUGGCAGCCUCACC GGAGAGGCUGCUAUAUGGUU Clivagem 
spe-miR167a-5p Sopen03g003720.1 3.0 19.799 1 21 704 724 UGAAGCUGCCAGCAUGAUCUA UAGAUCAAGCUGGAAGCUUUG Clivagem 
spe-miR167a-5p Sopen06g012940.1 3.0 20.335 1 20 836 855 UGAAGCUGCCAGCAUGAUCU UGAUUCUGCUGGUAGCUUCA Clivagem 
spe-miR167a-5p Sopen04g029200.1 3.0 15.396 1 20 905 924 UGAAGCUGCCAGCAUGAUCU AGAAUAUGCUGGUGGCUUUA Clivagem 
spe-miR167a-5p Sopen04g030810.1 3.0 17.335 1 20 246 265 UGAAGCUGCCAGCAUGAUCU AGAUCAUGCUAGUAGUUUUG Tradução 
spe-miR167a-5p Sopen07g006340.1 3.0 19.79 1 20 227 246 UGAAGCUGCCAGCAUGAUCU AGAUCAUUGAGGCAGCUUCA Tradução 
spe-miR167h-3p Sopen07g034760.1 3.0 17.386 1 21 1323 1343 AUCAUGCUGGCAGCUUCAACU AGUUGGAGUGGCUAGCGUGAU Clivagem 
spe-miR168a-3p Sopen01g035540.1 3.0 21.549 1 21 2375 2395 CCUGCCUUGCAUCAACUGAAU AGUCGGUUGAUGCAAGUCAGG Clivagem 
spe-miR168a-3p Sopen05g011450.1 3.0 17.309 1 20 521 540 CCUGCCUUGCAUCAACUGAA UCCAGUUCAUGCAAGGCAGU Clivagem 
spe-miR168a-5p Sopen03g028990.1 2.5 19.306 1 20 612 631 UCGCUUGGUGCAGGUCGGGA UCCCGAGCUGCACCAAGCAA Clivagem 
spe-miR168a-5p Sopen06g028670.1 2.5 23.686 1 20 336 355 UCGCUUGGUGCAGGUCGGGA UCCCGAGCUGCACCAAGCAA Clivagem 
spe-miR168a-5p Sopen05g024890.1 3.0 17.379 1 20 156 176 UCGCUUGGUGCAGG-UCGGGA UCCCGAUCCUACACCAAGCGA Tradução 
spe-miR168a-5p Sopen00g001810.1 3.0 20.892 1 19 1876 1895 UCGCUUGGUGCAGG-UCGGG CCCGAUCCUCCACCAAGCGA Tradução 
spe-miR168b-3p Sopen06g033090.1 3.0 23.261 1 20 873 892 CCCGCCUUGCAUCAACUGAA UUCAGUUGAUGCAGGGCGAU Clivagem 
spe-miR168b-3p Sopen02g006370.1 3.0 21.959 1 20 318 337 CCCGCCUUGCAUCAACUGAA UUUAGUUGUUGCAAGGUGGU Clivagem 
spe-miR168b-3p Sopen03g011150.1 3.0 23.861 1 20 180 199 CCCGCCUUGCAUCAACUGAA UUUAGGUGAUGCUAGGUGGG Clivagem 
spe-miR168b-5p Sopen03g028990.1 2.5 19.306 1 20 612 631 UCGCUUGGUGCAGGUCGGGA UCCCGAGCUGCACCAAGCAA Clivagem 
spe-miR168b-5p Sopen06g028670.1 2.5 23.686 1 20 336 355 UCGCUUGGUGCAGGUCGGGA UCCCGAGCUGCACCAAGCAA Clivagem 
spe-miR168b-5p Sopen05g024890.1 3.0 17.379 1 20 156 176 UCGCUUGGUGCAGG-UCGGGA UCCCGAUCCUACACCAAGCGA Tradução 
spe-miR168b-5p Sopen00g001810.1 3.0 20.892 1 19 1876 1895 UCGCUUGGUGCAGG-UCGGG CCCGAUCCUCCACCAAGCGA Tradução 
spe-miR169-1-3p Sopen05g031520.1 3.0 23.85 1 22 530 551 CCGGCAAGUUGUUUUUGGCUAU GUAGCCAAGGACAAGUUGUUGG Clivagem 
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spe-miR169-1-3p Sopen01g037910.1 3.0 15.109 1 21 60 80 CCGGCAAGUUGUUUUUGGCUA UAGCCAGAAAAAACUUGCUGC Tradução 
spe-miR169-1-3p Sopen12g017580.1 3.0 14.337 1 20 384 403 CCGGCAAGUUGUUUUUGGCU CGCCGAAAACAACUUGCCAG Clivagem 
spe-miR169-1-3p Sopen01g037810.1 2.5 15.751 1 20 9 28 CCGGCAAGUUGUUUUUGGCU AGCUAAAAGCGAAUUGCCGG Clivagem 
spe-miR169-1-3p Sopen01g030750.1 3.0 15.665 1 20 1552 1571 CCGGCAAGUUGUUUUUGGCU AGCCAAAAUCAACUUUCUGG Clivagem 
spe-miR169-1-3p Sopen02g030400.1 3.0 13.469 1 20 1032 1052 CCGGCAAGUUGUU-UUUGGCU GGCCAAGGAACAACUUGUCGG Clivagem 
spe-miR169-1-3p Sopen01g033440.1 3.0 16.754 1 20 226 244 CCGGCAAGUUGUUUUUGGCU AGUCAAAAACAA-UUGUCGG Clivagem 
spe-miR169-1-5p Sopen02g010830.1 2.5 20.016 1 20 2894 2913 CAGCCAAGGAUGACUUGCCG CCGCAAGACAUCUUUGGCUG Clivagem 
spe-miR169-1-5p Sopen02g010310.1 2.5 24.327 1 20 3054 3073 CAGCCAAGGAUGACUUGCCG CCGCAAGACAUCUUUGGCUG Clivagem 
spe-miR169-1-5p Sopen08g024380.1 3.0 20.941 1 20 333 352 CAGCCAAGGAUGACUUGCCG CCGCAAGUUAUUAUUGGCUG Clivagem 
spe-miR169-1-5p Sopen09g029840.1 3.0 13.598 1 20 2906 2925 CAGCCAAGGAUGACUUGCCG UGGCAAGUGAUUAUUGGCUG Clivagem 
spe-miR169-2-5p Sopen06g026220.1 3.0 22.05 1 20 645 664 UAGCCAAGGAUGACUUGCCU UCGCAAGGCAUCCUUGGCUA Clivagem 
spe-miR169-2-5p Sopen12g002010.1 3.0 13.293 1 21 677 697 UAGCCAAGGAUGACUUGCCUA UAGGUAAGACAACUUUGGCUA Tradução 
spe-miR169-3-3p Sopen09g021180.1 3.0 19.604 1 21 1295 1315 GCAGGUCAUCUUUAGCUAACU AGUUCCCUGAGGAUGACCUGC Clivagem 
spe-miR169-3-3p Sopen05g002290.1 3.0 14.716 1 21 236 256 GCAGGUCAUCUUUAGCUAACU GGCUUGGUAAAGAUGACCUGC Clivagem 
spe-miR169-4-3p Sopen09g021180.1 3.0 19.604 1 21 1295 1315 GCAGGUCAUCUUUAGCUAACU AGUUCCCUGAGGAUGACCUGC Clivagem 
spe-miR169-4-3p Sopen05g002290.1 3.0 14.716 1 21 236 256 GCAGGUCAUCUUUAGCUAACU GGCUUGGUAAAGAUGACCUGC Clivagem 
spe-miR169-4-5p Sopen06g026220.1 3.0 22.05 1 20 645 664 UAGCCAAGGAUGACUUGCCU UCGCAAGGCAUCCUUGGCUA Clivagem 
spe-miR169-4-5p Sopen12g002010.1 3.0 13.293 1 21 677 697 UAGCCAAGGAUGACUUGCCUG UAGGUAAGACAACUUUGGCUA Tradução 
spe-miR169-5-3p Sopen01g040400.1 3.0 18.798 1 20 581 600 GGCAAGUGGUCCUUGGCUAC GUAGACAAGGAUCCCUUGCC Clivagem 
spe-miR169-5-3p Sopen01g040400.2 3.0 18.798 1 20 2501 2520 GGCAAGUGGUCCUUGGCUAC GUAGACAAGGAUCCCUUGCC Clivagem 
spe-miR169-5-5p Sopen02g010830.1 2.5 20.016 1 20 2894 2913 CAGCCAAGGAUGACUUGCCG CCGCAAGACAUCUUUGGCUG Clivagem 
spe-miR169-5-5p Sopen02g010310.1 2.5 24.327 1 20 3054 3073 CAGCCAAGGAUGACUUGCCG CCGCAAGACAUCUUUGGCUG Clivagem 
spe-miR169-5-5p Sopen08g024380.1 3.0 20.941 1 20 333 352 CAGCCAAGGAUGACUUGCCG CCGCAAGUUAUUAUUGGCUG Clivagem 
spe-miR169-5-5p Sopen09g029840.1 3.0 13.598 1 20 2906 2925 CAGCCAAGGAUGACUUGCCG UGGCAAGUGAUUAUUGGCUG Clivagem 
spe-miR169a-1-3p Sopen09g004720.1 2.5 14.761 1 20 674 693 GGCAAGUUGUUCUUGGCUAU AUGGCCAAGAAGAAUUUGUC Tradução 
spe-miR169a-1-3p Sopen09g034510.2 3.0 16.42 1 21 868 888 GGCAAGUUGUUCUUGGCUAUA UAUAGGCAAGAAGAAUUUGCU Tradução 
spe-miR169a-1-3p Sopen09g034510.1 3.0 16.42 1 21 865 885 GGCAAGUUGUUCUUGGCUAUA UAUAGGCAAGAAGAAUUUGCU Tradução 
spe-miR169a-1-3p Sopen06g031640.1 3.0 10.883 1 20 1229 1248 GGCAAGUUGUUCUUGGCUAU AUGGACAAGGACAAUUUGCU Clivagem 
spe-miR169a-1-3p Sopen09g033070.1 3.0 19.154 1 20 542 561 GGCAAGUUGUUCUUGGCUAU AUGGACAAGAACGACUUGUU Clivagem 
spe-miR169a-1-3p Sopen02g021640.1 3.0 9.513 1 20 1405 1424 GGCAAGUUGUUCUUGGCUAU AUGGCCAAGUACAACUUACC Tradução 
spe-miR169a-1-3p Sopen04g030460.1 3.0 16.622 1 20 154 173 GGCAAGUUGUUCUUGGCUAU AAGGCUAAGAACAAUUUGUC Clivagem 
spe-miR169a-1-5p Sopen02g010830.1 2.5 20.016 1 20 2894 2913 CAGCCAAGGAUGACUUGCCG CCGCAAGACAUCUUUGGCUG Clivagem 
spe-miR169a-1-5p Sopen02g010310.1 2.5 24.327 1 20 3054 3073 CAGCCAAGGAUGACUUGCCG CCGCAAGACAUCUUUGGCUG Clivagem 
spe-miR169a-1-5p Sopen08g024380.1 3.0 20.941 1 20 333 352 CAGCCAAGGAUGACUUGCCG CCGCAAGUUAUUAUUGGCUG Clivagem 
spe-miR169a-1-5p Sopen09g029840.1 3.0 13.598 1 20 2906 2925 CAGCCAAGGAUGACUUGCCG UGGCAAGUGAUUAUUGGCUG Clivagem 
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spe-miR169a-2-5p Sopen02g010830.1 2.5 20.016 1 20 2894 2913 CAGCCAAGGAUGACUUGCCG CCGCAAGACAUCUUUGGCUG Clivagem 
spe-miR169a-2-5p Sopen02g010310.1 2.5 24.327 1 20 3054 3073 CAGCCAAGGAUGACUUGCCG CCGCAAGACAUCUUUGGCUG Clivagem 
spe-miR169a-2-5p Sopen08g024380.1 3.0 20.941 1 20 333 352 CAGCCAAGGAUGACUUGCCG CCGCAAGUUAUUAUUGGCUG Clivagem 
spe-miR169a-2-5p Sopen09g029840.1 3.0 13.598 1 20 2906 2925 CAGCCAAGGAUGACUUGCCG UGGCAAGUGAUUAUUGGCUG Clivagem 
spe-miR169c-5p Sopen02g010830.1 2.5 20.016 1 20 2894 2913 CAGCCAAGGAUGACUUGCCG CCGCAAGACAUCUUUGGCUG Clivagem 
spe-miR169c-5p Sopen02g010310.1 2.5 24.327 1 20 3054 3073 CAGCCAAGGAUGACUUGCCG CCGCAAGACAUCUUUGGCUG Clivagem 
spe-miR169c-5p Sopen08g024380.1 3.0 20.941 1 20 333 352 CAGCCAAGGAUGACUUGCCG CCGCAAGUUAUUAUUGGCUG Clivagem 
spe-miR169c-5p Sopen09g029840.1 3.0 13.598 1 20 2906 2925 CAGCCAAGGAUGACUUGCCG UGGCAAGUGAUUAUUGGCUG Clivagem 
spe-miR169e-3p Sopen06g033960.1 2.5 10.328 1 21 2459 2479 UGGCAAGCAUCUUUGGCGACU AGUUAUCAAAGAUGCUUGUCA Clivagem 
spe-miR169e-3p Sopen12g019050.1 2.5 21.926 1 20 1012 1031 UGGCAAGCAUCUUUGGCGAC GUUGCUGAAGGUGCUUGCCG Clivagem 
spe-miR169e-3p Sopen06g025900.1 3.0 20.942 1 21 177 197 UGGCAAGCAUCUUUGGCGACU AGUUGCCAAAGGUCCUUGCUG Clivagem 
spe-miR169e-3p Sopen12g010190.1 3.0 22.63 1 21 903 923 UGGCAAGCAUCUUUGGCGACU GGUUGCCAAGGAUGGUUGCUA Clivagem 
spe-miR169e-3p Sopen06g009510.1 3.0 16.79 1 21 1263 1283 UGGCAAGCAUCUUUGGCGACU AGUCGUCAAAGGUUUUUGUCA Clivagem 
spe-miR169e-3p Sopen03g041740.1 3.0 18.566 1 21 1519 1539 UGGCAAGCAUCUUUGGCGACU AGUGGUGAAAGAUGCUUGCCG Clivagem 
spe-miR169e-3p Sopen03g034070.1 3.0 13.677 1 19 93 112 UGGCAAGCAU-CUUUGGCGA UCGUCAAAGUAUGCUUGCUA Tradução 
spe-miR169e-5p Sopen06g026220.1 3.0 22.05 1 20 645 664 UAGCCAAGGAUGACUUGCCU UCGCAAGGCAUCCUUGGCUA Clivagem 
spe-miR169e-5p Sopen12g002010.1 3.0 13.293 1 22 676 697 UAGCCAAGGAUGACUUGCCUUU AUAGGUAAGACAACUUUGGCUA Tradução 
spe-miR171-1-3p Sopen08g027270.1 2.0 18.525 1 21 1077 1097 UAAUUGAGCCGUGCCAAUAUC GAUAUUGGCGCGGCUCAAUCA Clivagem 
spe-miR171-1-3p Sopen01g036680.1 2.0 21.062 1 21 1287 1307 UAAUUGAGCCGUGCCAAUAUC GAUAUUGGCGCGGCUCAAUCA Clivagem 
spe-miR171-1-3p Sopen09g005820.1 2.5 17.423 1 20 583 602 UAAUUGAGCCGUGCCAAUAU AUAUUGGCAUGGGUUGAUUA Clivagem 
spe-miR171-1-5p Sopen03g004550.1 3.0 23.906 1 21 128 148 AGAUAUUGGUGCGGUUCAAUU AAUUGGAGCGCGUCAAUGUCU Clivagem 
spe-miR171-1-5p Sopen11g024620.1 2.5 24.927 1 21 238 258 AGAUAUUGGUGCGGUUCAAUU GAUGGAACUGCAGCAAUAUCU Tradução 
spe-miR171-2-3p Sopen01g036680.1 0.0 21.062 1 20 1288 1307 UGAUUGAGCCGCGCCAAUAU AUAUUGGCGCGGCUCAAUCA Clivagem 
spe-miR171-2-3p Sopen08g027270.1 0.0 18.525 1 20 1078 1097 UGAUUGAGCCGCGCCAAUAU AUAUUGGCGCGGCUCAAUCA Clivagem 
spe-miR171-2-3p Sopen05g023420.1 3.0 21.929 1 20 35 54 UGAUUGAGCCGCGCCAAUAU AUAUUGGCGUGGCUAAAUCU Clivagem 
spe-miR171-2-3p Sopen02g001660.1 3.0 17.329 1 20 335 354 UGAUUGAGCCGCGCCAAUAU AUGUUGUGGUGGCUCAAUCA Clivagem 
spe-miR171-2-3p Sopen02g030270.1 3.0 18.109 1 20 586 605 UGAUUGAGCCGCGCCAAUAU AUACUGGCACGCCUCAAUCA Tradução 
spe-miR171-2-5p Sopen03g040550.1 2.5 14.523 1 21 731 751 UAUUGGUGCGGUUCAAUGAGA UUUCAUUGAAUUGCACUAAUG Clivagem 
spe-miR171-2-5p Sopen10g015270.1 3.0 15.194 1 20 795 814 UAUUGGUGCGGUUCAAUGAG UUUAUUGGACUGUACCAAUG Clivagem 
spe-miR171-2-5p Sopen03g021950.1 3.0 18.962 1 20 460 479 UAUUGGUGCGGUUCAAUGAG CUUGUUGAAUCGCACCAAGA Clivagem 
spe-miR171-2-5p Sopen07g024510.1 3.0 18.009 1 20 435 454 UAUUGGUGCGGUUCAAUGAG CUCGUUGAACUUCACCGAUG Tradução 
spe-miR171-2-5p Sopen12g018860.1 3.0 18.899 1 20 317 336 UAUUGGUGCGGUUCAAUGAG CUUAUUGCAUGGCACCAAUA Tradução 
spe-miR171-2-5p Sopen12g014050.2 3.0 17.969 1 20 1605 1624 UAUUGGUGCGGUUCAAUGAG CUAUUUGAAGCGCACCAAUA Tradução 
spe-miR171-2-5p Sopen12g014050.3 3.0 17.969 1 20 858 877 UAUUGGUGCGGUUCAAUGAG CUAUUUGAAGCGCACCAAUA Tradução 
spe-miR171-3-3p Sopen08g003030.1 2.5 12.604 1 21 535 555 UAAUUGAACCGCACCAAUAUC GAUAUUUCUGCGGUUCAAUUG Clivagem 
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spe-miR171-3-5p Sopen03g015010.1 3.0 22.99 1 20 1609 1628 GAUAUUGGCACGGCUCAAUU AAUGGAGAUGUGCCAGUAUC Clivagem 
spe-miR171-3p Sopen08g027270.1 0.5 18.525 1 21 1077 1097 UGAUUGAGCCGUGCCAAUAUC GAUAUUGGCGCGGCUCAAUCA Clivagem 
spe-miR171-3p Sopen01g036680.1 0.5 21.062 1 21 1287 1307 UGAUUGAGCCGUGCCAAUAUC GAUAUUGGCGCGGCUCAAUCA Clivagem 
spe-miR171-3p Sopen02g030270.1 2.0 18.109 1 21 585 605 UGAUUGAGCCGUGCCAAUAUC GAUACUGGCACGCCUCAAUCA Tradução 
spe-miR171-3p Sopen08g030180.1 2.5 19.248 1 20 3464 3483 UGAUUGAGCCGUGCCAAUAU AUAUUGGCAUGGCUCUAUCG Clivagem 
spe-miR171-3p Sopen09g005820.1 3.0 17.423 1 20 583 602 UGAUUGAGCCGUGCCAAUAU AUAUUGGCAUGGGUUGAUUA Clivagem 
spe-miR171-4-3p Sopen01g036680.1 1.0 20.723 1 21 1284 1304 UUGAGCCGCGUCAAUAUCUCU AGGGAUAUUGGCGCGGCUCAA Clivagem 
spe-miR171-4-3p Sopen08g027270.1 2.5 16.529 1 20 1075 1094 UUGAGCCGCGUCAAUAUCUC AUGAUAUUGGCGCGGCUCAA Clivagem 
spe-miR171-4-3p Sopen11g008200.1 3.0 24.304 1 21 381 401 UUGAGCCGCGUCAAUAUCUCU AGUGAUAUUGGUUCGGCUCAA Tradução 
spe-miR171-4-3p Sopen04g014060.1 3.0 23.227 1 21 31 51 UUGAGCCGCGUCAAUAUCUCU AGUGAUGUUGUCGUGGCUCAA Tradução 
spe-miR171-4-3p Sopen07g024130.1 2.5 17.769 1 20 46 65 UUGAGCCGCGUCAAUAUCUC GAGAUAUUGAAGAGGCUCGA Tradução 
spe-miR171-4-3p Sopen12g011110.1 3.0 18.349 1 21 1245 1265 UUGAGCCGCGUCAAUAUCUCU GGAGGUAUUGAAGAGGUUCAA Tradução 
spe-miR171-4-5p Sopen11g024620.1 2.5 24.927 1 21 238 258 AGAUAUUGAUGCGGUUCAAUC GAUGGAACUGCAGCAAUAUCU Tradução 
spe-miR171-4-5p Sopen03g004550.1 2.5 23.906 1 20 129 148 AGAUAUUGAUGCGGUUCAAU AUUGGAGCGCGUCAAUGUCU Clivagem 
spe-miR171-4-5p Sopen04g019740.1 3.0 19.526 1 20 118 137 AGAUAUUGAUGCGGUUCAAU AUGGAACCACGUCAAUAUUU Clivagem 
spe-miR171-5-3p Sopen08g027270.1 0.5 18.525 1 21 1077 1097 UGAUUGAGCCGUGCCAAUAUC GAUAUUGGCGCGGCUCAAUCA Clivagem 
spe-miR171-5-3p Sopen01g036680.1 0.5 21.062 1 21 1287 1307 UGAUUGAGCCGUGCCAAUAUC GAUAUUGGCGCGGCUCAAUCA Clivagem 
spe-miR171-5-3p Sopen02g030270.1 2.0 18.109 1 21 585 605 UGAUUGAGCCGUGCCAAUAUC GAUACUGGCACGCCUCAAUCA Tradução 
spe-miR171-5-3p Sopen08g030180.1 2.5 19.248 1 20 3464 3483 UGAUUGAGCCGUGCCAAUAU AUAUUGGCAUGGCUCUAUCG Clivagem 
spe-miR171-5-3p Sopen09g005820.1 3.0 17.423 1 20 583 602 UGAUUGAGCCGUGCCAAUAU AUAUUGGCAUGGGUUGAUUA Clivagem 
spe-miR171-5p Sopen05g001140.1 3.0 12.239 1 21 4792 4812 UGGGAUGUUGGUGUGGUUCAA UUGGACAACAUCAACAUUUCA Clivagem 
spe-miR171-5p Sopen08g016830.1 3.0 9.389 1 20 431 450 UGGGAUGUUGGUGUGGUUCA AGAACCACACUGGCAUCUCA Clivagem 
spe-miR171-5p Sopen01g032170.1 2.5 15.784 1 20 821 840 UGGGAUGUUGGUGUGGUUCA UUAACUACACCAACAUUUCA Clivagem 
spe-miR171-5p Sopen10g013210.1 3.0 15.114 1 20 1841 1860 UGGGAUGUUGGUGUGGUUCA UGAACAACACUAGCAUCCCU Clivagem 
spe-miR171-5p Sopen11g027150.1 3.0 19.197 1 20 764 783 UGGGAUGUUGGUGUGGUUCA UGGGCCACACAGACAUUCCA Tradução 
spe-miR171-6-3p Sopen08g027270.1 1.0 18.525 1 21 1077 1097 UGAUUGAGCCGUGUCAAUAUC GAUAUUGGCGCGGCUCAAUCA Clivagem 
spe-miR171-6-3p Sopen01g036680.1 1.0 21.062 1 21 1287 1307 UGAUUGAGCCGUGUCAAUAUC GAUAUUGGCGCGGCUCAAUCA Clivagem 
spe-miR171-6-3p Sopen02g030270.1 2.5 18.109 1 21 585 605 UGAUUGAGCCGUGUCAAUAUC GAUACUGGCACGCCUCAAUCA Tradução 
spe-miR171-6-3p Sopen01g029300.1 2.5 21.155 1 20 596 615 UGAUUGAGCCGUGUCAAUAU UUCUUGACAUGGCUCAAUCA Clivagem 
spe-miR171-6-3p Sopen11g015160.1 3.0 16.395 1 20 4172 4191 UGAUUGAGCCGUGUCAAUAU GUAUUGAUAUGGCUCAAUUU Clivagem 
spe-miR171-6-3p Sopen08g030180.1 3.0 19.248 1 20 3464 3483 UGAUUGAGCCGUGUCAAUAU AUAUUGGCAUGGCUCUAUCG Clivagem 
spe-miR171-6-3p Sopen01g038760.1 3.0 18.702 1 21 346 366 UGAUUGAGCCGUGUCAAUAUC GAUGUUAAAAUGGCUCAAUCA Clivagem 
spe-miR171-7-3p Sopen11g008200.1 1.0 24.304 1 20 382 401 GUGAGCCGAACCAAUAUCAC GUGAUAUUGGUUCGGCUCAA Clivagem 
spe-miR171-7-3p Sopen08g022810.1 2.5 21.349 1 20 1817 1836 GUGAGCCGAACCAAUAUCAC GUGAUGUUGGUUUGGCUCGG Clivagem 
spe-miR171-7-3p Sopen11g016480.1 2.5 14.686 1 20 329 348 GUGAGCCGAACCAAUAUCAC AUGAUGUUGGUUCGGUUCAU Clivagem 
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spe-miR171-7-3p Sopen07g031990.1 3.0 8.117 1 20 284 303 GUGAGCCGAACCAAUAUCAC UCGAUAUUGGUUUGGCUCAU Clivagem 
spe-miR171-7-3p Sopen07g028130.1 3.0 23.689 1 20 341 360 GUGAGCCGAACCAAUAUCAC CUGAUAUUGGUCCGGCUCGU Tradução 
spe-miR171-7-3p Sopen08g008920.1 3.0 19.761 1 21 1468 1488 GUGAGCCGAACCAAUAUCACG UGUGAAAUGGGUUCGGUUCAU Clivagem 
spe-miR171-7-3p Sopen05g018610.1 3.0 14.664 1 20 1997 2016 GUGAGCCGAACCAAUAUCAC GUGAAUUUGGUUCGGUUCAU Clivagem 
spe-miR171-7-3p Sopen01g022310.1 3.0 15.784 1 20 1376 1395 GUGAGCCGAACCAAUAUCAC GUGAUUUUGCUUCGGUUCAU Tradução 
spe-miR171-7-5p Sopen01g051050.1 3.0 17.694 1 21 522 542 AGUGAUAUUGGUUCGGCUCAU GUUAGCAGAACUGAUAUCACU Clivagem 
spe-miR171-7-5p Sopen09g031280.1 3.0 19.31 1 22 1303 1323 AGUGAUAUUGGUUCGGCUCAUC GUUGAGCCGAAUUA-UAUCACU Clivagem 
spe-miR171a-3p Sopen08g027270.1 0.5 18.525 1 20 1078 1097 UGAUUGAGCCGUGCCAAUAU AUAUUGGCGCGGCUCAAUCA Clivagem 
spe-miR171a-3p Sopen01g036680.1 0.5 21.062 1 20 1288 1307 UGAUUGAGCCGUGCCAAUAU AUAUUGGCGCGGCUCAAUCA Clivagem 
spe-miR171a-3p Sopen08g030180.1 2.5 19.248 1 20 3464 3483 UGAUUGAGCCGUGCCAAUAU AUAUUGGCAUGGCUCUAUCG Clivagem 
spe-miR171a-3p Sopen02g030270.1 2.0 18.109 1 20 586 605 UGAUUGAGCCGUGCCAAUAU AUACUGGCACGCCUCAAUCA Tradução 
spe-miR171a-3p Sopen09g005820.1 3.0 17.423 1 20 583 602 UGAUUGAGCCGUGCCAAUAU AUAUUGGCAUGGGUUGAUUA Clivagem 
spe-miR171e-1-3p Sopen01g036680.1 1.0 21.062 1 21 1287 1307 AGAUUGAGCCGCGCCAAUAUC GAUAUUGGCGCGGCUCAAUCA Clivagem 
spe-miR171e-1-3p Sopen08g027270.1 1.0 18.525 1 21 1077 1097 AGAUUGAGCCGCGCCAAUAUC GAUAUUGGCGCGGCUCAAUCA Clivagem 
spe-miR171e-1-3p Sopen05g023420.1 2.0 21.929 1 21 34 54 AGAUUGAGCCGCGCCAAUAUC GAUAUUGGCGUGGCUAAAUCU Clivagem 
spe-miR171e-1-3p Sopen07g034070.1 2.5 24.904 1 21 2398 2418 AGAUUGAGCCGCGCCAAUAUC GAUCUUGGCGCAGCUCGAUCU Tradução 
spe-miR171e-1-3p Sopen06g001160.1 3.0 7.741 1 20 14 33 AGAUUGAGCCGCGCCAAUAU AUAUGGGUGCUGCUCAAUUU Tradução 
spe-miR171e-1-5p Sopen01g001870.1 2.0 13.251 1 20 903 922 CGAUGUUGGUGAGGUUCAAU AUGGAAUCUCACCAACAUUG Clivagem 
spe-miR171e-1-5p Sopen09g031140.1 2.5 16.524 1 20 231 250 CGAUGUUGGUGAGGUUCAAU AUUGGACCUCACCGAUGUUG Clivagem 
spe-miR171e-1-5p Sopen03g007730.1 3.0 17.139 1 21 130 150 CGAUGUUGGUGAGGUUCAAUC GAUUCAUCUUCACCGACAUCG Clivagem 
spe-miR171e-1-5p Sopen08g020590.1 3.0 17.096 1 20 407 426 CGAUGUUGGUGAGGUUCAAU AUUCAACUUCAUCAACAUCA Clivagem 
spe-miR171e-1-5p Sopen10g005400.1 3.0 13.085 1 20 3700 3719 CGAUGUUGGUGAGGUUCAAU AUUGAAGCUCACCAAAAUUG Clivagem 
spe-miR171e-1-5p Sopen01g001730.1 3.0 16.775 1 20 924 943 CGAUGUUGGUGAGGUUCAAU AUGGAAUCUCACCAACAUAG Clivagem 
spe-miR171e-1-5p Sopen08g015960.1 3.0 18.044 1 20 975 994 CGAUGUUGGUGAGGUUCAAU AUUGAACAUCAGUGACAUCG Tradução 
spe-miR171e-2-3p Sopen01g036680.1 1.0 21.062 1 21 1287 1307 AGAUUGAGCCGCGCCAAUAUC GAUAUUGGCGCGGCUCAAUCA Clivagem 
spe-miR171e-2-3p Sopen08g027270.1 1.0 18.525 1 21 1077 1097 AGAUUGAGCCGCGCCAAUAUC GAUAUUGGCGCGGCUCAAUCA Clivagem 
spe-miR171e-2-3p Sopen05g023420.1 2.0 21.929 1 21 34 54 AGAUUGAGCCGCGCCAAUAUC GAUAUUGGCGUGGCUAAAUCU Clivagem 
spe-miR171e-2-3p Sopen07g034070.1 2.5 24.904 1 21 2398 2418 AGAUUGAGCCGCGCCAAUAUC GAUCUUGGCGCAGCUCGAUCU Tradução 
spe-miR171e-2-3p Sopen06g001160.1 3.0 7.741 1 20 14 33 AGAUUGAGCCGCGCCAAUAU AUAUGGGUGCUGCUCAAUUU Tradução 
spe-miR171e-2-5p Sopen01g001870.1 2.0 13.251 1 20 903 922 CGAUGUUGGUGAGGUUCAAU AUGGAAUCUCACCAACAUUG Clivagem 
spe-miR171e-2-5p Sopen09g031140.1 2.5 16.524 1 20 231 250 CGAUGUUGGUGAGGUUCAAU AUUGGACCUCACCGAUGUUG Clivagem 
spe-miR171e-2-5p Sopen03g007730.1 3.0 17.139 1 21 130 150 CGAUGUUGGUGAGGUUCAAUC GAUUCAUCUUCACCGACAUCG Clivagem 
spe-miR171e-2-5p Sopen08g020590.1 3.0 17.096 1 20 407 426 CGAUGUUGGUGAGGUUCAAU AUUCAACUUCAUCAACAUCA Clivagem 
spe-miR171e-2-5p Sopen10g005400.1 3.0 13.085 1 20 3700 3719 CGAUGUUGGUGAGGUUCAAU AUUGAAGCUCACCAAAAUUG Clivagem 
spe-miR171e-2-5p Sopen01g001730.1 3.0 16.775 1 20 924 943 CGAUGUUGGUGAGGUUCAAU AUGGAAUCUCACCAACAUAG Clivagem 
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spe-miR171e-2-5p Sopen08g015960.1 3.0 18.044 1 20 975 994 CGAUGUUGGUGAGGUUCAAU AUUGAACAUCAGUGACAUCG Tradução 
spe-miR172-1-3p Sopen11g030250.1 0.5 13.096 1 20 1332 1351 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172-1-3p Sopen11g030250.2 0.5 13.096 1 20 1287 1306 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172-1-3p Sopen04g020090.1 0.5 11.188 1 20 1104 1123 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172-1-3p Sopen02g037720.1 1.5 16.019 1 20 1440 1459 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-1-3p Sopen02g015090.1 1.5 16.771 1 20 1431 1450 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-1-3p Sopen03g008400.3 1.5 17.579 1 20 1344 1363 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-1-3p Sopen06g031890.1 1.5 12.791 1 20 1299 1318 AGAAUCUUGAUGAUGCUGCA GGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172-1-3p Sopen09g002150.1 1.5 10.959 1 20 1278 1297 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172-1-3p Sopen03g008400.2 1.5 17.579 1 20 1332 1351 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-1-3p Sopen09g002130.1 1.5 10.959 1 20 1275 1294 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172-1-3p Sopen10g033790.1 1.5 13.636 1 20 1242 1261 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172-1-3p Sopen06g031890.2 1.5 12.791 1 20 1254 1273 AGAAUCUUGAUGAUGCUGCA GGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172-1-3p Sopen09g002130.2 1.5 10.959 1 20 1230 1249 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172-1-3p Sopen03g008400.1 1.5 18.47 1 20 1128 1147 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-1-3p Sopen10g002630.2 2.5 17.691 1 21 1864 1884 AGAAUCUUGAUGAUGCUGCAU AUGUACCUUCAUCAAGAUUCU Clivagem 
spe-miR172-1-3p Sopen07g031900.1 2.5 18.332 1 21 1816 1836 AGAAUCUUGAUGAUGCUGCAU AUGUAUCUUCAUCAAGAUUCU Clivagem 
spe-miR172-1-3p Sopen10g002630.3 2.5 17.691 1 21 1258 1278 AGAAUCUUGAUGAUGCUGCAU AUGUACCUUCAUCAAGAUUCU Clivagem 
spe-miR172-1-3p Sopen03g037820.1 3.0 9.958 1 21 1345 1365 AGAAUCUUGAUGAUGCUGCAU AUGCAGCAAGUUCAAGAUUCU Tradução 
spe-miR172-1-3p Sopen11g006420.1 3.0 17.08 1 21 1126 1145 AGAAUCUUGAUGAUGCUGCAU AUGCAGC-UUAUCAAGAUUUU Clivagem 
spe-miR172-1-3p Sopen04g020260.1 3.0 21.984 1 21 256 275 AGAAUCUUGAUGAUGCUGCAU AUGCAGC-UUAUCAAGGUUCU Clivagem 
spe-miR172-1-3p Sopen06g034240.1 3.0 15.528 1 21 1403 1422 AGAAUCUUGAUGAUGCUGCAU GUGCAGC-UCGUCAAGAUUUU Clivagem 
spe-miR172-1-5p Sopen10g032510.1 1.5 19.135 1 20 1924 1943 GUAGCAUCAUCAAGAUUCAU GUGAGUCUUGAUGAUGCUAU Clivagem 
spe-miR172-1-5p Sopen07g019560.1 2.0 8.797 1 20 772 791 GUAGCAUCAUCAAGAUUCAU AUGAAUUUUGAUGAUGUUGU Clivagem 
spe-miR172-1-5p Sopen10g017470.1 2.5 19.139 1 21 876 896 GUAGCAUCAUCAAGAUUCAUA UGUGAGUCUUGAUCAUGCUAU Clivagem 
spe-miR172-1-5p Sopen00g003020.1 2.5 11.522 1 20 1 20 GUAGCAUCAUCAAGAUUCAU AUGAAUUUUGAUGAAGCUAU Clivagem 
spe-miR172-1-5p Sopen02g022280.1 3.0 11.595 1 21 228 248 GUAGCAUCAUCAAGAUUCAUA UAAGAGUUUUGAUGAUGUUGC Clivagem 
spe-miR172-1-5p Sopen11g011480.1 2.5 19.314 1 21 582 602 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGGUAAUGCUAC Clivagem 
spe-miR172-1-5p Sopen08g026540.1 3.0 16.489 1 20 376 395 GUAGCAUCAUCAAGAUUCAU AUGAAUUUUGAUGAUUUUAU Clivagem 
spe-miR172-1-5p Sopen08g019040.1 3.0 19.384 1 20 274 293 GUAGCAUCAUCAAGAUUCAU AUGAGUCUUGAUGAUCCUGU Clivagem 
spe-miR172-1-5p Sopen09g029230.1 3.0 14.275 1 20 784 803 GUAGCAUCAUCAAGAUUCAU AUGAAUCUUGGUGAUGAUGU Clivagem 
spe-miR172-1-5p Sopen05g014030.1 3.0 13.19 1 20 598 617 GUAGCAUCAUCAAGAUUCAU AUGAAUUUUGAUGAAGCUGU Clivagem 
spe-miR172-1-5p Sopen10g023950.1 3.0 8.758 1 20 226 245 GUAGCAUCAUCAAGAUUCAU AUGAAUUUUGAUGAAGCUGU Clivagem 
spe-miR172-1-5p Sopen06g021350.1 3.0 12.74 1 21 738 758 GUAGCAUCAUCAAGAUUCAUA UAUUGAACUUGAUGAUGUUAC Clivagem 
spe-miR172-1-5p Sopen08g002930.1 3.0 14.512 1 21 735 755 GUAGCAUCAUCAAGAUUCAUA UAUUGAGCUUGAUGAUGUUAC Clivagem 
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spe-miR172-1-5p Sopen06g021350.2 3.0 12.74 1 21 735 755 GUAGCAUCAUCAAGAUUCAUA UAUUGAACUUGAUGAUGUUAC Clivagem 
spe-miR172-1-5p Sopen09g024810.1 3.0 21.684 1 21 99 119 GUAGCAUCAUCAAGAUUCAUA UAUGGAUAUUGAUUAUGCUAU Clivagem 
spe-miR172-1-5p Sopen11g011620.1 3.0 24.941 1 21 99 119 GUAGCAUCAUCAAGAUUCAUA UAUGGAUAUUGAUUAUGCUAU Clivagem 
spe-miR172-1-5p Sopen09g034430.1 3.0 14.147 1 21 135 155 GUAGCAUCAUCAAGAUUCAUA UAUGGUUCUUGAAGAUGUUAC Tradução 
spe-miR172-1-5p Sopen07g017110.1 3.0 20.425 1 20 112 131 GUAGCAUCAUCAAGAUUCAU AAGAAUCUUGAUGGUGUUAG Clivagem 
spe-miR172-1-5p Sopen06g010250.1 3.0 19.116 1 20 583 602 GUAGCAUCAUCAAGAUUCAU AUGAGUUUUUAUGAUGCUAG Tradução 
spe-miR172-1-5p Sopen02g034360.1 3.0 11.915 1 20 181 200 GUAGCAUCAUCAAGAUUCAU AUCAAUUUUGAUGAUGUUAA Clivagem 
spe-miR172-1-5p Sopen02g023500.1 2.5 19.508 1 20 501 520 GUAGCAUCAUCAAGAUUCAU AAGAAUCUUGAAGAUGCUGC Tradução 
spe-miR172-1-5p Sopen05g001590.1 3.0 21.993 1 21 3768 3788 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen04g018150.1 3.0 21.993 1 21 5547 5567 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen10g021340.1 3.0 22.819 1 21 3291 3311 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen07g022000.1 3.0 21.993 1 21 4038 4058 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen09g007350.1 3.0 21.993 1 21 3768 3788 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen04g026730.1 3.0 21.993 1 21 3768 3788 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen08g029640.1 3.0 21.993 1 21 3861 3881 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen07g028380.1 3.0 21.993 1 21 3768 3788 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen10g021220.1 3.0 21.993 1 21 3768 3788 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen12g020430.1 3.0 21.993 1 21 3768 3788 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen07g033180.2 3.0 21.993 1 21 3768 3788 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen09g027600.1 3.0 21.993 1 21 3768 3788 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen06g003740.1 3.0 22.039 1 21 3768 3788 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen06g025370.2 3.0 21.993 1 21 3768 3788 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen02g030500.1 3.0 21.993 1 21 3768 3788 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen12g023100.1 3.0 21.993 1 21 3768 3788 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen04g023800.1 3.0 21.993 1 21 3768 3788 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen02g017660.1 3.0 21.993 1 21 3768 3788 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen09g010790.1 3.0 21.993 1 21 3768 3788 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen11g026270.2 3.0 21.993 1 21 3768 3788 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen06g021220.2 3.0 21.993 1 21 3768 3788 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen06g020490.1 3.0 21.993 1 21 3768 3788 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen05g006720.1 3.0 21.993 1 21 3768 3788 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen01g005920.1 3.0 21.993 1 21 3768 3788 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen03g036760.2 3.0 21.993 1 21 3768 3788 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen07g032760.2 3.0 21.993 1 21 3768 3788 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen09g007940.1 3.0 21.993 1 21 3768 3788 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
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spe-miR172-1-5p Sopen09g015720.1 3.0 21.993 1 21 3768 3788 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen06g029030.2 3.0 21.993 1 21 3768 3788 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen05g014110.1 3.0 24.329 1 21 3767 3787 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen01g001570.1 3.0 21.993 1 21 3768 3788 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen05g026210.1 3.0 18.934 1 21 3627 3647 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen10g006660.1 3.0 21.993 1 21 3768 3788 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen10g010780.1 3.0 21.993 1 21 3291 3311 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen06g019790.1 3.0 21.993 1 21 3291 3311 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen02g010090.1 3.0 21.993 1 21 3009 3029 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen09g031920.1 3.0 21.993 1 21 3009 3029 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen05g008440.1 3.0 21.669 1 21 3291 3311 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen11g026270.1 3.0 21.993 1 21 2820 2840 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen06g021220.1 3.0 21.993 1 21 2820 2840 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen07g032760.1 3.0 21.993 1 21 2820 2840 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen02g030500.2 3.0 21.993 1 21 2820 2840 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen04g025720.1 3.0 21.106 1 21 2820 2840 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen07g033180.1 3.0 21.993 1 21 2820 2840 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen08g008670.1 3.0 24.378 1 21 2820 2840 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen10g023800.2 3.0 21.993 1 21 2820 2840 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen11g016080.1 3.0 22.09 1 21 2619 2639 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen07g020050.1 3.0 21.993 1 21 2487 2507 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen01g011960.1 3.0 13.409 1 21 2283 2303 GUAGCAUCAUCAAGAUUCAUA UAUUUAUCUUGAAGAUGCUAC Tradução 
spe-miR172-1-5p Sopen02g003080.1 3.0 21.993 1 21 2304 2324 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen08g018170.2 3.0 21.225 1 21 2313 2333 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen10g023800.1 3.0 21.993 1 21 2022 2042 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen05g025330.1 3.0 21.993 1 21 1815 1835 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen09g031920.2 3.0 21.993 1 21 1815 1835 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen09g030360.1 3.0 22.039 1 21 1725 1745 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen07g004880.1 3.0 21.993 1 21 2022 2042 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen07g012530.1 3.0 24.445 1 21 1311 1331 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen03g024570.1 3.0 19.815 1 21 1533 1553 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen03g024570.2 3.0 19.815 1 21 1374 1394 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen08g016220.1 3.0 17.499 1 21 1707 1727 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen05g016150.1 3.0 19.589 1 21 1215 1235 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGUUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen06g025370.1 3.0 21.993 1 21 672 692 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
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spe-miR172-1-5p Sopen04g008860.1 3.0 22.039 1 21 672 692 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen03g018110.1 3.0 22.039 1 21 606 626 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen02g022980.1 3.0 21.993 1 21 531 551 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen02g030500.3 3.0 21.993 1 21 531 551 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen11g010530.1 3.0 21.993 1 21 444 464 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-1-5p Sopen12g023100.2 3.0 21.993 1 21 138 158 GUAGCAUCAUCAAGAUUCAUA UAUGUAUCUUGCUAAUGCUAC Tradução 
spe-miR172-2-3p Sopen09g002150.1 2.0 10.959 1 20 1278 1297 UGAAUCUUGAUGAUGCUACA UGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172-2-3p Sopen09g002130.1 2.0 10.959 1 20 1275 1294 UGAAUCUUGAUGAUGCUACA UGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172-2-3p Sopen10g033790.1 2.0 13.636 1 20 1242 1261 UGAAUCUUGAUGAUGCUACA UGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172-2-3p Sopen09g002130.2 2.0 10.959 1 20 1230 1249 UGAAUCUUGAUGAUGCUACA UGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172-2-3p Sopen09g022750.1 3.0 14.176 1 20 178 197 UGAAUCUUGAUGAUGCUACA AUUAGUAUUAUCAAGAUUCA Clivagem 
spe-miR172-2-3p Sopen03g030690.1 3.0 14.702 1 20 2799 2818 UGAAUCUUGAUGAUGCUACA AGUAGUGUUAUCAAGAUUUA Clivagem 
spe-miR172-2-3p Sopen02g037720.1 2.5 16.019 1 20 1440 1459 UGAAUCUUGAUGAUGCUACA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-2-3p Sopen02g015090.1 2.5 16.771 1 20 1431 1450 UGAAUCUUGAUGAUGCUACA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-2-3p Sopen11g030250.1 2.5 13.096 1 20 1332 1351 UGAAUCUUGAUGAUGCUACA UGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172-2-3p Sopen11g030250.2 2.5 13.096 1 20 1287 1306 UGAAUCUUGAUGAUGCUACA UGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172-2-3p Sopen03g008400.3 2.5 17.579 1 20 1344 1363 UGAAUCUUGAUGAUGCUACA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-2-3p Sopen03g008400.2 2.5 17.579 1 20 1332 1351 UGAAUCUUGAUGAUGCUACA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-2-3p Sopen03g008400.1 2.5 18.47 1 20 1128 1147 UGAAUCUUGAUGAUGCUACA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-2-3p Sopen04g020090.1 2.5 11.188 1 20 1104 1123 UGAAUCUUGAUGAUGCUACA UGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172-2-3p Sopen03g002770.1 2.0 20.597 1 20 1958 1977 UGAAUCUUGAUGAUGCUACA UGUAUCUUCAUCAAGAUUCA Clivagem 
spe-miR172-2-3p Sopen10g002630.2 3.0 17.691 1 21 1864 1884 UGAAUCUUGAUGAUGCUACAU AUGUACCUUCAUCAAGAUUCU Clivagem 
spe-miR172-2-3p Sopen07g031900.1 3.0 18.332 1 21 1816 1836 UGAAUCUUGAUGAUGCUACAU AUGUAUCUUCAUCAAGAUUCU Clivagem 
spe-miR172-2-3p Sopen10g002630.3 3.0 17.691 1 21 1258 1278 UGAAUCUUGAUGAUGCUACAU AUGUACCUUCAUCAAGAUUCU Clivagem 
spe-miR172-2-3p Sopen11g011780.1 3.0 16.65 1 20 315 334 UGAAUCUUGAUGAUGCUACA AGUAGCUUCAUUAAGGUUCA Clivagem 
spe-miR172-2-3p Sopen07g020390.1 3.0 23.565 1 20 2271 2290 UGAAUCUUGAUGAUGCUACA UGGAGUAUCAUCAAGAUCCA Clivagem 
spe-miR172-2-3p Sopen03g040970.1 3.0 16.005 1 20 549 568 UGAAUCUUGAUGAUGCUACA UGUUUCGUUAUCAAGAUUCA Clivagem 
spe-miR172-2-3p Sopen02g023520.1 3.0 12.425 1 21 854 873 UGAAUCUUGAUGAUGCUACAU AUGUAGCAGC-UCAAGAUUCA Tradução 
spe-miR172-2-3p Sopen02g024410.1 3.0 14.336 1 20 1946 1965 UGAAUCUUGAUGAUGCUACA UAUACCUUCAUCAAGAUUCA Clivagem 
spe-miR172-2-5p Sopen09g003390.1 1.5 18.208 1 21 450 470 GCAGCAUCAUCAAGAUUCUCA UGAGAAUCUCGAUGAUGUUGC Clivagem 
spe-miR172-2-5p Sopen09g023370.1 2.0 12.047 1 21 4383 4403 GCAGCAUCAUCAAGAUUCUCA UGAGAGUGUUGAUGAUGUUGC Clivagem 
spe-miR172-2-5p Sopen09g005740.1 2.0 18.314 1 20 820 839 GCAGCAUCAUCAAGAUUCUC GGGAAUUUUGAUGAUGCUGA Clivagem 
spe-miR172-2-5p Sopen02g022280.1 2.5 11.595 1 21 228 248 GCAGCAUCAUCAAGAUUCUCA UAAGAGUUUUGAUGAUGUUGC Clivagem 
spe-miR172-2-5p Sopen02g023500.1 2.0 19.508 1 20 501 520 GCAGCAUCAUCAAGAUUCUC AAGAAUCUUGAAGAUGCUGC Tradução 
spe-miR172-2-5p Sopen04g005270.1 2.5 22.819 1 20 400 419 GCAGCAUCAUCAAGAUUCUC GAGGGUCUUGGUGAUGUUGU Clivagem 
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spe-miR172-2-5p Sopen09g014560.1 3.0 21.089 1 21 4362 4382 GCAGCAUCAUCAAGAUUCUCA UGAGAAUCUUGCUGAUACUGU Tradução 
spe-miR172-2-5p Sopen09g015100.1 3.0 17.159 1 21 663 683 GCAGCAUCAUCAAGAUUCUCA UGAGAUUCUUGAUGCUGUUGC Clivagem 
spe-miR172-2-5p Sopen07g010610.1 3.0 15.455 1 21 597 617 GCAGCAUCAUCAAGAUUCUCA UGAGAUUCUUGAUGCUGUUGC Clivagem 
spe-miR172-2-5p Sopen10g010360.1 2.5 22.091 1 21 690 710 GCAGCAUCAUCAAGAUUCUCA UGAGAACCCUGGUGAUGCUGC Clivagem 
spe-miR172-2-5p Sopen10g002480.1 2.5 14.956 1 21 555 575 GCAGCAUCAUCAAGAUUCUCA UGAGAAGCUUGAAGAUGCUGU Tradução 
spe-miR172-2-5p Sopen01g002960.1 3.0 24.484 1 20 1009 1028 GCAGCAUCAUCAAGAUUCUC GAGAGUCUUGGUGAUACUGU Clivagem 
spe-miR172-2-5p Sopen07g022890.1 2.5 22.434 1 20 193 212 GCAGCAUCAUCAAGAUUCUC GAGAAUCUCGAUGAAGCUGC Clivagem 
spe-miR172-2-5p Sopen10g031740.3 2.5 20.936 1 20 304 323 GCAGCAUCAUCAAGAUUCUC GAGAGUUUAGAUGGUGCUGC Clivagem 
spe-miR172-2-5p Sopen10g031740.1 2.5 20.936 1 20 304 323 GCAGCAUCAUCAAGAUUCUC GAGAGUUUAGAUGGUGCUGC Clivagem 
spe-miR172-2-5p Sopen10g031740.2 2.5 23.503 1 20 283 302 GCAGCAUCAUCAAGAUUCUC GAGAGUUUAGAUGGUGCUGC Clivagem 
spe-miR172-2-5p Sopen11g004580.1 3.0 15.058 1 21 639 659 GCAGCAUCAUCAAGAUUCUCA UGAGGACUUUGAGGAUGCUGC Tradução 
spe-miR172-2-5p Sopen11g025370.1 3.0 21.477 1 21 1251 1271 GCAGCAUCAUCAAGAUUCUCA UGAUGAGCUUGAUGAUGUUGC Clivagem 
spe-miR172-2-5p Sopen07g019360.1 3.0 20.615 1 21 837 857 GCAGCAUCAUCAAGAUUCUCA UGAGAGUGAUGAUGAUGUUGC Clivagem 
spe-miR172-2-5p Sopen03g018880.1 3.0 24.343 1 21 72 92 GCAGCAUCAUCAAGAUUCUCA UGAGAAUUUUGAGAAUGUUGC Tradução 
spe-miR172-2-5p Sopen06g013970.1 2.5 17.04 1 20 2626 2645 GCAGCAUCAUCAAGAUUCUC GAGAAUAUUGGUAAUGCUGC Clivagem 
spe-miR172-2-5p Sopen02g035770.2 3.0 18.732 1 20 2710 2729 GCAGCAUCAUCAAGAUUCUC GGUGAUCUUGGUGAUGUUGC Clivagem 
spe-miR172-2-5p Sopen02g035770.1 3.0 18.732 1 20 2710 2729 GCAGCAUCAUCAAGAUUCUC GGUGAUCUUGGUGAUGUUGC Clivagem 
spe-miR172-2-5p Sopen04g003250.1 3.0 11.632 1 20 2923 2942 GCAGCAUCAUCAAGAUUCUC GAGAAUCUUUAUGAAGCUGU Tradução 
spe-miR172-2-5p Sopen07g029380.1 3.0 15.247 1 20 1042 1061 GCAGCAUCAUCAAGAUUCUC GAGGACCUUGAUGAGGCUGC Clivagem 
spe-miR172-2-5p Sopen02g038920.1 3.0 20.594 1 20 1891 1910 GCAGCAUCAUCAAGAUUCUC GAGGAUUUUGCUGGUGCUGU Tradução 
spe-miR172-2-5p Sopen08g031200.1 3.0 16.407 1 20 1489 1508 GCAGCAUCAUCAAGAUUCUC GGGAGUCUAGGUGAUGCUGU Clivagem 
spe-miR172-2-5p Sopen05g020750.1 3.0 19.462 1 20 568 587 GCAGCAUCAUCAAGAUUCUC GAGAACCUUGAUGAGGCUGU Clivagem 
spe-miR172-2-5p Sopen11g004870.1 3.0 20.522 1 20 322 341 GCAGCAUCAUCAAGAUUCUC GAGAAGCUUGGUGAGGCUGC Clivagem 
spe-miR172-2-5p Sopen05g027750.1 2.5 17.438 1 20 442 461 GCAGCAUCAUCAAGAUUCUC GGUAAUCUUGUUGAUGCUGC Tradução 
spe-miR172-3-3p Sopen02g037720.1 0.5 16.019 1 20 1440 1459 GGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-3-3p Sopen02g015090.1 0.5 16.771 1 20 1431 1450 GGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-3-3p Sopen03g008400.3 0.5 17.579 1 20 1344 1363 GGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-3-3p Sopen03g008400.2 0.5 17.579 1 20 1332 1351 GGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-3-3p Sopen03g008400.1 0.5 18.47 1 20 1128 1147 GGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-3-3p Sopen11g030250.1 1.0 13.096 1 20 1332 1351 GGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172-3-3p Sopen11g030250.2 1.0 13.096 1 20 1287 1306 GGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172-3-3p Sopen04g020090.1 1.0 11.188 1 20 1104 1123 GGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172-3-3p Sopen09g002150.1 1.5 10.959 1 20 1278 1297 GGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172-3-3p Sopen09g002130.1 1.5 10.959 1 20 1275 1294 GGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172-3-3p Sopen10g033790.1 1.5 13.636 1 20 1242 1261 GGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCG Clivagem 
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spe-miR172-3-3p Sopen09g002130.2 1.5 10.959 1 20 1230 1249 GGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172-3-3p Sopen06g031890.1 2.0 12.791 1 20 1299 1318 GGAAUCUUGAUGAUGCUGCA GGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172-3-3p Sopen06g031890.2 2.0 12.791 1 20 1254 1273 GGAAUCUUGAUGAUGCUGCA GGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172-3-3p Sopen10g002630.2 3.0 17.691 1 21 1864 1884 GGAAUCUUGAUGAUGCUGCAU AUGUACCUUCAUCAAGAUUCU Clivagem 
spe-miR172-3-3p Sopen07g031900.1 3.0 18.332 1 21 1816 1836 GGAAUCUUGAUGAUGCUGCAU AUGUAUCUUCAUCAAGAUUCU Clivagem 
spe-miR172-3-3p Sopen10g002630.3 3.0 17.691 1 21 1258 1278 GGAAUCUUGAUGAUGCUGCAU AUGUACCUUCAUCAAGAUUCU Clivagem 
spe-miR172-3-3p Sopen12g005650.1 3.0 18.668 1 21 26 46 GGAAUCUUGAUGAUGCUGCAU GUGAAGCUUUAUCAAGAUUUC Clivagem 
spe-miR172-3-3p Sopen11g002960.1 3.0 12.142 1 20 131 150 GGAAUCUUGAUGAUGCUGCA UGAAUCAUCUUCAAGAUUCC Tradução 
spe-miR172-3-5p Sopen07g019560.1 2.0 8.797 1 20 772 791 GCAACAUCAUCAAGAUUCAC AUGAAUUUUGAUGAUGUUGU Clivagem 
spe-miR172-3-5p Sopen09g003390.1 2.0 18.208 1 21 450 470 GCAACAUCAUCAAGAUUCACA UGAGAAUCUCGAUGAUGUUGC Clivagem 
spe-miR172-3-5p Sopen04g004840.1 2.5 19.744 1 20 520 539 GCAACAUCAUCAAGAUUCAC GUGGAUUUUGAUGGUGUUGA Clivagem 
spe-miR172-3-5p Sopen09g023370.1 2.5 12.047 1 21 4383 4403 GCAACAUCAUCAAGAUUCACA UGAGAGUGUUGAUGAUGUUGC Clivagem 
spe-miR172-3-5p Sopen07g026900.1 2.5 19.453 1 21 681 701 GCAACAUCAUCAAGAUUCACA UGUGACAUUUGAUGAUGUUGC Clivagem 
spe-miR172-3-5p Sopen02g022280.1 3.0 11.595 1 20 229 248 GCAACAUCAUCAAGAUUCAC AAGAGUUUUGAUGAUGUUGC Clivagem 
spe-miR172-3-5p Sopen09g029770.2 2.5 13.752 1 20 1087 1106 GCAACAUCAUCAAGAUUCAC UUGAAUCUUGAUAAUGUUGU Clivagem 
spe-miR172-3-5p Sopen09g029770.1 2.5 13.752 1 20 1036 1055 GCAACAUCAUCAAGAUUCAC UUGAAUCUUGAUAAUGUUGU Clivagem 
spe-miR172-3-5p Sopen06g006330.1 2.5 14.077 1 20 22 41 GCAACAUCAUCAAGAUUCAC GUGAGUCUUAGUGAUGUUGU Tradução 
spe-miR172-3-5p Sopen07g027400.1 3.0 8.741 1 21 1419 1439 GCAACAUCAUCAAGAUUCACA UGUGAAUGAUGAUGAUGUUGA Clivagem 
spe-miR172-3-5p Sopen01g022830.1 3.0 17.724 1 21 42 62 GCAACAUCAUCAAGAUUCACA UGUGGCUCUUGAUAAUGUUGU Clivagem 
spe-miR172-3-5p Sopen04g005270.1 3.0 22.819 1 20 400 419 GCAACAUCAUCAAGAUUCAC GAGGGUCUUGGUGAUGUUGU Clivagem 
spe-miR172-3-5p Sopen03g019160.1 2.5 14.758 1 20 442 461 GCAACAUCAUCAAGAUUCAC GUGAUUCUUGCUGAUGUUGU Tradução 
spe-miR172-3-5p Sopen04g034680.1 3.0 20.985 1 20 742 761 GCAACAUCAUCAAGAUUCAC GUGAAUUUUGUUGAUCUUGC Tradução 
spe-miR172-3-5p Sopen04g027220.1 2.5 15.122 1 20 859 878 GCAACAUCAUCAAGAUUCAC GUGAAUGUUGAAGAUGUUGU Tradução 
spe-miR172-3-5p Sopen04g035870.1 2.5 20.164 1 20 751 770 GCAACAUCAUCAAGAUUCAC GUGACUUUUGCUGAUGUUGC Tradução 
spe-miR172-3-5p Sopen01g023190.1 3.0 13.812 1 21 675 695 GCAACAUCAUCAAGAUUCACA UGUAACUGUUGAUGAUGUUGC Clivagem 
spe-miR172-3-5p Sopen02g014570.1 3.0 21.059 1 21 204 224 GCAACAUCAUCAAGAUUCACA UCUGCAUCUUUAUGAUGUUGC Tradução 
spe-miR172-3-5p Sopen02g014570.2 3.0 21.059 1 21 135 155 GCAACAUCAUCAAGAUUCACA UCUGCAUCUUUAUGAUGUUGC Tradução 
spe-miR172-3-5p Sopen06g007690.1 3.0 24.188 1 20 1648 1667 GCAACAUCAUCAAGAUUCAC GUGAGUCUUACUGAUGUUGU Tradução 
spe-miR172-3-5p Sopen06g012230.1 3.0 15.99 1 20 22 41 GCAACAUCAUCAAGAUUCAC GUGAGUCUUACUGAUGUUGU Tradução 
spe-miR172-3-5p Sopen05g026280.1 3.0 20.995 1 20 592 611 GCAACAUCAUCAAGAUUCAC GUGAGUCUUACUGAUGUUGU Tradução 
spe-miR172-3-5p Sopen08g013500.1 3.0 22.43 1 20 529 548 GCAACAUCAUCAAGAUUCAC GUGAGUCUUACUGAUGUUGU Tradução 
spe-miR172-3-5p Sopen05g026790.1 3.0 18.533 1 20 571 590 GCAACAUCAUCAAGAUUCAC GUGAGUCUUACUGAUGUUGU Tradução 
spe-miR172-3-5p Sopen01g024230.1 3.0 17.364 1 20 532 551 GCAACAUCAUCAAGAUUCAC GUGAGUCUUACUGAUGUUGU Tradução 
spe-miR172-3-5p Sopen03g025970.1 3.0 16.21 1 20 352 371 GCAACAUCAUCAAGAUUCAC GUGAGUCUUACUGAUGUUGU Tradução 
spe-miR172-3-5p Sopen05g027650.1 3.0 16.366 1 20 22 41 GCAACAUCAUCAAGAUUCAC GUGAGUCUUACUGAUGUUGU Tradução 
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spe-miR172-3-5p Sopen02g001660.1 3.0 19.482 1 20 322 341 GCAACAUCAUCAAGAUUCAC GUGAGUCUUACUGAUGUUGU Tradução 
spe-miR172-3-5p Sopen07g019680.1 3.0 12.225 1 20 391 410 GCAACAUCAUCAAGAUUCAC GUGAGUCUUACUGAUGUUGU Tradução 
spe-miR172-3-5p Sopen01g023790.2 3.0 13.573 1 20 613 632 GCAACAUCAUCAAGAUUCAC GUGAGUCUUACUGAUGUUGU Tradução 
spe-miR172-3-5p Sopen01g018310.1 3.0 22.744 1 20 199 218 GCAACAUCAUCAAGAUUCAC GUGAGUCUUACUGAUGUUGU Tradução 
spe-miR172-3-5p Sopen01g034580.1 3.0 18.738 1 20 893 912 GCAACAUCAUCAAGAUUCAC GUGACUCUCGAUGGUGUUGU Clivagem 
spe-miR172-3-5p Sopen01g011230.1 3.0 17.695 1 20 1528 1547 GCAACAUCAUCAAGAUUCAC GUGAGUCUUACUGAUGUUGU Tradução 
spe-miR172-3-5p Sopen01g023790.1 3.0 13.573 1 20 613 632 GCAACAUCAUCAAGAUUCAC GUGAGUCUUACUGAUGUUGU Tradução 
spe-miR172-3-5p Sopen05g021440.1 3.0 13.53 1 20 1189 1208 GCAACAUCAUCAAGAUUCAC GUGAGUCUUACUGAUGUUGU Tradução 
spe-miR172-3-5p Sopen01g020770.1 3.0 16.808 1 20 646 665 GCAACAUCAUCAAGAUUCAC GUGAGUCUUACUGAUGUUGU Tradução 
spe-miR172-3-5p Sopen08g015080.1 3.0 20.1 1 20 1321 1340 GCAACAUCAUCAAGAUUCAC GUGAGUCUUACUGAUGUUGU Tradução 
spe-miR172-3-5p Sopen10g008000.1 3.0 16.98 1 20 502 521 GCAACAUCAUCAAGAUUCAC GUGAGUCUUACUGAUGUUGU Tradução 
spe-miR172-3-5p Sopen08g012930.1 3.0 15.942 1 20 433 452 GCAACAUCAUCAAGAUUCAC GUAAGUCUUAAUGAUGUUGU Tradução 
spe-miR172-4-3p Sopen09g002150.1 2.5 12.57 1 22 1278 1299 UGUGAAUCUUGAUGAUGUUGCA UGCAGCAUCAUCAGGAUUCGCU Clivagem 
spe-miR172-4-3p Sopen09g002130.1 2.5 12.57 1 22 1275 1296 UGUGAAUCUUGAUGAUGUUGCA UGCAGCAUCAUCAGGAUUCGCU Clivagem 
spe-miR172-4-3p Sopen09g002130.2 2.5 12.57 1 22 1230 1251 UGUGAAUCUUGAUGAUGUUGCA UGCAGCAUCAUCAGGAUUCGCU Clivagem 
spe-miR172-4-3p Sopen11g030250.1 2.5 13.401 1 22 1332 1353 UGUGAAUCUUGAUGAUGUUGCA UGCAGCAUCAUCAGGAUUCUCA Clivagem 
spe-miR172-4-3p Sopen11g030250.2 2.5 13.401 1 22 1287 1308 UGUGAAUCUUGAUGAUGUUGCA UGCAGCAUCAUCAGGAUUCUCA Clivagem 
spe-miR172-4-3p Sopen10g033790.1 3.0 13.985 1 22 1242 1263 UGUGAAUCUUGAUGAUGUUGCA UGCAGCAUCAUCAGGAUUCGGA Clivagem 
spe-miR172-4-3p Sopen03g030690.1 3.0 15.323 1 21 2800 2820 UGUGAAUCUUGAUGAUGUUGC GUAGUGUUAUCAAGAUUUACA Clivagem 
spe-miR172-4-3p Sopen06g023340.1 3.0 23.372 1 21 516 536 UGUGAAUCUUGAUGAUGUUGC GCAACAACAUCAAGGUUUACU Clivagem 
spe-miR172-4-3p Sopen03g025640.1 2.0 20.755 1 20 573 592 UGUGAAUCUUGAUGAUGUUG UAACAUCACCAAGAUUUACA Clivagem 
spe-miR172-4-3p Sopen03g025640.2 2.0 20.755 1 20 573 592 UGUGAAUCUUGAUGAUGUUG UAACAUCACCAAGAUUUACA Clivagem 
spe-miR172-4-3p Sopen04g030810.1 2.0 9.215 1 20 125 144 UGUGAAUCUUGAUGAUGUUG CAACAUCAUCAGAGUUCACA Clivagem 
spe-miR172-4-3p Sopen08g003820.1 3.0 22.397 1 22 498 519 UGUGAAUCUUGAUGAUGUUGCA UACAACAUCAUCAAGAUGUACU Clivagem 
spe-miR172-4-3p Sopen07g026000.1 2.5 19.97 1 20 732 751 UGUGAAUCUUGAUGAUGUUG CAACAUUAUCAAUGUUCAUA Clivagem 
spe-miR172-4-3p Sopen10g031820.1 3.0 12.726 1 20 873 892 UGUGAAUCUUGAUGAUGUUG CAAUAUUGUCAAGAUUUAUG Clivagem 
spe-miR172-4-3p Sopen01g040000.1 3.0 8.05 1 20 109 128 UGUGAAUCUUGAUGAUGUUG CAAUGUCAUCAAGAUUCUUA Clivagem 
spe-miR172-4-3p Sopen02g011210.1 3.0 14.694 1 21 3401 3421 UGUGAAUCUUGAUGAUGUUGC GCAACGUCCUCAUGGUUCACA Tradução 
spe-miR172-4-3p Sopen06g024260.1 3.0 16.32 1 20 3601 3620 UGUGAAUCUUGAUGAUGUUG CAACUUCAUCAAGAUUCGUC Clivagem 
spe-miR172-4-3p Sopen11g026060.1 3.0 15.489 1 20 205 224 UGUGAAUCUUGAUGAUGUUG CAACACCAUCGAGAUUCAUU Clivagem 
spe-miR172-4-3p Sopen03g006600.1 3.0 14.006 1 23 558 580 UGUGAAUCUUGAUGAUGUUGCAU AAGCAAGACAAUCAAGAUUCACA Clivagem 
spe-miR172-4-3p Sopen12g006560.1 3.0 13.794 1 20 916 935 UGUGAAUCUUGAUGAUGUUG CAACAACAUCAAGGUUCAGA Clivagem 
spe-miR172-4-3p Sopen01g030420.1 3.0 13.177 1 21 2147 2166 UGUGAAUCUUGAUGAUGUUGC GCAGCA-CAUCAGGAUUCACA Clivagem 
spe-miR172-4-3p Sopen02g029890.1 3.0 17.068 1 23 547 569 UGUGAAUCUUGAUGAUGUUGCAU GUUCAUCAUCAUCACCAUUCACA Tradução 
spe-miR172-4-5p Sopen09g005740.1 1.5 18.314 1 20 820 839 GCAGCAUCAUCAAGAUUCCC GGGAAUUUUGAUGAUGCUGA Clivagem 
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spe-miR172-4-5p Sopen02g002770.1 3.0 15.318 1 21 4113 4133 GCAGCAUCAUCAAGAUUCCCA UGGGAUUCUUGAUGUUGUUGC Clivagem 
spe-miR172-4-5p Sopen04g036240.1 3.0 21.231 1 21 1605 1625 GCAGCAUCAUCAAGAUUCCCA UGGGAAAUUUGAUGGUGUUGU Clivagem 
spe-miR172-4-5p Sopen09g003390.1 2.5 18.208 1 21 450 470 GCAGCAUCAUCAAGAUUCCCA UGAGAAUCUCGAUGAUGUUGC Clivagem 
spe-miR172-4-5p Sopen02g035770.2 2.5 18.732 1 20 2710 2729 GCAGCAUCAUCAAGAUUCCC GGUGAUCUUGGUGAUGUUGC Clivagem 
spe-miR172-4-5p Sopen02g035770.1 2.5 18.732 1 20 2710 2729 GCAGCAUCAUCAAGAUUCCC GGUGAUCUUGGUGAUGUUGC Clivagem 
spe-miR172-4-5p Sopen08g031200.1 2.5 16.407 1 20 1489 1508 GCAGCAUCAUCAAGAUUCCC GGGAGUCUAGGUGAUGCUGU Clivagem 
spe-miR172-4-5p Sopen05g027750.1 2.0 17.438 1 20 442 461 GCAGCAUCAUCAAGAUUCCC GGUAAUCUUGUUGAUGCUGC Tradução 
spe-miR172-4-5p Sopen02g023500.1 3.0 19.508 1 20 501 520 GCAGCAUCAUCAAGAUUCCC AAGAAUCUUGAAGAUGCUGC Tradução 
spe-miR172-4-5p Sopen09g023370.1 3.0 12.047 1 21 4383 4403 GCAGCAUCAUCAAGAUUCCCA UGAGAGUGUUGAUGAUGUUGC Clivagem 
spe-miR172-4-5p Sopen02g003340.1 3.0 18.812 1 21 114 134 GCAGCAUCAUCAAGAUUCCCA UGGUGAUGUUGAUGAUGUUGC Clivagem 
spe-miR172-4-5p Sopen01g047980.2 3.0 22.623 1 20 1393 1412 GCAGCAUCAUCAAGAUUCCC GGGAAUAUUGAUGAUGCAGU Clivagem 
spe-miR172-4-5p Sopen01g047980.3 3.0 22.623 1 20 160 179 GCAGCAUCAUCAAGAUUCCC GGGAAUAUUGAUGAUGCAGU Clivagem 
spe-miR172-4-5p Sopen03g038860.1 3.0 24.587 1 20 883 902 GCAGCAUCAUCAAGAUUCCC GGGGAGCCUGAUGAUGCUGU Clivagem 
spe-miR172-5-3p Sopen07g020390.1 2.0 23.565 1 20 2271 2290 UGAAUCUUGAUGAUGCUCCA UGGAGUAUCAUCAAGAUCCA Clivagem 
spe-miR172-5-3p Sopen12g025840.1 2.5 22.11 1 20 3831 3850 UGAAUCUUGAUGAUGCUCCA UGGAGUAUUAUCAAGAUCCA Clivagem 
spe-miR172-5-3p Sopen05g004820.1 2.5 22.572 1 20 3435 3454 UGAAUCUUGAUGAUGCUCCA UGGAGUAUUAUCAAGAUCCA Clivagem 
spe-miR172-5-3p Sopen02g014660.1 2.5 22.572 1 20 2271 2290 UGAAUCUUGAUGAUGCUCCA UGGAGUAUUAUCAAGAUCCA Clivagem 
spe-miR172-5-3p Sopen08g008550.1 2.5 22.572 1 20 1968 1987 UGAAUCUUGAUGAUGCUCCA UGGAGUAUUAUCAAGAUCCA Clivagem 
spe-miR172-5-3p Sopen09g002150.1 2.0 10.959 1 20 1278 1297 UGAAUCUUGAUGAUGCUCCA UGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172-5-3p Sopen09g002130.1 2.0 10.959 1 20 1275 1294 UGAAUCUUGAUGAUGCUCCA UGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172-5-3p Sopen10g033790.1 2.0 13.636 1 20 1242 1261 UGAAUCUUGAUGAUGCUCCA UGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172-5-3p Sopen09g002130.2 2.0 10.959 1 20 1230 1249 UGAAUCUUGAUGAUGCUCCA UGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172-5-3p Sopen09g011110.1 2.5 24.597 1 20 753 772 UGAAUCUUGAUGAUGCUCCA UGGAGUAUUAUCAAGAUCCA Clivagem 
spe-miR172-5-3p Sopen05g009530.1 3.0 11.354 1 21 334 354 UGAAUCUUGAUGAUGCUCCAC GUUGAGCAUUAUCAAGAAUCA Clivagem 
spe-miR172-5-3p Sopen02g037720.1 2.5 16.019 1 20 1440 1459 UGAAUCUUGAUGAUGCUCCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-5-3p Sopen02g015090.1 2.5 16.771 1 20 1431 1450 UGAAUCUUGAUGAUGCUCCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-5-3p Sopen11g030250.1 2.5 13.096 1 20 1332 1351 UGAAUCUUGAUGAUGCUCCA UGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172-5-3p Sopen11g030250.2 2.5 13.096 1 20 1287 1306 UGAAUCUUGAUGAUGCUCCA UGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172-5-3p Sopen03g008400.3 2.5 17.579 1 20 1344 1363 UGAAUCUUGAUGAUGCUCCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-5-3p Sopen03g008400.2 2.5 17.579 1 20 1332 1351 UGAAUCUUGAUGAUGCUCCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-5-3p Sopen03g008400.1 2.5 18.47 1 20 1128 1147 UGAAUCUUGAUGAUGCUCCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-5-3p Sopen04g020090.1 2.5 11.188 1 20 1104 1123 UGAAUCUUGAUGAUGCUCCA UGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172-5-3p Sopen08g005960.1 3.0 23.15 1 20 1431 1450 UGAAUCUUGAUGAUGCUCCA UGGAGUAUUAUCAAGAUGUA Clivagem 
spe-miR172-5-3p Sopen03g004900.1 3.0 17.037 1 20 515 534 UGAAUCUUGAUGAUGCUCCA UGGAGCGUCAUGAAAAUUCA Tradução 
spe-miR172-5-3p Sopen04g003560.1 3.0 19.794 1 20 154 173 UGAAUCUUGAUGAUGCUCCA UGGGGCAACAUAGAGAUUCA Tradução 
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spe-miR172-5-3p Sopen03g002770.1 3.0 20.597 1 20 1958 1977 UGAAUCUUGAUGAUGCUCCA UGUAUCUUCAUCAAGAUUCA Clivagem 
spe-miR172-5-3p Sopen07g002340.1 3.0 17.118 1 20 488 507 UGAAUCUUGAUGAUGCUCCA UGGAGCAAGAUAAAGAUUCA Tradução 
spe-miR172-5-5p Sopen09g005740.1 1.5 18.314 1 20 820 839 GCAGCAUCAUCAAGAUUCCC GGGAAUUUUGAUGAUGCUGA Clivagem 
spe-miR172-5-5p Sopen02g002770.1 3.0 15.318 1 21 4113 4133 GCAGCAUCAUCAAGAUUCCCA UGGGAUUCUUGAUGUUGUUGC Clivagem 
spe-miR172-5-5p Sopen04g036240.1 3.0 21.231 1 21 1605 1625 GCAGCAUCAUCAAGAUUCCCA UGGGAAAUUUGAUGGUGUUGU Clivagem 
spe-miR172-5-5p Sopen09g003390.1 2.5 18.208 1 21 450 470 GCAGCAUCAUCAAGAUUCCCA UGAGAAUCUCGAUGAUGUUGC Clivagem 
spe-miR172-5-5p Sopen02g035770.2 2.5 18.732 1 20 2710 2729 GCAGCAUCAUCAAGAUUCCC GGUGAUCUUGGUGAUGUUGC Clivagem 
spe-miR172-5-5p Sopen02g035770.1 2.5 18.732 1 20 2710 2729 GCAGCAUCAUCAAGAUUCCC GGUGAUCUUGGUGAUGUUGC Clivagem 
spe-miR172-5-5p Sopen08g031200.1 2.5 16.407 1 20 1489 1508 GCAGCAUCAUCAAGAUUCCC GGGAGUCUAGGUGAUGCUGU Clivagem 
spe-miR172-5-5p Sopen05g027750.1 2.0 17.438 1 20 442 461 GCAGCAUCAUCAAGAUUCCC GGUAAUCUUGUUGAUGCUGC Tradução 
spe-miR172-5-5p Sopen02g023500.1 3.0 19.508 1 20 501 520 GCAGCAUCAUCAAGAUUCCC AAGAAUCUUGAAGAUGCUGC Tradução 
spe-miR172-5-5p Sopen09g023370.1 3.0 12.047 1 21 4383 4403 GCAGCAUCAUCAAGAUUCCCA UGAGAGUGUUGAUGAUGUUGC Clivagem 
spe-miR172-5-5p Sopen02g003340.1 3.0 18.812 1 21 114 134 GCAGCAUCAUCAAGAUUCCCA UGGUGAUGUUGAUGAUGUUGC Clivagem 
spe-miR172-5-5p Sopen01g047980.2 3.0 22.623 1 20 1393 1412 GCAGCAUCAUCAAGAUUCCC GGGAAUAUUGAUGAUGCAGU Clivagem 
spe-miR172-5-5p Sopen01g047980.3 3.0 22.623 1 20 160 179 GCAGCAUCAUCAAGAUUCCC GGGAAUAUUGAUGAUGCAGU Clivagem 
spe-miR172-5-5p Sopen03g038860.1 3.0 24.587 1 20 883 902 GCAGCAUCAUCAAGAUUCCC GGGGAGCCUGAUGAUGCUGU Clivagem 
spe-miR172-6-3p Sopen11g030250.1 0.5 13.096 1 20 1332 1351 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172-6-3p Sopen11g030250.2 0.5 13.096 1 20 1287 1306 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172-6-3p Sopen04g020090.1 0.5 11.188 1 20 1104 1123 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172-6-3p Sopen02g037720.1 1.5 16.019 1 20 1440 1459 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-6-3p Sopen02g015090.1 1.5 16.771 1 20 1431 1450 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-6-3p Sopen03g008400.3 1.5 17.579 1 20 1344 1363 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-6-3p Sopen06g031890.1 1.5 12.791 1 20 1299 1318 AGAAUCUUGAUGAUGCUGCA GGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172-6-3p Sopen09g002150.1 1.5 10.959 1 20 1278 1297 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172-6-3p Sopen03g008400.2 1.5 17.579 1 20 1332 1351 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-6-3p Sopen09g002130.1 1.5 10.959 1 20 1275 1294 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172-6-3p Sopen10g033790.1 1.5 13.636 1 20 1242 1261 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172-6-3p Sopen06g031890.2 1.5 12.791 1 20 1254 1273 AGAAUCUUGAUGAUGCUGCA GGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172-6-3p Sopen09g002130.2 1.5 10.959 1 20 1230 1249 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172-6-3p Sopen03g008400.1 1.5 18.47 1 20 1128 1147 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-6-3p Sopen10g002630.2 2.5 17.691 1 21 1864 1884 AGAAUCUUGAUGAUGCUGCAU AUGUACCUUCAUCAAGAUUCU Clivagem 
spe-miR172-6-3p Sopen07g031900.1 2.5 18.332 1 21 1816 1836 AGAAUCUUGAUGAUGCUGCAU AUGUAUCUUCAUCAAGAUUCU Clivagem 
spe-miR172-6-3p Sopen10g002630.3 2.5 17.691 1 21 1258 1278 AGAAUCUUGAUGAUGCUGCAU AUGUACCUUCAUCAAGAUUCU Clivagem 
spe-miR172-6-3p Sopen03g037820.1 3.0 9.958 1 21 1345 1365 AGAAUCUUGAUGAUGCUGCAU AUGCAGCAAGUUCAAGAUUCU Tradução 
spe-miR172-6-3p Sopen11g006420.1 3.0 17.08 1 21 1126 1145 AGAAUCUUGAUGAUGCUGCAU AUGCAGC-UUAUCAAGAUUUU Clivagem 
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spe-miR172-6-3p Sopen04g020260.1 3.0 21.984 1 21 256 275 AGAAUCUUGAUGAUGCUGCAU AUGCAGC-UUAUCAAGGUUCU Clivagem 
spe-miR172-6-3p Sopen06g034240.1 3.0 15.528 1 21 1403 1422 AGAAUCUUGAUGAUGCUGCAU GUGCAGC-UCGUCAAGAUUUU Clivagem 
spe-miR172-6-5p Sopen04g005210.1 3.0 16.702 1 21 6 26 GCAGCACCAUUAAGAUUCACA UGUGGAUUUUAAUGGUGAUGU Clivagem 
spe-miR172-6-5p Sopen01g025830.1 2.5 19.108 1 21 807 827 GCAGCACCAUUAAGAUUCACA UCUGAAUCUUAAAGGUGUUGC Tradução 
spe-miR172-6-5p Sopen04g004840.1 3.0 19.744 1 20 520 539 GCAGCACCAUUAAGAUUCAC GUGGAUUUUGAUGGUGUUGA Clivagem 
spe-miR172-6-5p Sopen10g034120.1 3.0 20.605 1 21 513 533 GCAGCACCAUUAAGAUUCACA UGUGAUUGUUAAUGGUGCUGG Clivagem 
spe-miR172-6-5p Sopen03g009310.1 3.0 20.843 1 21 570 590 GCAGCACCAUUAAGAUUCACA UGUGAGUCUGACUGGUGUUGC Tradução 
spe-miR172-6-5p Sopen08g012730.1 3.0 9.574 1 20 73 92 GCAGCACCAUUAAGAUUCAC GUGGAUUUGAAUGGUGUUGU Clivagem 
spe-miR172-6-5p Sopen11g023560.1 3.0 16.704 1 20 694 713 GCAGCACCAUUAAGAUUCAC GUAAAUCUUAAUGGUUCUGU Clivagem 
spe-miR172-6-5p Sopen01g022520.1 3.0 16.4 1 21 633 653 GCAGCACCAUUAAGAUUCACA UGGAAAUCUUAAAGGUGCUGC Tradução 
spe-miR172-6-5p Sopen05g007100.1 2.5 20.055 1 20 143 161 GCAGCACCAUUAAGAUUCAC GUGAAU-UUAAUGGUGUUGC Clivagem 
spe-miR172-7-3p Sopen09g002150.1 1.0 10.959 1 20 1278 1297 UGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172-7-3p Sopen09g002130.1 1.0 10.959 1 20 1275 1294 UGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172-7-3p Sopen10g033790.1 1.0 13.636 1 20 1242 1261 UGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172-7-3p Sopen09g002130.2 1.0 10.959 1 20 1230 1249 UGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172-7-3p Sopen02g037720.1 1.5 16.019 1 20 1440 1459 UGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-7-3p Sopen02g015090.1 1.5 16.771 1 20 1431 1450 UGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-7-3p Sopen11g030250.1 1.5 13.096 1 20 1332 1351 UGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172-7-3p Sopen11g030250.2 1.5 13.096 1 20 1287 1306 UGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172-7-3p Sopen03g008400.3 1.5 17.579 1 20 1344 1363 UGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-7-3p Sopen03g008400.2 1.5 17.579 1 20 1332 1351 UGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-7-3p Sopen03g008400.1 1.5 18.47 1 20 1128 1147 UGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172-7-3p Sopen04g020090.1 1.5 11.188 1 20 1104 1123 UGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172-7-3p Sopen06g031890.1 2.5 12.791 1 20 1299 1318 UGAAUCUUGAUGAUGCUGCA GGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172-7-3p Sopen06g031890.2 2.5 12.791 1 20 1254 1273 UGAAUCUUGAUGAUGCUGCA GGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172-7-3p Sopen03g002770.1 2.5 20.597 1 20 1958 1977 UGAAUCUUGAUGAUGCUGCA UGUAUCUUCAUCAAGAUUCA Clivagem 
spe-miR172-7-3p Sopen07g020390.1 3.0 23.565 1 20 2271 2290 UGAAUCUUGAUGAUGCUGCA UGGAGUAUCAUCAAGAUCCA Clivagem 
spe-miR172-7-3p Sopen01g039920.1 3.0 10.77 1 21 306 326 UGAAUCUUGAUGAUGCUGCAU GUACAACAUCAUCAAGGUUUA Clivagem 
spe-miR172-7-5p Sopen12g006260.1 3.0 12.77 1 21 1359 1379 GCAGCACUAUUAAGAUUCUCA UGAAAAUCUUAAUGGUGUUGA Clivagem 
spe-miR172-7-5p Sopen12g002420.1 3.0 14.376 1 21 2217 2237 GCAGCACUAUUAAGAUUCUCA UGAGGAUAUUGAUAGUGUUGU Clivagem 
spe-miR172-7-5p Sopen09g002210.1 2.5 12.951 1 20 2278 2297 GCAGCACUAUUAAGAUUCUC GAUAAUCUUAAUAGUGUUGG Clivagem 
spe-miR172-7-5p Sopen01g022520.1 3.0 16.4 1 21 633 653 GCAGCACUAUUAAGAUUCUCA UGGAAAUCUUAAAGGUGCUGC Tradução 
spe-miR172-7-5p Sopen10g031740.2 3.0 23.503 1 20 283 302 GCAGCACUAUUAAGAUUCUC GAGAGUUUAGAUGGUGCUGC Clivagem 
spe-miR172-7-5p Sopen10g031740.1 3.0 20.936 1 20 304 323 GCAGCACUAUUAAGAUUCUC GAGAGUUUAGAUGGUGCUGC Clivagem 
spe-miR172-7-5p Sopen10g031740.3 3.0 20.936 1 20 304 323 GCAGCACUAUUAAGAUUCUC GAGAGUUUAGAUGGUGCUGC Clivagem 
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spe-miR172-7-5p Sopen12g034590.3 3.0 16.621 1 20 304 323 GCAGCACUAUUAAGAUUCUC GAGAACCUUGAAAGUGUUGC Tradução 
spe-miR172-7-5p Sopen12g034590.2 3.0 16.621 1 20 562 581 GCAGCACUAUUAAGAUUCUC GAGAACCUUGAAAGUGUUGC Tradução 
spe-miR172-8-3p Sopen11g026710.1 2.5 15.169 1 22 2328 2349 UGAGAAUCUUAAUAGUGCUGCA UGCAGCACUUUUUGGAUUCUCA Tradução 
spe-miR172-8-3p Sopen11g030250.1 3.0 13.401 1 22 1332 1353 UGAGAAUCUUAAUAGUGCUGCA UGCAGCAUCAUCAGGAUUCUCA Tradução 
spe-miR172-8-3p Sopen11g030250.2 3.0 13.401 1 22 1287 1308 UGAGAAUCUUAAUAGUGCUGCA UGCAGCAUCAUCAGGAUUCUCA Tradução 
spe-miR172-8-3p Sopen01g047660.1 2.5 19.58 1 20 165 184 UGAGAAUCUUAAUAGUGCUG CCGCACUAUUAAGGUUCUUG Clivagem 
spe-miR172-8-3p Sopen07g002210.1 3.0 18.309 1 20 1359 1378 UGAGAAUCUUAAUAGUGCUG UAGCAUUAUGAGGAUUCUUA Tradução 
spe-miR172-8-3p Sopen04g031850.1 3.0 24.404 1 20 537 556 UGAGAAUCUUAAUAGUGCUG CAUUGCAAUUAAGAUUCUCA Clivagem 
spe-miR172-8-5p Sopen04g006670.1 2.5 20.838 1 21 3738 3758 GCAGCAUCAUCAAGAUUCACA UGUGAAAUUUGGUGAUGCUGU Clivagem 
spe-miR172-8-5p Sopen10g032510.1 3.0 19.135 1 20 1924 1943 GCAGCAUCAUCAAGAUUCAC GUGAGUCUUGAUGAUGCUAU Clivagem 
spe-miR172-8-5p Sopen00g013390.1 2.5 23.133 1 21 1416 1436 GCAGCAUCAUCAAGAUUCACA UGUGAAAUUUGGUGAUGCUGU Clivagem 
spe-miR172-8-5p Sopen02g018230.2 2.5 19.836 1 21 1050 1070 GCAGCAUCAUCAAGAUUCACA UGUGGAACUUGGUGAUGCUGU Clivagem 
spe-miR172-8-5p Sopen02g018230.1 2.5 19.836 1 21 294 314 GCAGCAUCAUCAAGAUUCACA UGUGGAACUUGGUGAUGCUGU Clivagem 
spe-miR172-8-5p Sopen07g019560.1 2.5 8.797 1 20 772 791 GCAGCAUCAUCAAGAUUCAC AUGAAUUUUGAUGAUGUUGU Clivagem 
spe-miR172-8-5p Sopen10g013610.2 2.5 24.197 1 21 5313 5333 GCAGCAUCAUCAAGAUUCACA UGUGAAUUGUGCUGAUGCUGC Tradução 
spe-miR172-8-5p Sopen10g013610.1 2.5 24.197 1 21 5313 5333 GCAGCAUCAUCAAGAUUCACA UGUGAAUUGUGCUGAUGCUGC Tradução 
spe-miR172-8-5p Sopen06g003520.1 3.0 16.636 1 21 168 188 GCAGCAUCAUCAAGAUUCACA UGUUAAUUUUGAUGAUUCUGC Clivagem 
spe-miR172-8-5p Sopen12g034090.1 3.0 24.619 1 21 195 215 GCAGCAUCAUCAAGAUUCACA UGUGAAUUUUGCUGAAGCUGC Tradução 
spe-miR172-8-5p Sopen09g003390.1 2.5 18.208 1 21 450 470 GCAGCAUCAUCAAGAUUCACA UGAGAAUCUCGAUGAUGUUGC Clivagem 
spe-miR172-8-5p Sopen04g004840.1 3.0 19.744 1 20 520 539 GCAGCAUCAUCAAGAUUCAC GUGGAUUUUGAUGGUGUUGA Clivagem 
spe-miR172-8-5p Sopen09g005740.1 2.5 18.314 1 20 820 839 GCAGCAUCAUCAAGAUUCAC GGGAAUUUUGAUGAUGCUGA Clivagem 
spe-miR172-8-5p Sopen12g030540.1 3.0 24.578 1 21 375 395 GCAGCAUCAUCAAGAUUCACA UCUCAAUCUUGAUGAUGCUGA Clivagem 
spe-miR172-8-5p Sopen02g023500.1 3.0 19.508 1 20 501 520 GCAGCAUCAUCAAGAUUCAC AAGAAUCUUGAAGAUGCUGC Tradução 
spe-miR172-8-5p Sopen09g023370.1 3.0 12.047 1 21 4383 4403 GCAGCAUCAUCAAGAUUCACA UGAGAGUGUUGAUGAUGUUGC Clivagem 
spe-miR172-8-5p Sopen07g026900.1 3.0 19.453 1 21 681 701 GCAGCAUCAUCAAGAUUCACA UGUGACAUUUGAUGAUGUUGC Clivagem 
spe-miR172-8-5p Sopen09g029770.2 3.0 13.752 1 20 1087 1106 GCAGCAUCAUCAAGAUUCAC UUGAAUCUUGAUAAUGUUGU Clivagem 
spe-miR172-8-5p Sopen09g029770.1 3.0 13.752 1 20 1036 1055 GCAGCAUCAUCAAGAUUCAC UUGAAUCUUGAUAAUGUUGU Clivagem 
spe-miR172-8-5p Sopen02g003380.2 3.0 18.238 1 20 2662 2681 GCAGCAUCAUCAAGAUUCAC UUUGAUCUUGAUGAUGCUGU Clivagem 
spe-miR172-8-5p Sopen02g003380.1 3.0 18.238 1 20 2596 2615 GCAGCAUCAUCAAGAUUCAC UUUGAUCUUGAUGAUGCUGU Clivagem 
spe-miR172-8-5p Sopen06g006330.1 3.0 14.077 1 20 22 41 GCAGCAUCAUCAAGAUUCAC GUGAGUCUUAGUGAUGUUGU Tradução 
spe-miR172-8-5p Sopen03g006590.1 3.0 21.327 1 20 628 647 GCAGCAUCAUCAAGAUUCAC GUGAAUUUUGAUCAUCCUGC Clivagem 
spe-miR172-8-5p Sopen01g037780.1 3.0 13.325 1 21 576 596 GCAGCAUCAUCAAGAUUCACA UGUGAAGCUUGAAAAUGCUGC Tradução 
spe-miR172-8-5p Sopen10g006520.1 3.0 15.525 1 21 417 437 GCAGCAUCAUCAAGAUUCACA UGUGAAGCUUGAAAAUGCUGC Tradução 
spe-miR172-8-5p Sopen01g010730.1 3.0 23.406 1 20 118 137 GCAGCAUCAUCAAGAUUCAC GUCACUCUUGAUGAUGCUGA Clivagem 
spe-miR172-8-5p Sopen03g019160.1 3.0 14.758 1 20 442 461 GCAGCAUCAUCAAGAUUCAC GUGAUUCUUGCUGAUGUUGU Tradução 
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spe-miR172-8-5p Sopen04g027220.1 3.0 15.122 1 20 859 878 GCAGCAUCAUCAAGAUUCAC GUGAAUGUUGAAGAUGUUGU Tradução 
spe-miR172-8-5p Sopen04g035870.1 3.0 20.164 1 20 751 770 GCAGCAUCAUCAAGAUUCAC GUGACUUUUGCUGAUGUUGC Tradução 
spe-miR172-8-5p Sopen06g026740.1 3.0 15.291 1 21 436 455 GCAGCAUCAUCAAGAUUCACA UGUGAA-CUUGAUAAUGCUGC Clivagem 
spe-miR172a-3p Sopen11g030250.1 0.5 13.096 1 20 1332 1351 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172a-3p Sopen11g030250.2 0.5 13.096 1 20 1287 1306 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172a-3p Sopen04g020090.1 0.5 11.188 1 20 1104 1123 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172a-3p Sopen02g037720.1 1.5 16.019 1 20 1440 1459 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172a-3p Sopen02g015090.1 1.5 16.771 1 20 1431 1450 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172a-3p Sopen03g008400.3 1.5 17.579 1 20 1344 1363 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172a-3p Sopen06g031890.1 1.5 12.791 1 20 1299 1318 AGAAUCUUGAUGAUGCUGCA GGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172a-3p Sopen09g002150.1 1.5 10.959 1 20 1278 1297 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172a-3p Sopen03g008400.2 1.5 17.579 1 20 1332 1351 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172a-3p Sopen09g002130.1 1.5 10.959 1 20 1275 1294 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172a-3p Sopen10g033790.1 1.5 13.636 1 20 1242 1261 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172a-3p Sopen06g031890.2 1.5 12.791 1 20 1254 1273 AGAAUCUUGAUGAUGCUGCA GGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172a-3p Sopen09g002130.2 1.5 10.959 1 20 1230 1249 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172a-3p Sopen03g008400.1 1.5 18.47 1 20 1128 1147 AGAAUCUUGAUGAUGCUGCA UGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172a-3p Sopen10g002630.2 2.5 17.691 1 21 1864 1884 AGAAUCUUGAUGAUGCUGCAU AUGUACCUUCAUCAAGAUUCU Clivagem 
spe-miR172a-3p Sopen07g031900.1 2.5 18.332 1 21 1816 1836 AGAAUCUUGAUGAUGCUGCAU AUGUAUCUUCAUCAAGAUUCU Clivagem 
spe-miR172a-3p Sopen10g002630.3 2.5 17.691 1 21 1258 1278 AGAAUCUUGAUGAUGCUGCAU AUGUACCUUCAUCAAGAUUCU Clivagem 
spe-miR172a-3p Sopen03g037820.1 3.0 9.958 1 21 1345 1365 AGAAUCUUGAUGAUGCUGCAU AUGCAGCAAGUUCAAGAUUCU Tradução 
spe-miR172a-3p Sopen11g006420.1 3.0 17.08 1 21 1126 1145 AGAAUCUUGAUGAUGCUGCAU AUGCAGC-UUAUCAAGAUUUU Clivagem 
spe-miR172a-3p Sopen04g020260.1 3.0 21.984 1 21 256 275 AGAAUCUUGAUGAUGCUGCAU AUGCAGC-UUAUCAAGGUUCU Clivagem 
spe-miR172a-3p Sopen06g034240.1 3.0 15.528 1 21 1403 1422 AGAAUCUUGAUGAUGCUGCAU GUGCAGC-UCGUCAAGAUUUU Clivagem 
spe-miR172a-5p Sopen10g017470.1 2.0 19.139 1 21 876 896 GUAGCAUAAUCAAGAUUCACA UGUGAGUCUUGAUCAUGCUAU Clivagem 
spe-miR172a-5p Sopen12g027430.1 2.5 19.441 1 21 506 526 GUAGCAUAAUCAAGAUUCACA UGCGAAUCUUGGUUGUGCUAU Clivagem 
spe-miR172a-5p Sopen10g032510.1 2.0 19.135 1 20 1924 1943 GUAGCAUAAUCAAGAUUCAC GUGAGUCUUGAUGAUGCUAU Clivagem 
spe-miR172a-5p Sopen11g011620.1 3.0 24.941 1 21 99 119 GUAGCAUAAUCAAGAUUCACA UAUGGAUAUUGAUUAUGCUAU Clivagem 
spe-miR172a-5p Sopen09g024810.1 3.0 21.684 1 21 99 119 GUAGCAUAAUCAAGAUUCACA UAUGGAUAUUGAUUAUGCUAU Clivagem 
spe-miR172a-5p Sopen05g009120.3 3.0 14.61 1 20 1426 1445 GUAGCAUAAUCAAGAUUCAC GUGAAUCUUGCUUCUGCUAU Tradução 
spe-miR172a-5p Sopen08g013020.1 3.0 10.08 1 19 5141 5160 GUAGCAUAA-UCAAGAUUCA UGAAUCUUGAAUUAUGCUAA Tradução 
spe-miR172a-5p Sopen03g041600.1 3.0 18.202 1 20 1552 1571 GUAGCAUAAUCAAGAUUCAC GUAAAUCUUGAAAAUGCUAC Tradução 
spe-miR172d-3p Sopen02g037720.1 0.5 16.019 1 21 1439 1459 GGAAUCUUGAUGAUGCUGCAG CUGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172d-3p Sopen02g015090.1 0.5 16.771 1 21 1430 1450 GGAAUCUUGAUGAUGCUGCAG CUGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172d-3p Sopen03g008400.3 0.5 17.579 1 21 1343 1363 GGAAUCUUGAUGAUGCUGCAG CUGCAGCAUCAUCAGGAUUCC Clivagem 
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spe-miR172d-3p Sopen03g008400.2 0.5 17.579 1 21 1331 1351 GGAAUCUUGAUGAUGCUGCAG CUGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172d-3p Sopen03g008400.1 0.5 18.47 1 21 1127 1147 GGAAUCUUGAUGAUGCUGCAG CUGCAGCAUCAUCAGGAUUCC Clivagem 
spe-miR172d-3p Sopen11g030250.1 1.0 13.096 1 21 1331 1351 GGAAUCUUGAUGAUGCUGCAG CUGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172d-3p Sopen11g030250.2 1.0 13.096 1 21 1286 1306 GGAAUCUUGAUGAUGCUGCAG CUGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172d-3p Sopen04g020090.1 1.0 11.188 1 21 1103 1123 GGAAUCUUGAUGAUGCUGCAG CUGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172d-3p Sopen09g002150.1 1.5 10.959 1 21 1277 1297 GGAAUCUUGAUGAUGCUGCAG CUGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172d-3p Sopen09g002130.1 1.5 10.959 1 21 1274 1294 GGAAUCUUGAUGAUGCUGCAG CUGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172d-3p Sopen10g033790.1 1.5 13.636 1 21 1241 1261 GGAAUCUUGAUGAUGCUGCAG CUGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172d-3p Sopen09g002130.2 1.5 10.959 1 21 1229 1249 GGAAUCUUGAUGAUGCUGCAG CUGCAGCAUCAUCAGGAUUCG Clivagem 
spe-miR172d-3p Sopen06g031890.1 2.0 12.791 1 21 1298 1318 GGAAUCUUGAUGAUGCUGCAG CGGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172d-3p Sopen06g031890.2 2.0 12.791 1 21 1253 1273 GGAAUCUUGAUGAUGCUGCAG CGGCAGCAUCAUCAGGAUUCU Clivagem 
spe-miR172d-3p Sopen10g002630.2 3.0 17.691 1 20 1865 1884 GGAAUCUUGAUGAUGCUGCA UGUACCUUCAUCAAGAUUCU Clivagem 
spe-miR172d-3p Sopen07g031900.1 3.0 18.332 1 20 1817 1836 GGAAUCUUGAUGAUGCUGCA UGUAUCUUCAUCAAGAUUCU Clivagem 
spe-miR172d-3p Sopen10g002630.3 3.0 17.691 1 20 1259 1278 GGAAUCUUGAUGAUGCUGCA UGUACCUUCAUCAAGAUUCU Clivagem 
spe-miR172d-3p Sopen12g005650.1 3.0 18.668 1 20 27 46 GGAAUCUUGAUGAUGCUGCA UGAAGCUUUAUCAAGAUUUC Clivagem 
spe-miR172d-3p Sopen11g002960.1 3.0 12.142 1 21 130 150 GGAAUCUUGAUGAUGCUGCAG UUGAAUCAUCUUCAAGAUUCC Tradução 
spe-miR172d-5p Sopen03g014410.1 2.5 23.051 1 20 6784 6803 GGAGCAUCAUCAAGAUUCAC AGGAAUCUUGAUGAUGCUCU Clivagem 
spe-miR172d-5p Sopen10g032510.1 3.0 19.135 1 20 1924 1943 GGAGCAUCAUCAAGAUUCAC GUGAGUCUUGAUGAUGCUAU Clivagem 
spe-miR172d-5p Sopen05g020090.1 3.0 20.454 1 20 2797 2816 GGAGCAUCAUCAAGAUUCAC AGGAGUCUUGAUGAUGCUCU Clivagem 
spe-miR172d-5p Sopen01g014860.1 3.0 23.388 1 20 5809 5828 GGAGCAUCAUCAAGAUUCAC AGGAGUCUUGAUGAUGCUCU Clivagem 
spe-miR172d-5p Sopen04g022460.1 3.0 18.257 1 20 4039 4058 GGAGCAUCAUCAAGAUUCAC AGGAGUCUUGAUGAUGCUCU Clivagem 
spe-miR172d-5p Sopen05g025370.1 3.0 22.823 1 20 2401 2420 GGAGCAUCAUCAAGAUUCAC AGGAGUCUUGAUGAUGCUCU Clivagem 
spe-miR172d-5p Sopen05g018970.1 3.0 23.115 1 20 1690 1709 GGAGCAUCAUCAAGAUUCAC AGGAGUCUUGAUGAUGCUCU Clivagem 
spe-miR172d-5p Sopen01g014920.1 3.0 18.187 1 20 874 893 GGAGCAUCAUCAAGAUUCAC AGGAGUCUUGAUGAUGCUCU Clivagem 
spe-miR172d-5p Sopen11g016140.1 3.0 20.398 1 20 1891 1910 GGAGCAUCAUCAAGAUUCAC AGGAGUCUUGAUGAUGCUCU Clivagem 
spe-miR172d-5p Sopen11g023070.1 3.0 20.1 1 20 31 50 GGAGCAUCAUCAAGAUUCAC AGGAGUCUUGAUGAUGCUCU Clivagem 
spe-miR172d-5p Sopen06g011780.1 3.0 12.755 1 20 949 968 GGAGCAUCAUCAAGAUUCAC AUGAAUCUUGAUGAUUCUCU Clivagem 
spe-miR172d-5p Sopen01g021680.1 3.0 22.633 1 21 3120 3140 GGAGCAUCAUCAAGAUUCACA UGGGAGGCUUGAUGAUGCUCU Clivagem 
spe-miR172d-5p Sopen02g035340.1 3.0 18.033 1 21 177 197 GGAGCAUCAUCAAGAUUCACA UUUGAGUCUUGUUGAUGCUUC Tradução 
spe-miR172d-5p Sopen03g039840.1 3.0 22.681 1 21 57 77 GGAGCAUCAUCAAGAUUCACA UGCGACUUUUGAUGGUGCUCC Clivagem 
spe-miR172d-5p Sopen06g007450.1 3.0 18.435 1 20 6268 6287 GGAGCAUCAUCAAGAUUCAC AUGAGGCUUGAUGAUGCUCU Clivagem 
spe-miR172d-5p Sopen03g009220.1 3.0 18.055 1 20 1480 1499 GGAGCAUCAUCAAGAUUCAC AUGAGGCUUGAUGAUGCUCU Clivagem 
spe-miR172d-5p Sopen05g031560.1 3.0 14.973 1 20 436 455 GGAGCAUCAUCAAGAUUCAC CUGGAUUCUGAUGAUGCUCC Clivagem 
spe-miR172d-5p Sopen03g026140.1 3.0 20.535 1 20 1810 1829 GGAGCAUCAUCAAGAUUCAC GUGAGGUUUGGUGAUGCUCU Clivagem 
spe-miR172d-5p Sopen11g013640.1 2.5 18.849 1 20 829 848 GGAGCAUCAUCAAGAUUCAC GUUAAUCAUGAUGAUGUUCC Clivagem 
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spe-miR172d-5p Sopen01g047980.2 3.0 22.076 1 20 574 593 GGAGCAUCAUCAAGAUUCAC GUCAAACUUGAUGAUGCUCA Clivagem 
spe-miR172d-5p Sopen01g047980.1 3.0 22.076 1 20 574 593 GGAGCAUCAUCAAGAUUCAC GUCAAACUUGAUGAUGCUCA Clivagem 
spe-miR172d-5p Sopen06g012400.1 3.0 17.355 1 20 2293 2312 GGAGCAUCAUCAAGAUUCAC GGGAGGCUUGAUGAUGCUCU Clivagem 
spe-miR172d-5p Sopen07g025480.1 3.0 15.266 1 20 1594 1613 GGAGCAUCAUCAAGAUUCAC GUGUAUGUUGAUGAUGUUCU Clivagem 
spe-miR172d-5p Sopen05g022640.1 3.0 21.17 1 20 838 857 GGAGCAUCAUCAAGAUUCAC GGGAGCCUUGAUGAUGCUCU Clivagem 
spe-miR1886-1-3p Sopen03g020610.1 3.0 11.766 1 22 4116 4137 AUUUUACGUUGAUUUCAUCUCA UGAGGUGAAAUCAAAGCAAAAU Clivagem 
spe-miR1886-1-3p Sopen02g016750.1 2.5 16.447 1 20 471 490 AUUUUACGUUGAUUUCAUCU AGAUGGAAUUCAUGUAAAAU Tradução 
spe-miR1886-1-3p Sopen02g016740.1 2.5 12.431 1 20 579 598 AUUUUACGUUGAUUUCAUCU AGAUGGAAUUCAUGUAAAAU Tradução 
spe-miR1886-1-3p Sopen11g010690.1 3.0 16.03 1 20 273 292 AUUUUACGUUGAUUUCAUCU AGAUGAGAUCAAAGUAGAAA Clivagem 
spe-miR1886-1-3p Sopen11g021030.1 3.0 11.701 1 20 261 280 AUUUUACGUUGAUUUCAUCU AGAUGAGAUCAAAGUAGAAA Clivagem 
spe-miR1886-1-3p Sopen03g028420.1 3.0 17.441 1 20 1836 1855 AUUUUACGUUGAUUUCAUCU AGAUGAGGUCAAGGUGAGAU Clivagem 
spe-miR1886-1-5p Sopen03g020830.1 2.5 6.027 1 23 102 124 AUGAGAUGGAAUUAGGGUUUGGA UUCGAAUCCUAAUUCCUUCUCAU Clivagem 
spe-miR1886-1-5p Sopen05g005910.1 2.5 20.374 1 22 1084 1105 AUGAGAUGGAAUUAGGGUUUGG CCAAAUUCUGAUUCCGUCUUAU Clivagem 
spe-miR1886-1-5p Sopen01g002530.1 2.0 16.424 1 20 32 51 AUGAGAUGGAAUUAGGGUUU AAACCCUAAUUCCAUCUUGG Clivagem 
spe-miR1886-1-5p Sopen04g033400.1 3.0 19.34 1 23 969 991 AUGAGAUGGAAUUAGGGUUUGGA UCAAAACCCUAAUUCCAACUCGG Clivagem 
spe-miR1886-1-5p Sopen03g023670.1 2.5 4.752 1 22 963 984 AUGAGAUGGAAUUAGGGUUUGG CCAAAUCCCAAUCCCAUCUCAU Tradução 
spe-miR1886-1-5p Sopen01g045460.1 2.0 8.215 1 20 774 793 AUGAGAUGGAAUUAGGGUUU AAACCCUAAUUUCAUCUCUU Clivagem 
spe-miR1886-1-5p Sopen07g014840.1 2.5 15.771 1 24 368 391 AUGAGAUGGAAUUAGGGUUUGGAC GCUCCAGCCAUAAUUCCAUCUCAU Clivagem 
spe-miR1886-1-5p Sopen09g007670.1 2.0 16.812 1 20 2000 2019 AUGAGAUGGAAUUAGGGUUU AAACCUUCAUUCCAUCUUAU Clivagem 
spe-miR1886-1-5p Sopen08g022040.1 2.5 13.594 1 20 87 106 AUGAGAUGGAAUUAGGGUUU AAACCCUAAUUCCUUUUCGU Clivagem 
spe-miR1886-1-5p Sopen09g003340.1 3.0 22.237 1 21 778 798 AUGAGAUGGAAUUAGGGUUUG CAAGUCCUAAUAUUAUCUCAU Tradução 
spe-miR1886-1-5p Sopen01g037720.1 3.0 8.993 1 22 139 159 AUGAGAUGGAAUUAGGGUUUGG CUAAACCCUAGUUCCA-CUCAU Clivagem 
spe-miR1886-1-5p Sopen12g003880.1 3.0 8.209 1 22 28 49 AUGAGAUGGAAUUAGGGUUUGG UCAAAUCCAAAUUCAAUUUCAU Clivagem 
spe-miR1886-1-5p Sopen01g002520.1 3.0 14.641 1 20 32 51 AUGAGAUGGAAUUAGGGUUU AAACCCUAAUCCCAUCUUGG Tradução 
spe-miR1886-2-3p Sopen04g005360.1 3.0 16.82 1 23 1889 1911 AUUUUACGCUGAUUCCAUCUCAU AGGGGAUGGAAUCAGAGAAAAAU Clivagem 
spe-miR1886-2-3p Sopen06g009720.1 3.0 15.743 1 21 516 536 AUUUUACGCUGAUUCCAUCUC GAGAGAGAGUCAGCGUAAGAU Clivagem 
spe-miR1886-2-3p Sopen03g026190.1 3.0 18.972 1 21 337 356 AUUUUACGCUGAUUCCAUCUC GAGAUGGAAUCA-CGUAAAAC Tradução 
spe-miR1886-2-3p Sopen02g016750.1 3.0 16.447 1 20 471 490 AUUUUACGCUGAUUCCAUCU AGAUGGAAUUCAUGUAAAAU Tradução 
spe-miR1886-2-3p Sopen02g037940.1 3.0 24.795 1 20 1060 1079 AUUUUACGCUGAUUCCAUCU AAAUGGGAGCAGCGUGAAAU Clivagem 
spe-miR1886-2-3p Sopen02g016740.1 3.0 12.431 1 20 579 598 AUUUUACGCUGAUUCCAUCU AGAUGGAAUUCAUGUAAAAU Tradução 
spe-miR1886-2-5p Sopen11g001080.1 3.0 8.394 1 23 46 68 AUGGUAUCGUGAGAUGAAAUCAG UUUGUUUCAUCCCAUGAUACCAG Clivagem 
spe-miR1886-2-5p Sopen06g023840.1 3.0 15.457 1 21 3675 3695 AUGGUAUCGUGAGAUGAAAUC GAUUUCAGCUAAUGAUGCCAU Tradução 
spe-miR1886-2-5p Sopen02g007230.1 3.0 23.314 1 20 6223 6242 AUGGUAUCGUGAGAUGAAAU AUUUCAUCUGACCAUGCUAU Tradução 
spe-miR1886-2-5p Sopen01g001220.1 3.0 7.4 1 20 461 481 AUGGUAU-CGUGAGAUGAAAU AUUUCAACUCACGCAUACCAU Clivagem 
spe-miR1886h-1-3p Sopen03g020610.1 3.0 11.766 1 22 4116 4137 AUUUUACGUUGAUUUCAUCUCA UGAGGUGAAAUCAAAGCAAAAU Clivagem 
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spe-miR1886h-1-3p Sopen02g016750.1 2.5 16.447 1 20 471 490 AUUUUACGUUGAUUUCAUCU AGAUGGAAUUCAUGUAAAAU Tradução 
spe-miR1886h-1-3p Sopen02g016740.1 2.5 12.431 1 20 579 598 AUUUUACGUUGAUUUCAUCU AGAUGGAAUUCAUGUAAAAU Tradução 
spe-miR1886h-1-3p Sopen11g010690.1 3.0 16.03 1 20 273 292 AUUUUACGUUGAUUUCAUCU AGAUGAGAUCAAAGUAGAAA Clivagem 
spe-miR1886h-1-3p Sopen11g021030.1 3.0 11.701 1 20 261 280 AUUUUACGUUGAUUUCAUCU AGAUGAGAUCAAAGUAGAAA Clivagem 
spe-miR1886h-1-3p Sopen03g028420.1 3.0 17.441 1 20 1836 1855 AUUUUACGUUGAUUUCAUCU AGAUGAGGUCAAGGUGAGAU Clivagem 
spe-miR1886h-2-5p Sopen03g020610.1 3.0 11.766 1 22 4116 4137 AUUUUACGUUGAUUUCAUCUCA UGAGGUGAAAUCAAAGCAAAAU Clivagem 
spe-miR1886h-2-5p Sopen02g016750.1 2.5 16.447 1 20 471 490 AUUUUACGUUGAUUUCAUCU AGAUGGAAUUCAUGUAAAAU Tradução 
spe-miR1886h-2-5p Sopen02g016740.1 2.5 12.431 1 20 579 598 AUUUUACGUUGAUUUCAUCU AGAUGGAAUUCAUGUAAAAU Tradução 
spe-miR1886h-2-5p Sopen11g010690.1 3.0 16.03 1 20 273 292 AUUUUACGUUGAUUUCAUCU AGAUGAGAUCAAAGUAGAAA Clivagem 
spe-miR1886h-2-5p Sopen11g021030.1 3.0 11.701 1 20 261 280 AUUUUACGUUGAUUUCAUCU AGAUGAGAUCAAAGUAGAAA Clivagem 
spe-miR1886h-2-5p Sopen03g028420.1 3.0 17.441 1 20 1836 1855 AUUUUACGUUGAUUUCAUCU AGAUGAGGUCAAGGUGAGAU Clivagem 
spe-miR1917-1-5p Sopen01g028250.1 3.0 18.068 1 20 77 96 AUUAAUAAAGAGUGCUAAAG CUUUAGUCCUCUUUAUUCAU Clivagem 
spe-miR1917-1-5p Sopen11g005350.1 3.0 15.458 1 20 938 957 AUUAAUAAAGAGUGCUAAAG CGUUGGCACUUUUUAUUGGU Clivagem 
spe-miR1917-2-5p Sopen01g028250.1 3.0 18.068 1 20 77 96 AUUAAUAAAGAGUGCUAAAG CUUUAGUCCUCUUUAUUCAU Clivagem 
spe-miR1917-2-5p Sopen11g005350.1 3.0 15.458 1 20 938 957 AUUAAUAAAGAGUGCUAAAG CGUUGGCACUUUUUAUUGGU Clivagem 
spe-miR1917-3-5p Sopen01g028250.1 3.0 18.068 1 20 77 96 AUUAAUAAAGAGUGCUAAAG CUUUAGUCCUCUUUAUUCAU Clivagem 
spe-miR1917-3-5p Sopen11g005350.1 3.0 15.458 1 20 938 957 AUUAAUAAAGAGUGCUAAAG CGUUGGCACUUUUUAUUGGU Clivagem 
spe-miR1917-4-5p Sopen01g028250.1 3.0 18.068 1 20 77 96 AUUAAUAAAGAGUGCUAAAG CUUUAGUCCUCUUUAUUCAU Clivagem 
spe-miR1917-4-5p Sopen11g005350.1 3.0 15.458 1 20 938 957 AUUAAUAAAGAGUGCUAAAG CGUUGGCACUUUUUAUUGGU Clivagem 
spe-miR1918-5p Sopen10g023960.1 2.5 13.436 1 21 71 91 UGUUGGUGAGAGUUCGAUUCU GGAAUCGAACUCUUGUCAAUG Clivagem 
spe-miR1918-5p Sopen09g033270.1 2.5 9.371 1 21 5 25 UGUUGGUGAGAGUUCGAUUCU AGAAUCAAAGUUUCACCAACA Clivagem 
spe-miR1918-5p Sopen07g022010.1 3.0 13.106 1 20 991 1010 UGUUGGUGAGAGUUCGAUUC CAGUUGCACUCUCACCAACA Clivagem 
spe-miR1918-5p Sopen01g022820.1 3.0 20.729 1 20 192 211 UGUUGGUGAGAGUUCGAUUC GAAUAGAACUCUUAUUGACA Clivagem 
spe-miR1918-5p Sopen01g049270.1 3.0 10.961 1 21 282 302 UGUUGGUGAGAGUUCGAUUCU GGAAUGGAAAUUUCAUCAACA Clivagem 
spe-miR1919-3p Sopen07g022430.1 3.0 20.645 1 21 357 377 ACGAGAGUCAUCUGUGACAGG UCUGUUACAGUUGCUUCUCGU Tradução 
spe-miR1919-5p Sopen08g021500.1 1.0 16.833 1 20 288 307 UGUCGCAGAUGACUUUCGCC CGCGAAAGUCAUCUGCGACA Clivagem 
spe-miR1919-5p Sopen08g021530.1 1.0 16.636 1 20 285 304 UGUCGCAGAUGACUUUCGCC CGCGAAAGUCAUCUGCGACA Clivagem 
spe-miR1919-5p Sopen08g021530.1 2.0 22.971 1 21 463 483 UGUCGCAGAUGACUUUCGCCC GGACGAGAGUCAUCUGUGACA Clivagem 
spe-miR1919-5p Sopen12g008360.1 2.0 24.875 1 21 176 196 UGUCGCAGAUGACUUUCGCCC GGACGAGAGUCAUCUGUGACA Clivagem 
spe-miR1919c-3p Sopen07g022430.1 3.0 20.645 1 21 357 377 ACGAGAGUCAUCUGUGACAGG UCUGUUACAGUUGCUUCUCGU Tradução 
spe-miR1919c-5p Sopen08g021500.1 1.0 16.833 1 20 288 307 UGUCGCAGAUGACUUUCGCC CGCGAAAGUCAUCUGCGACA Clivagem 
spe-miR1919c-5p Sopen08g021530.1 1.0 16.636 1 20 285 304 UGUCGCAGAUGACUUUCGCC CGCGAAAGUCAUCUGCGACA Clivagem 
spe-miR1919c-5p Sopen08g021530.1 2.0 22.971 1 21 463 483 UGUCGCAGAUGACUUUCGCCC GGACGAGAGUCAUCUGUGACA Clivagem 
spe-miR1919c-5p Sopen12g008360.1 2.0 24.875 1 21 176 196 UGUCGCAGAUGACUUUCGCCC GGACGAGAGUCAUCUGUGACA Clivagem 
spe-miR2111a-3p Sopen09g019750.1 3.0 16.903 1 21 214 234 GUCCUUAGGAUGCAGAUUAUC GAUAAUCUUUAUUUUAAGGAU Clivagem 
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spe-miR2111a-5p Sopen07g005160.1 1.0 11.53 1 20 187 206 UAAUCUGCAUCCUGAGGUUU CAACCUCAGGAUGCAGAUUA Clivagem 
spe-miR2111a-5p Sopen03g040700.1 2.5 17.718 1 20 637 656 UAAUCUGCAUCCUGAGGUUU GGAUCUCAGGUUGCAGAUUA Tradução 
spe-miR2111a-5p Sopen03g040700.2 2.5 17.718 1 20 829 848 UAAUCUGCAUCCUGAGGUUU GGAUCUCAGGUUGCAGAUUA Tradução 
spe-miR2111a-5p Sopen02g036490.1 3.0 16.995 1 20 191 210 UAAUCUGCAUCCUGAGGUUU AAAACUCAGGAUGUGGAUUU Clivagem 
spe-miR2111a-5p Sopen01g010570.1 3.0 15.506 1 21 222 242 UAAUCUGCAUCCUGAGGUUUA UAAACAUCUGGAUACAGAUUA Clivagem 
spe-miR2111a-5p Sopen03g008380.1 3.0 12.617 1 21 621 641 UAAUCUGCAUCCUGAGGUUUA UAAACAUCCGGAUACAGAUUA Clivagem 
spe-miR2111a-5p Sopen12g014850.1 3.0 16.541 1 21 873 893 UAAUCUGCAUCCUGAGGUUUA UAAACAUCCGGAUACAGAUUA Clivagem 
spe-miR2111a-5p Sopen02g007970.1 3.0 17.327 1 21 1263 1283 UAAUCUGCAUCCUGAGGUUUA UAAACAUCCGGAUACAGAUUA Clivagem 
spe-miR2111a-5p Sopen01g025550.1 3.0 14.877 1 21 2265 2285 UAAUCUGCAUCCUGAGGUUUA UAAACAUCCGGAUACAGAUUA Clivagem 
spe-miR2111a-5p Sopen07g020190.1 3.0 15.739 1 21 2757 2777 UAAUCUGCAUCCUGAGGUUUA UAAACAUCUGGAUACAGAUUA Clivagem 
spe-miR2111a-5p Sopen08g015370.1 3.0 13.082 1 21 2307 2327 UAAUCUGCAUCCUGAGGUUUA UAAACAUCCGGAUACAGAUUA Clivagem 
spe-miR2111a-5p Sopen12g014850.2 3.0 16.541 1 21 3414 3434 UAAUCUGCAUCCUGAGGUUUA UAAACAUCCGGAUACAGAUUA Clivagem 
spe-miR2111a-5p Sopen01g016360.1 3.0 12.931 1 21 3342 3362 UAAUCUGCAUCCUGAGGUUUA UAAACAUCCGGAUACAGAUUA Clivagem 
spe-miR2111a-5p Sopen03g019160.1 3.0 11.314 1 21 4017 4037 UAAUCUGCAUCCUGAGGUUUA UAAACAUCCGGAUACAGAUUA Clivagem 
spe-miR2111a-5p Sopen08g023600.1 3.0 14.162 1 21 6255 6275 UAAUCUGCAUCCUGAGGUUUA UAAACAUCCGGAUACAGAUUA Clivagem 
spe-miR2111a-5p Sopen04g006190.1 3.0 10.49 1 20 705 724 UAAUCUGCAUCCUGAGGUUU AGACCCUAUGAUGCAGAUUA Clivagem 
spe-miR2111a-5p Sopen03g031690.1 3.0 17.741 1 20 202 221 UAAUCUGCAUCCUGAGGUUU AAAGUUCAGGUUGCAGAUUG Tradução 
spe-miR319-1-3p Sopen01g004560.2 2.5 23.404 1 20 956 975 UUGGACUGAAGGGAGCUCCC UGGAGCUCCCUUCACUCCAA Clivagem 
spe-miR319-1-3p Sopen01g004560.1 2.5 23.404 1 20 926 945 UUGGACUGAAGGGAGCUCCC UGGAGCUCCCUUCACUCCAA Clivagem 
spe-miR319-1-3p Sopen02g023820.1 2.5 23.619 1 20 305 324 UUGGACUGAAGGGAGCUCCC CGGAGCUUCAUUCAGUCCAA Tradução 
spe-miR319-1-3p Sopen06g010440.1 3.0 22.135 1 21 458 478 UUGGACUGAAGGGAGCUCCCU AGGCGGUUCCCAUCAGUCCAA Tradução 
spe-miR319-1-3p Sopen07g027370.1 3.0 13.764 1 21 736 755 UUGGACUGAAGGGAGCUCCCU AGGGAAC-CCCUUCAGUCCAA Clivagem 
spe-miR319-1-5p Sopen09g012310.1 3.0 19.225 1 20 1573 1592 GAGCUCUCUCCGGUCCAGUC AACUGGAUUGGAGAGGGUUC Clivagem 
spe-miR319-1-5p Sopen04g001560.1 3.0 22.356 1 20 2260 2279 GAGCUCUCUCCGGUCCAGUC GAUUCAACCGGAGAGGGCUC Clivagem 
spe-miR319-2-3p Sopen01g004560.2 2.5 23.404 1 20 956 975 UUGGACUGAAGGGAGCUCCC UGGAGCUCCCUUCACUCCAA Clivagem 
spe-miR319-2-3p Sopen01g004560.1 2.5 23.404 1 20 926 945 UUGGACUGAAGGGAGCUCCC UGGAGCUCCCUUCACUCCAA Clivagem 
spe-miR319-2-3p Sopen02g023820.1 2.5 23.619 1 20 305 324 UUGGACUGAAGGGAGCUCCC CGGAGCUUCAUUCAGUCCAA Tradução 
spe-miR319-2-3p Sopen06g010440.1 3.0 22.135 1 21 458 478 UUGGACUGAAGGGAGCUCCCU AGGCGGUUCCCAUCAGUCCAA Tradução 
spe-miR319-2-3p Sopen07g027370.1 3.0 13.764 1 21 736 755 UUGGACUGAAGGGAGCUCCCU AGGGAAC-CCCUUCAGUCCAA Clivagem 
spe-miR319-2-5p Sopen04g033650.1 2.5 17.268 1 21 406 426 AGAGCUUCCUUUAGUCCACUC GAGUGGAUUAGAGGAAGCUUG Clivagem 
spe-miR319-2-5p Sopen01g051280.1 3.0 17.778 1 21 9279 9299 AGAGCUUCCUUUAGUCCACUC GAGUGAGUUGAAGGAGGCUCU Clivagem 
spe-miR319-2-5p Sopen03g022580.1 2.5 24.686 1 20 203 222 AGAGCUUCCUUUAGUCCACU ACUGGACUGAAGGGGGCUCU Clivagem 
spe-miR319-2-5p Sopen12g034860.1 3.0 19.79 1 21 846 866 AGAGCUUCCUUUAGUCCACUC GAGUUGGCUAAAAGGAGCUCU Tradução 
spe-miR319-2-5p Sopen08g015520.1 3.0 19.893 1 21 522 542 AGAGCUUCCUUUAGUCCACUC GAGUGAAUUAAAAGAAGCUUU Tradução 
spe-miR319-2-5p Sopen07g029050.1 3.0 13.615 1 20 605 624 AGAGCUUCCUUUAGUCCACU ACUGGACUAAAGGAGGCUUG Clivagem 
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spe-miR319-2-5p Sopen06g019680.1 3.0 17.972 1 20 1135 1154 AGAGCUUCCUUUAGUCCACU AGUGGAUCAAAGGCAGCUCU Clivagem 
spe-miR319-2-5p Sopen04g029080.1 3.0 23.447 1 20 73 92 AGAGCUUCCUUUAGUCCACU GGUGAAUUAAUGGAAGCUCU Tradução 
spe-miR319-2-5p Sopen07g012230.1 3.0 23.431 1 20 490 509 AGAGCUUCCUUUAGUCCACU AGGGGACUAGGGAAAGCUCU Clivagem 
spe-miR319-2-5p Sopen08g029370.1 3.0 13.082 1 20 1462 1481 AGAGCUUCCUUUAGUCCACU AAUGAGCUAAAGGAAGCUUU Clivagem 
spe-miR319-2-5p Sopen10g017000.1 3.0 20.94 1 20 172 191 AGAGCUUCCUUUAGUCCACU AGUGCACUAGUGGAGGCUCU Tradução 
spe-miR319-2-5p Sopen03g036860.1 3.0 16.679 1 20 493 512 AGAGCUUCCUUUAGUCCACU AUUGGAAUAGAGGAAGCUUU Clivagem 
spe-miR319-2-5p Sopen03g032150.1 2.5 21.519 1 20 2574 2592 AGAGCUUCCUUUAGUCCACU AGUGG-CUGAAGGAAGCUCU Clivagem 
spe-miR319-2-5p Sopen01g002330.1 3.0 13.716 1 20 178 197 AGAGCUUCCUUUAGUCCACU AAUGGACUAAUUGAAGCUCU Tradução 
spe-miR319-2-5p Sopen03g036300.3 3.0 23.837 1 20 385 403 AGAGCUUCCUUUAGUCCACU AGUGGUCUAAAG-AAGCUCU Clivagem 
spe-miR319-3-3p Sopen01g044170.4 1.5 14.769 1 21 319 339 UUGGACUGAAGGGUUCCCUUC GAAGGGAACUUUUUAGUCCAA Clivagem 
spe-miR319-3-3p Sopen01g044170.5 1.5 14.769 1 21 856 876 UUGGACUGAAGGGUUCCCUUC GAAGGGAACUUUUUAGUCCAA Clivagem 
spe-miR319-3-3p Sopen01g044170.3 1.5 14.769 1 21 913 933 UUGGACUGAAGGGUUCCCUUC GAAGGGAACUUUUUAGUCCAA Clivagem 
spe-miR319-3-3p Sopen01g044170.6 1.5 14.769 1 21 913 933 UUGGACUGAAGGGUUCCCUUC GAAGGGAACUUUUUAGUCCAA Clivagem 
spe-miR319-3-3p Sopen08g015840.1 1.0 13.556 1 20 868 887 UUGGACUGAAGGGUUCCCUU AGGGGGACCCUUCAGUCCAA Clivagem 
spe-miR319-3-3p Sopen08g010620.1 1.0 13.112 1 20 1021 1040 UUGGACUGAAGGGUUCCCUU AGGGGGACCCUUCAGUCCAA Clivagem 
spe-miR319-3-3p Sopen08g010620.2 1.0 13.112 1 20 1081 1100 UUGGACUGAAGGGUUCCCUU AGGGGGACCCUUCAGUCCAA Clivagem 
spe-miR319-3-3p Sopen12g005920.1 2.0 12.321 1 21 915 935 UUGGACUGAAGGGUUCCCUUC GAGGGGACCCCUUCAGUCCAG Clivagem 
spe-miR319-3-3p Sopen07g030910.1 2.0 11.934 1 21 936 956 UUGGACUGAAGGGUUCCCUUC GAGGGGACCCCUUCAGUCCAG Clivagem 
spe-miR319-3-3p Sopen07g027370.1 2.0 13.764 1 20 735 755 UUGGACUGAA-GGGUUCCCUU AAGGGAACCCCUUCAGUCCAA Tradução 
spe-miR319-3-3p Sopen02g039300.1 3.0 21.044 1 21 10642 10662 UUGGACUGAAGGGUUCCCUUC GAUGGGAAUCCUACAGUUCAA Tradução 
spe-miR319-3-3p Sopen01g007840.1 2.5 11.538 1 19 750 769 UUGGACUGAA-GGGUUCCCU AGGGAACCCCUUCAGUCCAG Tradução 
spe-miR319-3-3p Sopen06g007580.1 2.5 11.538 1 19 750 769 UUGGACUGAA-GGGUUCCCU AGGGAACCCCUUCAGUCCAG Tradução 
spe-miR319-3-3p Sopen07g025650.1 2.5 11.538 1 19 750 769 UUGGACUGAA-GGGUUCCCU AGGGAACCCCUUCAGUCCAG Tradução 
spe-miR319-3-3p Sopen02g022170.1 2.5 14.239 1 19 688 707 UUGGACUGAA-GGGUUCCCU AGGGAACCCCUUCAGUCCAG Tradução 
spe-miR319-3-3p Sopen04g017180.1 2.5 11.538 1 19 822 841 UUGGACUGAA-GGGUUCCCU AGGGAACCCCUUCAGUCCAG Tradução 
spe-miR319-3-3p Sopen03g012280.1 2.5 13.541 1 19 823 842 UUGGACUGAA-GGGUUCCCU AGGGAACCCCUUCAGUCCAG Tradução 
spe-miR319-3-3p Sopen08g027000.1 3.0 12.81 1 20 1080 1099 UUGGACUGAAGGGUUCCCUU AAGGCAACUCAUCAGUUCAA Tradução 
spe-miR319-3-3p Sopen12g015990.1 2.5 11.538 1 19 6750 6769 UUGGACUGAA-GGGUUCCCU AGGGAACCCCUUCAGUCCAG Tradução 
spe-miR319-3-5p Sopen12g033930.1 2.0 23.5 1 20 569 588 AGGAAACUGUUUAGUCCAAC GUUGGACUGGACAGUUUCCA Clivagem 
spe-miR319-3-5p Sopen05g033370.3 2.5 20.17 1 20 1352 1371 AGGAAACUGUUUAGUCCAAC GUUGGAAUAAACAGUUUUCA Clivagem 
spe-miR319-3-5p Sopen05g033370.1 2.5 20.17 1 20 1694 1713 AGGAAACUGUUUAGUCCAAC GUUGGAAUAAACAGUUUUCA Clivagem 
spe-miR319-3-5p Sopen05g033370.4 2.5 20.17 1 20 1751 1770 AGGAAACUGUUUAGUCCAAC GUUGGAAUAAACAGUUUUCA Clivagem 
spe-miR319-3-5p Sopen06g014680.1 2.5 16.926 1 20 449 468 AGGAAACUGUUUAGUCCAAC GGUGGAUUGAACAGUUUCUU Clivagem 
spe-miR319-3-5p Sopen07g004960.1 3.0 21.518 1 20 59 78 AGGAAACUGUUUAGUCCAAC GUUGGACGGACCAGUUUCUU Tradução 
spe-miR319-3-5p Sopen09g007030.1 3.0 17.845 1 20 344 363 AGGAAACUGUUUAGUCCAAC GUCGGACUAAAUCGUUUUCU Clivagem 
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spe-miR319-3-5p Sopen03g041220.1 3.0 12.529 1 20 30 49 AGGAAACUGUUUAGUCCAAC GUUGGAGAAAACAGUUUUUU Clivagem 
spe-miR319-3-5p Sopen01g032980.1 3.0 14.133 1 20 917 935 AGGAAACUGUUUAGUCCAAC GUUGGACUAG-CAGUUUUCU Tradução 
spe-miR319-3-5p Sopen09g001490.1 3.0 18.087 1 20 273 291 AGGAAACUGUUUAGUCCAAC GUUGGA-UAAUCAGUUUCCU Tradução 
spe-miR319-4-3p Sopen01g044170.4 2.0 14.769 1 21 319 339 UUGGACUGAAGGGUUUCCUUC GAAGGGAACUUUUUAGUCCAA Clivagem 
spe-miR319-4-3p Sopen01g044170.5 2.0 14.769 1 21 856 876 UUGGACUGAAGGGUUUCCUUC GAAGGGAACUUUUUAGUCCAA Clivagem 
spe-miR319-4-3p Sopen01g044170.3 2.0 14.769 1 21 913 933 UUGGACUGAAGGGUUUCCUUC GAAGGGAACUUUUUAGUCCAA Clivagem 
spe-miR319-4-3p Sopen01g044170.6 2.0 14.769 1 21 913 933 UUGGACUGAAGGGUUUCCUUC GAAGGGAACUUUUUAGUCCAA Clivagem 
spe-miR319-4-3p Sopen08g015840.1 1.5 13.556 1 20 868 887 UUGGACUGAAGGGUUUCCUU AGGGGGACCCUUCAGUCCAA Clivagem 
spe-miR319-4-3p Sopen08g010620.1 1.5 13.112 1 20 1021 1040 UUGGACUGAAGGGUUUCCUU AGGGGGACCCUUCAGUCCAA Clivagem 
spe-miR319-4-3p Sopen08g010620.2 1.5 13.112 1 20 1081 1100 UUGGACUGAAGGGUUUCCUU AGGGGGACCCUUCAGUCCAA Clivagem 
spe-miR319-4-3p Sopen07g027370.1 1.5 13.764 1 20 736 755 UUGGACUGAAGGGUUUCCUU AGGGAACCCCUUCAGUCCAA Clivagem 
spe-miR319-4-3p Sopen12g005920.1 2.5 12.321 1 21 915 935 UUGGACUGAAGGGUUUCCUUC GAGGGGACCCCUUCAGUCCAG Clivagem 
spe-miR319-4-3p Sopen07g030910.1 2.5 11.934 1 21 936 956 UUGGACUGAAGGGUUUCCUUC GAGGGGACCCCUUCAGUCCAG Clivagem 
spe-miR319-4-3p Sopen01g035040.1 2.5 15.284 1 21 1484 1504 UUGGACUGAAGGGUUUCCUUC GGAGGAAACACUUUGGUCCAA Clivagem 
spe-miR319-4-3p Sopen01g007840.1 2.0 11.538 1 20 750 769 UUGGACUGAAGGGUUUCCUU AGGGAACCCCUUCAGUCCAG Clivagem 
spe-miR319-4-3p Sopen06g007580.1 2.0 11.538 1 20 750 769 UUGGACUGAAGGGUUUCCUU AGGGAACCCCUUCAGUCCAG Clivagem 
spe-miR319-4-3p Sopen07g025650.1 2.0 11.538 1 20 750 769 UUGGACUGAAGGGUUUCCUU AGGGAACCCCUUCAGUCCAG Clivagem 
spe-miR319-4-3p Sopen04g017180.1 2.0 11.538 1 20 822 841 UUGGACUGAAGGGUUUCCUU AGGGAACCCCUUCAGUCCAG Clivagem 
spe-miR319-4-3p Sopen02g022170.1 2.0 14.239 1 20 688 707 UUGGACUGAAGGGUUUCCUU AGGGAACCCCUUCAGUCCAG Clivagem 
spe-miR319-4-3p Sopen03g012280.1 2.0 13.541 1 20 823 842 UUGGACUGAAGGGUUUCCUU AGGGAACCCCUUCAGUCCAG Clivagem 
spe-miR319-4-3p Sopen12g015990.1 2.0 11.538 1 20 6750 6769 UUGGACUGAAGGGUUUCCUU AGGGAACCCCUUCAGUCCAG Clivagem 
spe-miR319-4-3p Sopen02g021440.1 3.0 17.604 1 21 2692 2712 UUGGACUGAAGGGUUUCCUUC GAAGGAAAUGUUCCAGUCCAA Tradução 
spe-miR319-4-3p Sopen10g005500.1 3.0 16.274 1 20 1507 1526 UUGGACUGAAGGGUUUCCUU AGGGAAAUCCUACAGUCUGA Tradução 
spe-miR319-4-3p Sopen08g027000.1 3.0 12.81 1 20 1080 1099 UUGGACUGAAGGGUUUCCUU AAGGCAACUCAUCAGUUCAA Tradução 
spe-miR319-4-3p Sopen08g023950.1 3.0 14.447 1 20 179 198 UUGGACUGAAGGGUUUCCUU AAGCAGAACCUUCAGUUCAA Clivagem 
spe-miR319-4-3p Sopen07g019740.1 3.0 20.469 1 20 380 399 UUGGACUGAAGGGUUUCCUU AGGGAAACAUGUCAGUCCAA Tradução 
spe-miR319a-3p Sopen01g004560.2 2.5 21.371 1 20 957 976 CUUGGACUGAAGGGAGCUCC GGAGCUCCCUUCACUCCAAA Clivagem 
spe-miR319a-3p Sopen01g004560.1 2.5 21.371 1 20 927 946 CUUGGACUGAAGGGAGCUCC GGAGCUCCCUUCACUCCAAA Clivagem 
spe-miR319a-3p Sopen02g023820.1 2.5 23.601 1 20 306 325 CUUGGACUGAAGGGAGCUCC GGAGCUUCAUUCAGUCCAAA Clivagem 
spe-miR319a-3p Sopen10g015400.1 3.0 13.368 1 20 3 22 CUUGGACUGAAGGGAGCUCC GGAGUUGCUUUUAGUUCAAG Clivagem 
spe-miR319a-3p Sopen11g003830.1 3.0 15.002 1 20 1260 1279 CUUGGACUGAAGGGAGCUCC GGAGCUUCAGUCAGUUCAAG Tradução 
spe-miR319a-5p.1 Sopen05g003530.1 2.0 16.598 1 20 2255 2274 AGAGCUUUCUUCAGUCCACA UGUGGAUUGGAGAAGGCUUU Clivagem 
spe-miR319a-5p.1 Sopen11g004190.1 3.0 22.351 1 21 281 301 AGAGCUUUCUUCAGUCCACAC GUGUGGAUUGGGAAGAGCUCU Tradução 
spe-miR319a-5p.1 Sopen05g003520.2 2.5 22.094 1 20 2225 2244 AGAGCUUUCUUCAGUCCACA UGUGGAUUGCAGAAGGCUUU Tradução 
spe-miR319a-5p.1 Sopen05g003520.1 2.5 22.094 1 20 2225 2244 AGAGCUUUCUUCAGUCCACA UGUGGAUUGCAGAAGGCUUU Tradução 
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spe-miR319a-5p.1 Sopen01g037870.1 3.0 18.866 1 20 1829 1848 AGAGCUUUCUUCAGUCCACA AGUUGGCUGAAGAAAGUUCU Clivagem 
spe-miR319a-5p.1 Sopen02g019490.1 3.0 17.391 1 20 752 771 AGAGCUUUCUUCAGUCCACA UGUGGGCUGCAGAAGGUUUU Tradução 
spe-miR319a-5p.1 Sopen02g011310.1 3.0 23.883 1 20 1278 1297 AGAGCUUUCUUCAGUCCACA UGUUGACUGUGGAAAGCUUU Tradução 
spe-miR319a-5p.1 Sopen01g011080.1 3.0 21.598 1 20 286 305 AGAGCUUUCUUCAGUCCACA UAUGUAGUGAAGAAAGCUCU Clivagem 
spe-miR319a-5p.1 Sopen12g018410.1 3.0 19.295 1 20 103 122 AGAGCUUUCUUCAGUCCACA UAUGUAGUGAAGAAAGCUCU Clivagem 
spe-miR319a-5p.1 Sopen02g032720.1 3.0 19.008 1 20 3070 3089 AGAGCUUUCUUCAGUCCACA UGUGAUCUUAAGAAAGCUCU Clivagem 
spe-miR319a-5p.2 Sopen01g040400.3 3.0 16.266 1 22 1390 1411 UUGCUGCCGACUCAUUCAUCCA UGGAUGGUUGAGUUAGCAGCAA Clivagem 
spe-miR319a-5p.2 Sopen01g040400.2 3.0 16.266 1 22 1390 1411 UUGCUGCCGACUCAUUCAUCCA UGGAUGGUUGAGUUAGCAGCAA Clivagem 
spe-miR319a-5p.2 Sopen01g031030.2 2.5 17.719 1 20 42 61 UUGCUGCCGACUCAUUCAUC GGUGGAUGACUCGGCAGCGA Tradução 
spe-miR319a-5p.2 Sopen01g031030.1 2.5 17.719 1 20 42 61 UUGCUGCCGACUCAUUCAUC GGUGGAUGACUCGGCAGCGA Tradução 
spe-miR319a-5p.2 Sopen02g037960.1 2.5 21.503 1 20 298 316 UUGCUGCCGACUCAUUCAUC GAUGAAUG-GUUGGCAGCAA Clivagem 
spe-miR319a-5p.2 Sopen02g024930.1 3.0 17.785 1 20 543 562 UUGCUGCCGACUCAUUCAUC GUUGAAUGAUUUGGUAGCAA Tradução 
spe-miR319a-5p.2 Sopen02g024920.1 3.0 17.785 1 20 543 562 UUGCUGCCGACUCAUUCAUC GUUGAAUGAUUUGGUAGCAA Tradução 
spe-miR319a-5p.2 Sopen02g024940.1 3.0 17.933 1 20 549 568 UUGCUGCCGACUCAUUCAUC GUUGAAUGAUUUGGUAGCAA Tradução 
spe-miR319a-5p.2 Sopen08g028280.1 3.0 23.386 1 20 237 256 UUGCUGCCGACUCAUUCAUC GAUGAAAGGGUUUGCAGCAA Clivagem 
spe-miR319a-5p.2 Sopen08g028260.1 3.0 22.344 1 20 240 259 UUGCUGCCGACUCAUUCAUC GAUGAAAGGGUUUGCAGCAA Clivagem 
spe-miR319c-1-3p Sopen01g004560.1 2.5 23.404 1 20 926 945 UUGGACUGAAGGGAGCUCCU UGGAGCUCCCUUCACUCCAA Clivagem 
spe-miR319c-1-3p Sopen01g004560.2 2.5 23.404 1 20 956 975 UUGGACUGAAGGGAGCUCCU UGGAGCUCCCUUCACUCCAA Clivagem 
spe-miR319c-1-3p Sopen02g023820.1 2.5 23.619 1 20 305 324 UUGGACUGAAGGGAGCUCCU CGGAGCUUCAUUCAGUCCAA Tradução 
spe-miR319c-1-3p Sopen02g007680.1 2.5 18.32 1 20 1701 1720 UUGGACUGAAGGGAGCUCCU AGGAGCUCCAUUCAGUUCAU Tradução 
spe-miR319c-1-3p Sopen08g015840.1 2.5 13.556 1 20 868 887 UUGGACUGAAGGGAGCUCCU AGGGGGACCCUUCAGUCCAA Clivagem 
spe-miR319c-1-3p Sopen08g010620.1 2.5 13.112 1 20 1021 1040 UUGGACUGAAGGGAGCUCCU AGGGGGACCCUUCAGUCCAA Clivagem 
spe-miR319c-1-3p Sopen08g010620.2 2.5 13.112 1 20 1081 1100 UUGGACUGAAGGGAGCUCCU AGGGGGACCCUUCAGUCCAA Clivagem 
spe-miR319c-1-3p Sopen12g005920.1 3.0 12.321 1 20 916 935 UUGGACUGAAGGGAGCUCCU AGGGGACCCCUUCAGUCCAG Clivagem 
spe-miR319c-1-3p Sopen07g030910.1 3.0 11.934 1 20 937 956 UUGGACUGAAGGGAGCUCCU AGGGGACCCCUUCAGUCCAG Clivagem 
spe-miR319c-1-3p Sopen11g003830.1 3.0 14.76 1 20 1259 1278 UUGGACUGAAGGGAGCUCCU AGGAGCUUCAGUCAGUUCAA Tradução 
spe-miR319c-1-3p Sopen08g022660.1 3.0 20.017 1 20 935 954 UUGGACUGAAGGGAGCUCCU AGGAUCUCAUUUCAGUUCAA Clivagem 
spe-miR319c-2-3p Sopen01g004560.1 2.5 23.404 1 20 926 945 UUGGACUGAAGGGAGCUCCU UGGAGCUCCCUUCACUCCAA Clivagem 
spe-miR319c-2-3p Sopen01g004560.2 2.5 23.404 1 20 956 975 UUGGACUGAAGGGAGCUCCU UGGAGCUCCCUUCACUCCAA Clivagem 
spe-miR319c-2-3p Sopen02g007680.1 2.5 18.32 1 21 1700 1720 UUGGACUGAAGGGAGCUCCUU GAGGAGCUCCAUUCAGUUCAU Tradução 
spe-miR319c-2-3p Sopen02g023820.1 2.5 23.619 1 20 305 324 UUGGACUGAAGGGAGCUCCU CGGAGCUUCAUUCAGUCCAA Tradução 
spe-miR319c-2-3p Sopen11g003830.1 3.0 14.76 1 21 1258 1278 UUGGACUGAAGGGAGCUCCUU AAGGAGCUUCAGUCAGUUCAA Tradução 
spe-miR319c-2-3p Sopen08g015840.1 2.5 13.556 1 20 868 887 UUGGACUGAAGGGAGCUCCU AGGGGGACCCUUCAGUCCAA Clivagem 
spe-miR319c-2-3p Sopen08g010620.1 2.5 13.112 1 20 1021 1040 UUGGACUGAAGGGAGCUCCU AGGGGGACCCUUCAGUCCAA Clivagem 
spe-miR319c-2-3p Sopen08g010620.2 2.5 13.112 1 20 1081 1100 UUGGACUGAAGGGAGCUCCU AGGGGGACCCUUCAGUCCAA Clivagem 
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spe-miR319c-2-3p Sopen12g005920.1 3.0 12.321 1 21 915 935 UUGGACUGAAGGGAGCUCCUU GAGGGGACCCCUUCAGUCCAG Clivagem 
spe-miR319c-2-3p Sopen07g030910.1 3.0 11.934 1 21 936 956 UUGGACUGAAGGGAGCUCCUU GAGGGGACCCCUUCAGUCCAG Clivagem 
spe-miR319c-2-3p Sopen08g022660.1 3.0 20.017 1 20 935 954 UUGGACUGAAGGGAGCUCCU AGGAUCUCAUUUCAGUUCAA Clivagem 
spe-miR319c-2-
5p.1 Sopen01g051280.1 2.0 17.778 1 21 9279 9299 AGAGCUUCCUUCAGCCCACUC GAGUGAGUUGAAGGAGGCUCU Clivagem 
spe-miR319c-2-
5p.1 Sopen06g017720.1 3.0 19.824 1 21 1764 1784 AGAGCUUCCUUCAGCCCACUC GAUUGGGUUGAAGGAAGUUCG Clivagem 
spe-miR319c-2-
5p.1 Sopen01g030580.1 3.0 20.178 1 20 544 563 AGAGCUUCCUUCAGCCCACU GGCGGGUUGAAGGAAGCUCA Clivagem 
spe-miR319c-2-
5p.1 Sopen01g037870.1 2.5 18.866 1 20 1829 1848 AGAGCUUCCUUCAGCCCACU AGUUGGCUGAAGAAAGUUCU Clivagem 
spe-miR319c-2-
5p.1 Sopen03g022580.1 3.0 24.686 1 20 203 222 AGAGCUUCCUUCAGCCCACU ACUGGACUGAAGGGGGCUCU Clivagem 
spe-miR319c-2-
5p.2 Sopen02g026410.1 3.0 15.061 1 20 900 919 UAGCUGCCGACUCAUUCAUC GGUGAAGGAUUCGGCAGUUA Tradução 
spe-miR319c-2-
5p.2 Sopen01g032990.1 3.0 14.197 1 20 6223 6242 UAGCUGCCGACUCAUUCAUC GAUGAAUGUGGCAGCAGCUA Tradução 
spe-miR319c-2-
5p.2 Sopen02g018290.1 3.0 22.368 1 20 222 240 UAGCUGCCGACUCAUUCAUC GAUAAAUG-GUCGGCAGCUA Clivagem 
spe-miR319c-3-3p Sopen07g004840.1 2.5 17.51 1 20 470 489 CUCCAAUGAUGCAGGAGCUG CAGCACCUUUAUCAUUGGAG Clivagem 
spe-miR319c-3-3p Sopen12g023650.1 3.0 22.368 1 20 818 837 CUCCAAUGAUGCAGGAGCUG CAAUUCCUGCUUCAUUGGGG Tradução 
spe-miR319c-3-5p Sopen12g033930.1 2.0 23.5 1 20 569 588 AGGAAACUGUUUAGUCCAAC GUUGGACUGGACAGUUUCCA Clivagem 
spe-miR319c-3-5p Sopen05g033370.3 2.5 20.17 1 20 1352 1371 AGGAAACUGUUUAGUCCAAC GUUGGAAUAAACAGUUUUCA Clivagem 
spe-miR319c-3-5p Sopen05g033370.1 2.5 20.17 1 20 1694 1713 AGGAAACUGUUUAGUCCAAC GUUGGAAUAAACAGUUUUCA Clivagem 
spe-miR319c-3-5p Sopen05g033370.4 2.5 20.17 1 20 1751 1770 AGGAAACUGUUUAGUCCAAC GUUGGAAUAAACAGUUUUCA Clivagem 
spe-miR319c-3-5p Sopen06g014680.1 2.5 16.926 1 20 449 468 AGGAAACUGUUUAGUCCAAC GGUGGAUUGAACAGUUUCUU Clivagem 
spe-miR319c-3-5p Sopen07g004960.1 3.0 21.518 1 20 59 78 AGGAAACUGUUUAGUCCAAC GUUGGACGGACCAGUUUCUU Tradução 
spe-miR319c-3-5p Sopen09g007030.1 3.0 17.845 1 20 344 363 AGGAAACUGUUUAGUCCAAC GUCGGACUAAAUCGUUUUCU Clivagem 
spe-miR319c-3-5p Sopen03g041220.1 3.0 12.529 1 20 30 49 AGGAAACUGUUUAGUCCAAC GUUGGAGAAAACAGUUUUUU Clivagem 
spe-miR319c-3-5p Sopen01g032980.1 3.0 14.133 1 20 917 935 AGGAAACUGUUUAGUCCAAC GUUGGACUAG-CAGUUUUCU Tradução 
spe-miR319c-3-5p Sopen09g001490.1 3.0 18.087 1 20 273 291 AGGAAACUGUUUAGUCCAAC GUUGGA-UAAUCAGUUUCCU Tradução 
spe-miR3627-1-3p Sopen09g033830.1 3.0 12.951 1 21 2152 2172 AAGUGCCUCUGUCUUUCGACA UGUCAGGACACAGAGGCACUU Clivagem 
spe-miR3627-1-3p Sopen07g029240.1 3.0 17.631 1 20 1280 1299 AAGUGCCUCUGUCUUUCGAC GUUGGAAGGCAUGGGCACUU Tradução 
spe-miR3627-1-5p Sopen04g036520.1 3.0 17.383 1 21 1778 1798 UCGCAGGAGAGAUGGCACUUA UAAGUGCCAUGGCUUCUGUGA Tradução 
spe-miR3627-1-5p Sopen06g003870.1 3.0 16.718 1 20 1966 1985 UCGCAGGAGAGAUGGCACUU AAGUGCCAUCUCGACUGUGA Clivagem 
spe-miR3627-2-3p Sopen09g033830.1 3.0 12.951 1 21 2152 2172 AAGUGCCUCUGUCUUUCGACA UGUCAGGACACAGAGGCACUU Clivagem 
spe-miR3627-2-3p Sopen07g029240.1 3.0 17.631 1 20 1280 1299 AAGUGCCUCUGUCUUUCGAC GUUGGAAGGCAUGGGCACUU Tradução 
spe-miR3627-2-5p Sopen09g029910.1 2.5 17.666 1 22 526 547 UUGUCGCAGGAGAGAUGGCACU AAUGCCUUUUCUCGUGCGACAA Tradução 
spe-miR3627-2-5p Sopen09g029910.2 2.5 17.666 1 22 526 547 UUGUCGCAGGAGAGAUGGCACU AAUGCCUUUUCUCGUGCGACAA Tradução 
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spe-miR3627-2-5p Sopen09g030570.1 3.0 16.904 1 20 720 739 UUGUCGCAGGAGAGAUGGCA UGCUCUCUUUCUUGCGGCAA Clivagem 
spe-miR3627-2-5p Sopen09g030570.2 3.0 16.904 1 20 720 739 UUGUCGCAGGAGAGAUGGCA UGCUCUCUUUCUUGCGGCAA Clivagem 
spe-miR3627-2-5p Sopen12g030330.1 3.0 22.157 1 22 451 472 UUGUCGCAGGAGAGAUGGCACU ACUGCCAUGUCUCCGGUGGCAA Clivagem 
spe-miR390-3p Sopen08g020320.1 3.0 11.566 1 20 30 49 CGCUAUCCAUCCUGAGUUUU CAAAUUUGGGAUGGAUAGUG Clivagem 
spe-miR390-3p Sopen11g020620.2 3.0 20.041 1 20 10155 10174 CGCUAUCCAUCCUGAGUUUU AGAAAUUGGGAUGGAUAGUG Clivagem 
spe-miR390-3p Sopen11g020620.1 3.0 20.041 1 20 10149 10168 CGCUAUCCAUCCUGAGUUUU AGAAAUUGGGAUGGAUAGUG Clivagem 
spe-miR390-3p Sopen01g033660.1 3.0 16.979 1 20 783 802 CGCUAUCCAUCCUGAGUUUU AAAGCUUAGGAGGGAUGGUG Tradução 
spe-miR390-3p Sopen01g007670.1 3.0 14.302 1 20 39 58 CGCUAUCCAUCCUGAGUUUU AAUAAUCAGGAUGGAUGGUG Clivagem 
spe-miR390-3p Sopen01g007660.1 3.0 17.038 1 20 39 58 CGCUAUCCAUCCUGAGUUUU AACAAUCAGGAUGGAUGGUG Clivagem 
spe-miR390-3p Sopen02g008090.1 3.0 19.617 1 20 2644 2662 CGCUAUCCAUCCUGAGUUUU AAGAUUCAG-AUGGAUAGCG Tradução 
spe-miR390-3p Sopen05g005110.1 3.0 21.796 1 20 1942 1960 CGCUAUCCAUCCUGAGUUUU AAGAUUCAG-AUGGAUAGCG Tradução 
spe-miR390-5p Sopen01g036980.1 3.0 17.528 1 21 418 438 AAGCUCAGGAGGGAUAGCGCC GGUGUUAUUCCUCCUGAGGUU Clivagem 
spe-miR390-5p Sopen04g032730.1 2.5 18.633 1 20 269 288 AAGCUCAGGAGGGAUAGCGC GUGCUAUUCCUCCUGAUCUU Clivagem 
spe-miR390-5p Sopen09g034740.1 3.0 19.674 1 21 1768 1788 AAGCUCAGGAGGGAUAGCGCC GGCGCUAUUCCUCAUGAUCUU Clivagem 
spe-miR390-5p Sopen09g034800.1 3.0 18.731 1 21 391 411 AAGCUCAGGAGGGAUAGCGCC GUCGCUAUCCUUCCUCAGCUU Clivagem 
spe-miR390-5p Sopen04g007680.1 3.0 12.842 1 21 961 981 AAGCUCAGGAGGGAUAGCGCC GGAACUAUUCCUCCUGAGUUU Clivagem 
spe-miR390-5p Sopen03g031640.1 3.0 18.862 1 21 895 915 AAGCUCAGGAGGGAUAGCGCC GGAACAAUCCCUCCUGAGCUU Clivagem 
spe-miR390a-3p Sopen08g020320.1 3.0 11.566 1 20 30 49 CGCUAUCCAUCCUGAGUUUU CAAAUUUGGGAUGGAUAGUG Clivagem 
spe-miR390a-3p Sopen11g020620.2 3.0 20.041 1 20 10155 10174 CGCUAUCCAUCCUGAGUUUU AGAAAUUGGGAUGGAUAGUG Clivagem 
spe-miR390a-3p Sopen11g020620.1 3.0 20.041 1 20 10149 10168 CGCUAUCCAUCCUGAGUUUU AGAAAUUGGGAUGGAUAGUG Clivagem 
spe-miR390a-3p Sopen01g033660.1 3.0 16.979 1 20 783 802 CGCUAUCCAUCCUGAGUUUU AAAGCUUAGGAGGGAUGGUG Tradução 
spe-miR390a-3p Sopen01g007670.1 3.0 14.302 1 20 39 58 CGCUAUCCAUCCUGAGUUUU AAUAAUCAGGAUGGAUGGUG Clivagem 
spe-miR390a-3p Sopen01g007660.1 3.0 17.038 1 20 39 58 CGCUAUCCAUCCUGAGUUUU AACAAUCAGGAUGGAUGGUG Clivagem 
spe-miR390a-3p Sopen02g008090.1 3.0 19.617 1 20 2644 2662 CGCUAUCCAUCCUGAGUUUU AAGAUUCAG-AUGGAUAGCG Tradução 
spe-miR390a-3p Sopen05g005110.1 3.0 21.796 1 20 1942 1960 CGCUAUCCAUCCUGAGUUUU AAGAUUCAG-AUGGAUAGCG Tradução 
spe-miR390a-5p Sopen01g036980.1 2.5 17.528 1 21 418 438 AAGCUCAGGAGGGAUAGCACC GGUGUUAUUCCUCCUGAGGUU Clivagem 
spe-miR390a-5p Sopen04g032730.1 2.0 18.633 1 20 269 288 AAGCUCAGGAGGGAUAGCAC GUGCUAUUCCUCCUGAUCUU Clivagem 
spe-miR390a-5p Sopen04g001380.1 3.0 20.378 1 21 751 771 AAGCUCAGGAGGGAUAGCACC GGUGUGAUCCCUUCUGAGCUA Clivagem 
spe-miR390a-5p Sopen07g029780.1 3.0 20.119 1 21 763 783 AAGCUCAGGAGGGAUAGCACC GGUGCAAUUCCUCCUGAGGUU Clivagem 
spe-miR390a-5p Sopen07g003410.1 3.0 14.366 1 20 1141 1160 AAGCUCAGGAGGGAUAGCAC CUGCUAUCCCUCUUCAGCUU Clivagem 
spe-miR390a-5p Sopen01g044390.1 3.0 22.13 1 20 341 360 AAGCUCAGGAGGGAUAGCAC UUGCUGUCCUUUCUGGGCUU Clivagem 
spe-miR390a-5p Sopen01g044390.2 3.0 22.13 1 20 341 360 AAGCUCAGGAGGGAUAGCAC UUGCUGUCCUUUCUGGGCUU Clivagem 
spe-miR390a-5p Sopen04g007680.1 3.0 12.842 1 21 961 981 AAGCUCAGGAGGGAUAGCACC GGAACUAUUCCUCCUGAGUUU Clivagem 
spe-miR390a-5p Sopen06g012780.1 3.0 19.615 1 21 1006 1026 AAGCUCAGGAGGGAUAGCACC GGUGCUAUGCUACUUGAGCUU Tradução 
spe-miR390a-5p Sopen06g012780.2 3.0 18.504 1 21 52 72 AAGCUCAGGAGGGAUAGCACC GGUGCUAUGCUACUUGAGCUU Tradução 
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spe-miR390a-5p Sopen01g034040.1 3.0 16.235 1 20 509 528 AAGCUCAGGAGGGAUAGCAC UUGCUAAUCUUCCUGAGCUU Clivagem 
spe-miR390a-5p Sopen03g031640.1 3.0 18.862 1 21 895 915 AAGCUCAGGAGGGAUAGCACC GGAACAAUCCCUCCUGAGCUU Clivagem 
spe-miR393-3p Sopen03g030800.1 3.0 14.821 1 21 1435 1455 AUCAUGUGAUCUCUUCGGAAU AUUUCGAACAGAUUACAUGAA Clivagem 
spe-miR393-3p Sopen04g030710.1 2.5 20.108 1 20 20 39 AUCAUGUGAUCUCUUCGGAA CUUCCAAGAGAUCACAUGAU Clivagem 
spe-miR393-3p Sopen10g016150.1 3.0 21.793 1 20 2833 2852 AUCAUGUGAUCUCUUCGGAA AUCCGAACAGCUCACAUGAU Tradução 
spe-miR393-3p Sopen01g039820.1 3.0 18.766 1 21 694 714 AUCAUGUGAUCUCUUCGGAAU GUUGCACAGAGAUCACAUGAU Clivagem 
spe-miR393-5p Sopen09g029360.1 2.0 18.205 1 20 1506 1525 UCCAAAGGGAUCGCAUUGAU GACAAUGCGAUCCCUUUGGA Clivagem 
spe-miR393-5p Sopen02g023990.1 2.0 19.316 1 22 1573 1594 UCCAAAGGGAUCGCAUUGAUCC GAAUCAAUGCGGUGUCUUUGGA Tradução 
spe-miR393-5p Sopen05g010300.1 3.0 16.91 1 22 1181 1202 UCCAAAGGGAUCGCAUUGAUCC GUGUCAAAGUGGUUCCUUUGGA Clivagem 
spe-miR393-5p Sopen01g042720.1 3.0 11.88 1 20 976 995 UCCAAAGGGAUCGCAUUGAU GUUGAUGCUAUUCCUUUGGA Clivagem 
spe-miR393-5p Sopen00g005130.1 3.0 10.817 1 20 799 818 UCCAAAGGGAUCGCAUUGAU GUUGAUGCUAUUCCUUUGGA Clivagem 
spe-miR393-5p Sopen03g003130.1 3.0 21.191 1 20 697 716 UCCAAAGGGAUCGCAUUGAU GUAGAUGUGGUCCCUUUGGA Clivagem 
spe-miR393-5p Sopen07g031620.1 3.0 18.584 1 22 665 686 UCCAAAGGGAUCGCAUUGAUCC GUAUCCAUGCGAAUCCUUUGGG Tradução 
spe-miR393-5p Sopen07g031680.1 3.0 19.821 1 22 665 686 UCCAAAGGGAUCGCAUUGAUCC GUAUCCAUGCGAAUCCUUUGGG Tradução 
spe-miR393-5p Sopen03g016720.1 3.0 23.924 1 20 22 41 UCCAAAGGGAUCGCAUUGAU AUUAUUGGGAUCCCUUUGGG Clivagem 
spe-miR393-5p Sopen06g007430.1 3.0 17.806 1 19 2054 2073 UCCAAAGGGAUCG-CAUUGA ACAAUGACGAUCCCUUUGGA Clivagem 
spe-miR393-5p Sopen06g007430.2 3.0 17.806 1 19 2051 2070 UCCAAAGGGAUCG-CAUUGA ACAAUGACGAUCCCUUUGGA Clivagem 
spe-miR393-5p Sopen05g017790.1 3.0 16.965 1 20 999 1018 UCCAAAGGGAUCGCAUUGAU AUCAAUGAGAACACUUUGGA Tradução 
spe-miR394-1-5p Sopen12g034970.1 1.0 18.842 1 20 1152 1171 UUGGCAUUCUGUCCACCUCC GGAGGUUGACAGAAUGCCAA Clivagem 
spe-miR394-1-5p Sopen09g013340.1 2.0 20.953 1 20 913 932 UUGGCAUUCUGUCCACCUCC GGAGGUGUACAGAGUGUCAA Clivagem 
spe-miR394-1-5p Sopen12g004050.2 3.0 16.3 1 20 525 544 UUGGCAUUCUGUCCACCUCC GGAGCUGGAAAGGAUGUCAA Tradução 
spe-miR394-1-5p Sopen12g004050.1 3.0 16.3 1 20 975 994 UUGGCAUUCUGUCCACCUCC GGAGCUGGAAAGGAUGUCAA Tradução 
spe-miR394-1-5p Sopen05g009940.1 3.0 15.138 1 20 603 622 UUGGCAUUCUGUCCACCUCC GGAAGUGAAUAGAAUGUCAA Clivagem 
spe-miR394-1-5p Sopen05g009940.2 3.0 15.138 1 20 603 622 UUGGCAUUCUGUCCACCUCC GGAAGUGAAUAGAAUGUCAA Clivagem 
spe-miR394-1-5p Sopen04g023830.1 3.0 19.117 1 20 919 938 UUGGCAUUCUGUCCACCUCC GAAGGAGGACAGAAUGCUAG Clivagem 
spe-miR394-1-5p Sopen08g013650.1 3.0 20.059 1 20 709 728 UUGGCAUUCUGUCCACCUCC GAAGGAGGACAGAAUGCUAG Clivagem 
spe-miR394-2-5p Sopen12g034970.1 1.0 18.842 1 20 1152 1171 UUGGCAUUCUGUCCACCUCC GGAGGUUGACAGAAUGCCAA Clivagem 
spe-miR394-2-5p Sopen09g013340.1 2.0 20.953 1 20 913 932 UUGGCAUUCUGUCCACCUCC GGAGGUGUACAGAGUGUCAA Clivagem 
spe-miR394-2-5p Sopen12g004050.2 3.0 16.3 1 20 525 544 UUGGCAUUCUGUCCACCUCC GGAGCUGGAAAGGAUGUCAA Tradução 
spe-miR394-2-5p Sopen12g004050.1 3.0 16.3 1 20 975 994 UUGGCAUUCUGUCCACCUCC GGAGCUGGAAAGGAUGUCAA Tradução 
spe-miR394-2-5p Sopen05g009940.1 3.0 15.138 1 20 603 622 UUGGCAUUCUGUCCACCUCC GGAAGUGAAUAGAAUGUCAA Clivagem 
spe-miR394-2-5p Sopen05g009940.2 3.0 15.138 1 20 603 622 UUGGCAUUCUGUCCACCUCC GGAAGUGAAUAGAAUGUCAA Clivagem 
spe-miR394-2-5p Sopen04g023830.1 3.0 19.117 1 20 919 938 UUGGCAUUCUGUCCACCUCC GAAGGAGGACAGAAUGCUAG Clivagem 
spe-miR394-2-5p Sopen08g013650.1 3.0 20.059 1 20 709 728 UUGGCAUUCUGUCCACCUCC GAAGGAGGACAGAAUGCUAG Clivagem 
spe-miR394-3-5p Sopen12g034970.1 1.0 18.842 1 20 1152 1171 UUGGCAUUCUGUCCACCUCC GGAGGUUGACAGAAUGCCAA Clivagem 
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spe-miR394-3-5p Sopen09g013340.1 2.0 20.953 1 20 913 932 UUGGCAUUCUGUCCACCUCC GGAGGUGUACAGAGUGUCAA Clivagem 
spe-miR394-3-5p Sopen12g004050.2 3.0 16.3 1 20 525 544 UUGGCAUUCUGUCCACCUCC GGAGCUGGAAAGGAUGUCAA Tradução 
spe-miR394-3-5p Sopen12g004050.1 3.0 16.3 1 20 975 994 UUGGCAUUCUGUCCACCUCC GGAGCUGGAAAGGAUGUCAA Tradução 
spe-miR394-3-5p Sopen05g009940.1 3.0 15.138 1 20 603 622 UUGGCAUUCUGUCCACCUCC GGAAGUGAAUAGAAUGUCAA Clivagem 
spe-miR394-3-5p Sopen05g009940.2 3.0 15.138 1 20 603 622 UUGGCAUUCUGUCCACCUCC GGAAGUGAAUAGAAUGUCAA Clivagem 
spe-miR394-3-5p Sopen04g023830.1 3.0 19.117 1 20 919 938 UUGGCAUUCUGUCCACCUCC GAAGGAGGACAGAAUGCUAG Clivagem 
spe-miR394-3-5p Sopen08g013650.1 3.0 20.059 1 20 709 728 UUGGCAUUCUGUCCACCUCC GAAGGAGGACAGAAUGCUAG Clivagem 
spe-miR395a-3p Sopen11g025910.1 1.5 8.547 1 21 988 1008 CUGAAGUGUUUGGGGGAACUU AAGUUCCUCCAAACACUUCAA Clivagem 
spe-miR395a-3p Sopen06g032390.1 2.0 5.359 1 21 979 999 CUGAAGUGUUUGGGGGAACUU AAGUUCUUCCAAACACUUCAA Clivagem 
spe-miR395a-3p Sopen04g017250.1 3.0 15.961 1 21 368 388 CUGAAGUGUUUGGGGGAACUU AAGUUCCUCCAAGUGUUUCGG Clivagem 
spe-miR395a-3p Sopen06g005780.1 3.0 22.982 1 21 539 559 CUGAAGUGUUUGGGGGAACUU AAGUUCCUCCAAGUGUUUCGG Clivagem 
spe-miR395a-3p Sopen07g011680.1 3.0 15.19 1 21 479 499 CUGAAGUGUUUGGGGGAACUU AAGUUCCUCCAAGUGUUUCGG Clivagem 
spe-miR395a-3p Sopen06g005350.1 3.0 20.88 1 21 911 931 CUGAAGUGUUUGGGGGAACUU AAGUUCCUCCAAGUGUUUCGG Clivagem 
spe-miR395a-3p Sopen06g005350.2 3.0 21.887 1 21 911 931 CUGAAGUGUUUGGGGGAACUU AAGUUCCUCCAAGUGUUUCGG Clivagem 
spe-miR395a-3p Sopen11g017420.1 3.0 15.133 1 21 1538 1558 CUGAAGUGUUUGGGGGAACUU AAGUUCCUCCAAGUGUUUCGG Clivagem 
spe-miR395a-3p Sopen04g024490.1 2.5 13.763 1 20 128 147 CUGAAGUGUUUGGGGGAACU UGUUCUCCCAAACACUUCAA Clivagem 
spe-miR395a-3p Sopen09g031690.1 3.0 22.654 1 21 340 360 CUGAAGUGUUUGGGGGAACUU GAGUUCCUCCAAACUCUUCAU Clivagem 
spe-miR395a-3p Sopen03g001290.1 3.0 16.752 1 21 340 360 CUGAAGUGUUUGGGGGAACUU GAGUUCCUCCAAACUCUUCAU Clivagem 
spe-miR395a-3p Sopen11g016060.1 3.0 19.275 1 21 2027 2047 CUGAAGUGUUUGGGGGAACUU ACGUUCCCCCAGGCACUUCAA Clivagem 
spe-miR395a-3p Sopen05g023820.1 3.0 16.584 1 21 719 739 CUGAAGUGUUUGGGGGAACUU AAGUUUCUCCAAAAACUUUGG Clivagem 
spe-miR395a-3p Sopen08g030880.1 3.0 19.444 1 20 419 438 CUGAAGUGUUUGGGGGAACU AGUUUCCUCAAACGUUUCAU Clivagem 
spe-miR395a-3p Sopen09g015640.1 3.0 18.712 1 21 5065 5085 CUGAAGUGUUUGGGGGAACUU GAGUUCCUCAAUAUACUUCAG Tradução 
spe-miR395a-3p Sopen10g021110.1 3.0 19.974 1 21 1537 1557 CUGAAGUGUUUGGGGGAACUU GGGUUGCCCAAAACACUUCGG Clivagem 
spe-miR395a-3p Sopen08g019820.1 3.0 8.039 1 22 2572 2593 CUGAAGUGUUUGGGGGAACUUC GCAGUUUCACCAAAAAUUUCAG Clivagem 
spe-miR395d-3p Sopen11g025910.1 0.5 8.421 1 21 987 1007 UGAAGUGUUUGGGGGAACUUU AAAGUUCCUCCAAACACUUCA Clivagem 
spe-miR395d-3p Sopen06g032390.1 1.0 4.623 1 21 978 998 UGAAGUGUUUGGGGGAACUUU AAAGUUCUUCCAAACACUUCA Clivagem 
spe-miR395d-3p Sopen04g017250.1 3.0 16.013 1 21 367 387 UGAAGUGUUUGGGGGAACUUU AAAGUUCCUCCAAGUGUUUCG Clivagem 
spe-miR395d-3p Sopen03g019180.1 3.0 13.259 1 21 625 645 UGAAGUGUUUGGGGGAACUUU AAAGUUCCUCCAAGUGUUUCG Clivagem 
spe-miR395d-3p Sopen07g011680.1 3.0 15.437 1 21 478 498 UGAAGUGUUUGGGGGAACUUU AAAGUUCCUCCAAGUGUUUCG Clivagem 
spe-miR395d-3p Sopen06g005350.1 3.0 21.324 1 21 910 930 UGAAGUGUUUGGGGGAACUUU AAAGUUCCUCCAAGUGUUUCG Clivagem 
spe-miR395d-3p Sopen06g005350.2 3.0 21.589 1 21 910 930 UGAAGUGUUUGGGGGAACUUU AAAGUUCCUCCAAGUGUUUCG Clivagem 
spe-miR395d-3p Sopen11g017420.1 3.0 15.047 1 21 1537 1557 UGAAGUGUUUGGGGGAACUUU AAAGUUCCUCCAAGUGUUUCG Clivagem 
spe-miR395d-3p Sopen04g024490.1 2.5 11.157 1 21 72 92 UGAAGUGUUUGGGGGAACUUU AGAGUUCUCCGGAACACUUCA Tradução 
spe-miR395d-3p Sopen04g024490.1 2.5 12.996 1 20 127 146 UGAAGUGUUUGGGGGAACUU GUGUUCUCCCAAACACUUCA Clivagem 
spe-miR395d-3p Sopen03g001290.1 2.5 16.264 1 20 340 359 UGAAGUGUUUGGGGGAACUU GAGUUCCUCCAAACUCUUCA Clivagem 
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spe-miR395d-3p Sopen09g031690.1 2.5 22.208 1 20 340 359 UGAAGUGUUUGGGGGAACUU GAGUUCCUCCAAACUCUUCA Clivagem 
spe-miR395d-3p Sopen11g016060.1 2.0 20.374 1 20 2027 2046 UGAAGUGUUUGGGGGAACUU ACGUUCCCCCAGGCACUUCA Clivagem 
spe-miR395d-3p Sopen08g030880.1 3.0 16.739 1 20 418 437 UGAAGUGUUUGGGGGAACUU CAGUUUCCUCAAACGUUUCA Clivagem 
spe-miR395d-3p Sopen06g005780.1 3.0 22.846 1 20 539 558 UGAAGUGUUUGGGGGAACUU AAGUUCCUCCAAGUGUUUCG Clivagem 
spe-miR395d-3p Sopen07g016920.1 3.0 12.833 1 20 1694 1713 UGAAGUGUUUGGGGGAACUU ACGUUCCCCCAGGCACUUCC Clivagem 
spe-miR395d-3p Sopen08g013490.1 3.0 13.577 1 20 1007 1026 UGAAGUGUUUGGGGGAACUU ACGUUCCCCCAGGCACUUCC Clivagem 
spe-miR395d-3p Sopen12g026590.1 3.0 17.692 1 20 4820 4839 UGAAGUGUUUGGGGGAACUU AUGUUCCCCCAGGCACUUCC Clivagem 
spe-miR395d-3p Sopen01g025420.1 3.0 14.185 1 20 3374 3393 UGAAGUGUUUGGGGGAACUU ACGUUCCCCCAGGCACUUCC Clivagem 
spe-miR395d-3p Sopen01g015750.1 3.0 20.39 1 20 104 123 UGAAGUGUUUGGGGGAACUU ACGUUCCCCCAGGCACUUCC Clivagem 
spe-miR395d-3p Sopen12g012780.1 3.0 17.675 1 20 122 141 UGAAGUGUUUGGGGGAACUU AAGUUGCUCCAAAUGUUUCA Clivagem 
spe-miR395d-3p Sopen05g023350.1 3.0 13.701 1 20 317 336 UGAAGUGUUUGGGGGAACUU AAGUUCCUCCUAACACUCCA Tradução 
spe-miR395d-3p Sopen02g027840.1 3.0 19.408 1 20 193 212 UGAAGUGUUUGGGGGAACUU AACUUGCCUCAAAUACUUCA Clivagem 
spe-miR395d-3p Sopen01g021570.1 3.0 18.308 1 20 2480 2499 UGAAGUGUUUGGGGGAACUU AUGUACCCCCAGGCACUUCA Clivagem 
spe-miR395g-3p Sopen11g025910.1 0.5 8.547 1 20 989 1008 UUGAAGUGUUUGGGGGAACU AGUUCCUCCAAACACUUCAA Clivagem 
spe-miR395g-3p Sopen06g032390.1 1.0 5.359 1 20 980 999 UUGAAGUGUUUGGGGGAACU AGUUCUUCCAAACACUUCAA Clivagem 
spe-miR395g-3p Sopen04g024490.1 1.5 13.763 1 21 127 147 UUGAAGUGUUUGGGGGAACUC GUGUUCUCCCAAACACUUCAA Clivagem 
spe-miR395g-3p Sopen11g016060.1 2.0 19.275 1 20 2028 2047 UUGAAGUGUUUGGGGGAACU CGUUCCCCCAGGCACUUCAA Clivagem 
spe-miR395g-3p Sopen09g031690.1 3.0 22.654 1 21 340 360 UUGAAGUGUUUGGGGGAACUC GAGUUCCUCCAAACUCUUCAU Clivagem 
spe-miR395g-3p Sopen03g001290.1 3.0 16.752 1 21 340 360 UUGAAGUGUUUGGGGGAACUC GAGUUCCUCCAAACUCUUCAU Clivagem 
spe-miR395g-3p Sopen08g028400.1 3.0 14.012 1 21 280 300 UUGAAGUGUUUGGGGGAACUC GAGUUUCUCCAAGCACUACAA Clivagem 
spe-miR395g-3p Sopen09g006120.1 3.0 19.089 1 21 95 115 UUGAAGUGUUUGGGGGAACUC GAGUUCCUCUAAGAGCUUCAA Clivagem 
spe-miR395g-3p Sopen08g030880.1 3.0 19.444 1 20 419 438 UUGAAGUGUUUGGGGGAACU AGUUUCCUCAAACGUUUCAU Clivagem 
spe-miR395g-3p Sopen06g016660.1 2.5 13.3 1 20 2067 2086 UUGAAGUGUUUGGGGGAACU AGUUCCCUCUGGCACUUCAA Tradução 
spe-miR395g-3p Sopen10g030910.1 2.5 13.197 1 20 3193 3212 UUGAAGUGUUUGGGGGAACU AGUUUUCUCAAAAACUUCAA Clivagem 
spe-miR395g-3p Sopen12g020190.1 3.0 10.385 1 21 460 480 UUGAAGUGUUUGGGGGAACUC GAUUUACCUCAAGCACUUCAA Clivagem 
spe-miR395g-3p Sopen03g034140.1 3.0 17.634 1 21 1154 1174 UUGAAGUGUUUGGGGGAACUC GAAUUGCUUCAAACACUUCAA Clivagem 
spe-miR395g-3p Sopen01g021570.1 3.0 18.695 1 20 2481 2500 UUGAAGUGUUUGGGGGAACU UGUACCCCCAGGCACUUCAA Clivagem 
spe-miR395g-3p Sopen12g012780.1 3.0 18.052 1 20 123 142 UUGAAGUGUUUGGGGGAACU AGUUGCUCCAAAUGUUUCAA Clivagem 
spe-miR395g-3p Sopen03g027250.1 3.0 13.829 1 20 1498 1517 UUGAAGUGUUUGGGGGAACU GGUUUUCCCAAAAAUUUCAA Clivagem 
spe-miR395g-3p Sopen05g023350.1 3.0 14.669 1 20 318 337 UUGAAGUGUUUGGGGGAACU AGUUCCUCCUAACACUCCAA Tradução 
spe-miR395g-3p Sopen02g027840.1 3.0 19.499 1 20 194 213 UUGAAGUGUUUGGGGGAACU ACUUGCCUCAAAUACUUCAA Clivagem 
spe-miR395g-3p Sopen02g012790.1 3.0 16.165 1 20 1281 1300 UUGAAGUGUUUGGGGGAACU GGAUCUCCCAAAAACUUCAA Clivagem 
spe-miR395g-3p Sopen02g027670.1 3.0 12.945 1 20 1695 1714 UUGAAGUGUUUGGGGGAACU AGAUCUCCCGAAAACUUCAA Clivagem 
spe-miR395i-5p Sopen11g025910.1 1.0 8.547 1 20 989 1008 CUGAAGUGUUUGGAGGAACU AGUUCCUCCAAACACUUCAA Clivagem 
spe-miR395i-5p Sopen06g032390.1 1.5 5.359 1 20 980 999 CUGAAGUGUUUGGAGGAACU AGUUCUUCCAAACACUUCAA Clivagem 
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spe-miR395i-5p Sopen09g031690.1 2.5 22.654 1 21 340 360 CUGAAGUGUUUGGAGGAACUC GAGUUCCUCCAAACUCUUCAU Clivagem 
spe-miR395i-5p Sopen03g001290.1 2.5 16.752 1 21 340 360 CUGAAGUGUUUGGAGGAACUC GAGUUCCUCCAAACUCUUCAU Clivagem 
spe-miR395i-5p Sopen04g017250.1 2.5 15.961 1 20 369 388 CUGAAGUGUUUGGAGGAACU AGUUCCUCCAAGUGUUUCGG Clivagem 
spe-miR395i-5p Sopen06g005780.1 2.5 22.982 1 20 540 559 CUGAAGUGUUUGGAGGAACU AGUUCCUCCAAGUGUUUCGG Clivagem 
spe-miR395i-5p Sopen07g011680.1 2.5 15.19 1 20 480 499 CUGAAGUGUUUGGAGGAACU AGUUCCUCCAAGUGUUUCGG Clivagem 
spe-miR395i-5p Sopen06g005350.1 2.5 20.88 1 20 912 931 CUGAAGUGUUUGGAGGAACU AGUUCCUCCAAGUGUUUCGG Clivagem 
spe-miR395i-5p Sopen06g005350.2 2.5 21.887 1 20 912 931 CUGAAGUGUUUGGAGGAACU AGUUCCUCCAAGUGUUUCGG Clivagem 
spe-miR395i-5p Sopen11g017420.1 2.5 15.133 1 20 1539 1558 CUGAAGUGUUUGGAGGAACU AGUUCCUCCAAGUGUUUCGG Clivagem 
spe-miR395i-5p Sopen12g009950.1 3.0 22.622 1 21 1309 1329 CUGAAGUGUUUGGAGGAACUC GAGUUCUUUGAAGCAUUUCAG Clivagem 
spe-miR395i-5p Sopen09g015640.1 2.5 18.712 1 21 5065 5085 CUGAAGUGUUUGGAGGAACUC GAGUUCCUCAAUAUACUUCAG Tradução 
spe-miR395i-5p Sopen10g011650.1 3.0 19.529 1 20 213 232 CUGAAGUGUUUGGAGGAACU AGUUCCUCCAAGUAUUCCAG Clivagem 
spe-miR395i-5p Sopen06g007750.1 3.0 19.117 1 20 552 571 CUGAAGUGUUUGGAGGAACU AGUUCCUCCAAGUGUUUUGG Clivagem 
spe-miR395i-5p Sopen08g022280.1 3.0 21.605 1 20 47 66 CUGAAGUGUUUGGAGGAACU AGUUCCUCCAAGUCCUUCGG Clivagem 
spe-miR395i-5p Sopen05g023820.1 2.5 16.584 1 20 720 739 CUGAAGUGUUUGGAGGAACU AGUUUCUCCAAAAACUUUGG Clivagem 
spe-miR395i-5p Sopen08g014910.1 3.0 18.537 1 20 1401 1420 CUGAAGUGUUUGGAGGAACU AGUUCCUCCAAAUGCUCCGG Clivagem 
spe-miR395i-5p Sopen08g007180.1 3.0 15.506 1 20 315 334 CUGAAGUGUUUGGAGGAACU AGUUACUCCAAGUAUUUCGG Clivagem 
spe-miR395i-5p Sopen06g012070.2 3.0 20.438 1 20 173 192 CUGAAGUGUUUGGAGGAACU AGUUCCUCGAAGCUCUUCAG Clivagem 
spe-miR395i-5p Sopen06g012070.1 3.0 20.438 1 20 173 192 CUGAAGUGUUUGGAGGAACU AGUUCCUCGAAGCUCUUCAG Clivagem 
spe-miR395i-5p Sopen07g012870.1 3.0 17.328 1 20 972 991 CUGAAGUGUUUGGAGGAACU AGUUCCUCCUAAUGUUUCGG Tradução 
spe-miR395i-5p Sopen01g030670.1 3.0 16.235 1 20 2528 2547 CUGAAGUGUUUGGAGGAACU AGUUUUUCAAAAUAUUUCAG Clivagem 
spe-miR395i-5p Sopen04g022920.1 3.0 20.227 1 20 1018 1037 CUGAAGUGUUUGGAGGAACU AGUUCUUACAAAUGUUUCAG Clivagem 
spe-miR395i-5p Sopen02g038770.1 3.0 14.568 1 20 381 400 CUGAAGUGUUUGGAGGAACU AGUUUCUUCUAAGACUUCAG Tradução 
spe-miR395i-5p Sopen08g019820.1 3.0 8.039 1 20 2574 2593 CUGAAGUGUUUGGAGGAACU AGUUUCACCAAAAAUUUCAG Clivagem 
spe-miR395i-5p Sopen12g034380.1 3.0 17.03 1 20 1635 1654 CUGAAGUGUUUGGAGGAACU AGUUGCUUUAACCACUUCAG Tradução 
spe-miR396-1-3p Sopen04g011340.1 2.5 16.056 1 20 485 504 GUCCAAGAAAGCUGUGGGAA CUCCUGCAGCUUUCUUGGAU Clivagem 
spe-miR396-1-3p Sopen12g002820.1 3.0 13.206 1 21 301 321 GUCCAAGAAAGCUGUGGGAAA UUCUUCGUAGCUUUCUUGGAC Clivagem 
spe-miR396-1-3p Sopen02g009730.1 3.0 18.634 1 20 365 384 GUCCAAGAAAGCUGUGGGAA UUCCUGCAGCUUUCAUGGAU Clivagem 
spe-miR396-1-3p Sopen03g004080.1 3.0 13.946 1 21 2002 2022 GUCCAAGAAAGCUGUGGGAAA UCUCCUACUGUUUUCUUGGAC Clivagem 
spe-miR396-1-3p Sopen12g022440.2 3.0 12.575 1 21 1018 1038 GUCCAAGAAAGCUGUGGGAAA UCUCCUACUGUUUUCUUGGAC Clivagem 
spe-miR396-1-3p Sopen00g014240.1 3.0 13.946 1 21 289 309 GUCCAAGAAAGCUGUGGGAAA UCUCCUACUGUUUUCUUGGAC Clivagem 
spe-miR396-1-3p Sopen07g020850.1 3.0 16.302 1 20 482 501 GUCCAAGAAAGCUGUGGGAA CUCCUUCAGCUUUCUUGGAU Clivagem 
spe-miR396-1-3p Sopen09g014510.1 3.0 17.704 1 20 1071 1090 GUCCAAGAAAGCUGUGGGAA UAUCCGUAGCUUUCUUGGAU Clivagem 
spe-miR396-1-3p Sopen05g008720.1 3.0 14.203 1 20 819 838 GUCCAAGAAAGCUGUGGGAA UUUCAAUUGCUUUCUUGGAC Clivagem 
spe-miR396-1-3p Sopen05g017660.1 3.0 23.379 1 20 681 700 GUCCAAGAAAGCUGUGGGAA UUUCCUCGGCUUACUUGGAC Clivagem 
spe-miR396-1-5p Sopen01g049740.1 2.0 17.967 1 21 306 326 UUCCACAGCUUUCUUGAACUU AAGUUCAAAAGAGUUGUGGAA Clivagem 
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spe-miR396-1-5p Sopen01g047890.1 2.0 17.967 1 21 306 326 UUCCACAGCUUUCUUGAACUU AAGUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen05g007960.1 2.0 17.967 1 21 306 326 UUCCACAGCUUUCUUGAACUU AAGUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen12g009510.1 2.0 18.488 1 21 306 326 UUCCACAGCUUUCUUGAACUU AAGUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen07g018530.1 2.0 17.967 1 21 306 326 UUCCACAGCUUUCUUGAACUU AAGUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen05g025680.1 2.0 18.488 1 21 306 326 UUCCACAGCUUUCUUGAACUU AAGUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen02g006210.1 2.0 17.967 1 21 306 326 UUCCACAGCUUUCUUGAACUU AAGUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen03g012400.1 2.5 10.865 1 21 1129 1149 UUCCACAGCUUUCUUGAACUU AAGUUUAAGAAAGAUGUGGAU Clivagem 
spe-miR396-1-5p Sopen02g013760.2 2.5 21.665 1 21 1150 1170 UUCCACAGCUUUCUUGAACUU AGGAUCAGGAAAGCUGUGGAG Clivagem 
spe-miR396-1-5p Sopen02g013760.1 2.5 21.665 1 21 1150 1170 UUCCACAGCUUUCUUGAACUU AGGAUCAGGAAAGCUGUGGAG Clivagem 
spe-miR396-1-5p Sopen12g030570.1 2.5 14.162 1 21 461 481 UUCCACAGCUUUCUUGAACUU AGGAUCAAGGAAGCUGUGGGA Clivagem 
spe-miR396-1-5p Sopen09g016510.1 2.5 16.09 1 21 306 326 UUCCACAGCUUUCUUGAACUU AAGUUCAAUAGAGUUGUGGGA Clivagem 
spe-miR396-1-5p Sopen12g011470.1 2.5 21.471 1 21 737 757 UUCCACAGCUUUCUUGAACUU GAGUUCAGGGAGGAUGUGGAA Clivagem 
spe-miR396-1-5p Sopen04g024640.1 3.0 15.033 1 20 409 428 UUCCACAGCUUUCUUGAACU AGUUUAAGAGAGUGGUGGAA Clivagem 
spe-miR396-1-5p Sopen04g020390.1 3.0 21.41 1 21 7782 7802 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen12g009140.1 3.0 21.41 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen07g009610.1 3.0 21.41 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen01g054370.2 3.0 21.41 1 21 357 377 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen05g022710.1 3.0 21.847 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen03g010390.2 3.0 21.41 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen10g027840.2 3.0 21.41 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen06g013210.1 3.0 21.62 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen04g018280.1 3.0 21.41 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen04g011990.1 3.0 21.41 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen11g022640.1 3.0 21.41 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen01g012380.2 3.0 21.997 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen06g009700.1 3.0 21.41 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen11g019300.1 3.0 21.41 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen02g025170.2 3.0 21.41 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen08g008030.1 3.0 21.665 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen03g022610.1 3.0 21.41 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen11g023000.1 3.0 21.01 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen03g024520.1 3.0 19.98 1 21 222 242 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen04g009010.1 3.0 21.924 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen00g002370.1 3.0 21.41 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen07g019420.1 3.0 21.41 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
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spe-miR396-1-5p Sopen01g010970.1 3.0 21.41 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen04g019520.1 3.0 21.681 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen07g008450.1 3.0 21.62 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen12g009410.1 3.0 20.949 1 21 315 335 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen07g017080.1 3.0 21.41 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen02g006650.1 3.0 13.265 1 21 91 111 UUCCACAGCUUUCUUGAACUU GAGUUUAAGAAAGGUGUUGAA Clivagem 
spe-miR396-1-5p Sopen05g010120.1 3.0 21.41 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen07g012190.1 3.0 18.626 1 21 306 326 UUCCACAGCUUUCUUGAACUU AAAUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen02g012110.1 3.0 21.41 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen10g018450.1 3.0 21.161 1 21 1671 1691 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen04g020490.1 3.0 20.077 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen05g022700.1 3.0 17.325 1 21 630 650 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen08g009670.1 3.0 21.41 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen11g014430.1 3.0 21.246 1 21 210 230 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen01g054370.1 3.0 21.41 1 21 357 377 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen07g011690.1 3.0 20.329 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen04g009250.2 3.0 21.41 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen01g044760.1 2.5 13.188 1 21 475 495 UUCCACAGCUUUCUUGAACUU GAGGUGAAGAAAGCUGUGGAG Clivagem 
spe-miR396-1-5p Sopen02g009940.1 3.0 21.639 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen11g022130.1 3.0 22.005 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen07g016330.1 3.0 21.41 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen03g025060.1 3.0 21.687 1 21 396 416 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen07g014190.1 3.0 21.574 1 21 396 416 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen01g054200.1 3.0 9.03 1 21 907 927 UUCCACAGCUUUCUUGAACUU AAGUACAAGAAGGAUGUGGAG Clivagem 
spe-miR396-1-5p Sopen05g017200.1 3.0 17.312 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen11g011650.1 3.0 18.864 1 21 256 276 UUCCACAGCUUUCUUGAACUU AAGUUCAAAAGAGAUGUGGAG Clivagem 
spe-miR396-1-5p Sopen09g010860.1 3.0 21.959 1 21 252 272 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen07g006670.1 3.0 16.682 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen11g023870.1 3.0 20.554 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen06g002690.1 3.0 11.021 1 21 313 333 UUCCACAGCUUUCUUGAACUU AAGGUUAAGGAUGCUGUGGAA Tradução 
spe-miR396-1-5p Sopen10g005240.1 3.0 21.41 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen02g013780.1 2.5 14.523 1 21 862 882 UUCCACAGCUUUCUUGAACUU GAGAUCAAGAAAUCUGUGGGA Tradução 
spe-miR396-1-5p Sopen11g020960.1 3.0 21.579 1 21 141 161 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen12g005930.1 3.0 20.647 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen02g013780.2 2.5 14.523 1 21 814 834 UUCCACAGCUUUCUUGAACUU GAGAUCAAGAAAUCUGUGGGA Tradução 
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spe-miR396-1-5p Sopen04g009900.1 3.0 21.621 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen04g009250.1 3.0 21.41 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen07g005670.1 3.0 21.386 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen08g008990.1 3.0 21.439 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen12g008950.1 3.0 21.251 1 21 213 233 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen08g011700.1 3.0 21.41 1 21 204 224 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen12g017770.1 3.0 20.274 1 21 189 209 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen12g019950.1 3.0 21.41 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen06g013010.1 3.0 21.41 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen02g016540.1 3.0 9.454 1 21 728 748 UUCCACAGCUUUCUUGAACUU GAGUUUGUGAAGGCUGUGGAG Clivagem 
spe-miR396-1-5p Sopen09g024150.1 3.0 19.466 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen10g005770.1 3.0 21.997 1 21 243 263 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen05g027660.1 3.0 21.508 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen01g010210.1 3.0 15.216 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen10g019590.1 3.0 22.923 1 21 435 455 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen07g027420.1 3.0 17.465 1 21 101 121 UUCCACAGCUUUCUUGAACUU AGGAUCAAAAAAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen12g008810.1 3.0 21.694 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen05g022030.1 3.0 19.795 1 21 198 218 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen01g023700.1 3.0 21.567 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen01g013080.1 3.0 16.41 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen06g005310.1 3.0 21.532 1 21 357 377 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen12g024510.1 3.0 21.178 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen11g025050.1 3.0 21.66 1 21 306 326 UUCCACAGCUUUCUUGAACUU AACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396-1-5p Sopen01g037310.1 2.0 22.298 1 21 468 489 UUCCACA-GCUUUCUUGAACUU ACGUUCAAGAAAGCCUGUGGAA Clivagem 
spe-miR396-1-5p Sopen06g002240.1 3.0 17.681 1 20 2190 2209 UUCCACAGCUUUCUUGAACU AGAUCGAGAAAGCUGUGAAA Clivagem 
spe-miR396-1-5p Sopen02g036640.1 2.0 14.74 1 19 755 774 UUCCACA-GCUUUCUUGAAC GUUCAAGAAAGCAUGUGGAA Clivagem 
spe-miR396-1-5p Sopen02g036640.2 2.0 14.74 1 19 746 765 UUCCACA-GCUUUCUUGAAC GUUCAAGAAAGCAUGUGGAA Clivagem 
spe-miR396-1-5p Sopen04g031110.1 2.0 20.472 1 19 722 741 UUCCACA-GCUUUCUUGAAC GUUCAAGAAAGCCUGUGGAA Clivagem 
spe-miR396-1-5p Sopen03g022150.1 2.0 23.339 1 19 464 483 UUCCACA-GCUUUCUUGAAC GUUCAAGAAAGCAUGUGGAA Clivagem 
spe-miR396-1-5p Sopen08g031420.1 2.0 10.415 1 19 467 486 UUCCACA-GCUUUCUUGAAC GUUCAAGAAAGCCUGUGGAA Clivagem 
spe-miR396-1-5p Sopen08g024600.1 2.0 17.686 1 19 377 396 UUCCACA-GCUUUCUUGAAC GUUCAAGAAAGCCUGUGGAA Clivagem 
spe-miR396-1-5p Sopen08g001470.1 2.0 14.859 1 19 386 405 UUCCACA-GCUUUCUUGAAC GUUCAAGAAAGCCUGUGGAA Clivagem 
spe-miR396-1-5p Sopen07g021120.1 2.0 12.103 1 19 344 363 UUCCACA-GCUUUCUUGAAC GUUCAAGAAAGCCUGUGGAA Clivagem 
spe-miR396-1-5p Sopen12g029640.1 2.5 18.545 1 20 419 438 UUCCACAGCUUUCUUGAACU AAUUCGAAAAAGCUGUGGAA Clivagem 
spe-miR396-1-5p Sopen01g016080.1 3.0 14.286 1 21 3482 3502 UUCCACAGCUUUCUUGAACUU GAGGUCAUGGAGGCUGUGGAA Clivagem 
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spe-miR396-1-5p Sopen11g008280.1 3.0 20.23 1 21 544 564 UUCCACAGCUUUCUUGAACUU GAGUUUUCGAAAGCUGUGGAG Clivagem 
spe-miR396-1-5p Sopen08g028160.1 2.5 15.775 1 19 440 459 UUCCACA-GCUUUCUUGAAC GUUCAAGAAAGUGUGUGGAA Clivagem 
spe-miR396-2-3p Sopen06g025980.1 2.5 12.271 1 20 1430 1449 GUUCAAGAAAGCUGUGGAAA UUUUUACAGUUUUCUUGAAG Clivagem 
spe-miR396-2-3p Sopen12g002820.1 3.0 13.206 1 21 301 321 GUUCAAGAAAGCUGUGGAAAA UUCUUCGUAGCUUUCUUGGAC Clivagem 
spe-miR396-2-3p Sopen09g014510.1 3.0 17.704 1 20 1071 1090 GUUCAAGAAAGCUGUGGAAA UAUCCGUAGCUUUCUUGGAU Clivagem 
spe-miR396-2-3p Sopen05g008720.1 3.0 14.203 1 20 819 838 GUUCAAGAAAGCUGUGGAAA UUUCAAUUGCUUUCUUGGAC Clivagem 
spe-miR396-2-3p Sopen05g017660.1 3.0 23.379 1 20 681 700 GUUCAAGAAAGCUGUGGAAA UUUCCUCGGCUUACUUGGAC Clivagem 
spe-miR396-2-3p Sopen06g015180.1 3.0 13.951 1 19 912 931 GUUCAAGAA-AGCUGUGGAA UUCCACGGCUAUUCUUGAAU Tradução 
spe-miR396-2-5p Sopen10g015040.1 2.5 18.028 1 21 240 260 UCCCACAGCUUUCUUGGACUU AAGACUAAGAGAGUUGUGGGA Clivagem 
spe-miR396-2-5p Sopen12g030570.1 2.5 14.162 1 21 461 481 UCCCACAGCUUUCUUGGACUU AGGAUCAAGGAAGCUGUGGGA Clivagem 
spe-miR396-2-5p Sopen09g016510.1 2.5 16.09 1 21 306 326 UCCCACAGCUUUCUUGGACUU AAGUUCAAUAGAGUUGUGGGA Clivagem 
spe-miR396-2-5p Sopen12g025180.1 3.0 18.984 1 21 219 239 UCCCACAGCUUUCUUGGACUU AAGGCUAAGAAAGCUUUGGGA Clivagem 
spe-miR396-2-5p Sopen02g013780.1 2.5 14.523 1 21 862 882 UCCCACAGCUUUCUUGGACUU GAGAUCAAGAAAUCUGUGGGA Tradução 
spe-miR396-2-5p Sopen02g013780.2 2.5 14.523 1 21 814 834 UCCCACAGCUUUCUUGGACUU GAGAUCAAGAAAUCUGUGGGA Tradução 
spe-miR396-2-5p Sopen01g048080.1 3.0 17.808 1 21 820 840 UCCCACAGCUUUCUUGGACUU AAUUCCAAGGAAGAUGUGGGG Clivagem 
spe-miR396-2-5p Sopen03g024710.1 3.0 15.612 1 21 444 464 UCCCACAGCUUUCUUGGACUU AAGACUGAAAAAGCUGUGGGA Clivagem 
spe-miR396-2-5p Sopen02g002770.1 3.0 22.009 1 20 4066 4085 UCCCACAGCUUUCUUGGACU AAUCUAAGAAAUUUGUGGGA Tradução 
spe-miR396-2-5p Sopen12g007160.1 3.0 17.026 1 20 2251 2270 UCCCACAGCUUUCUUGGACU AAUACAAUAAAGCUGUGGGA Clivagem 
spe-miR396a-3p Sopen06g022530.1 2.5 18.538 1 20 198 217 GUUCAAUAAAGCUGUGGGAA UUCCUGCAGCUUUGUUGAAA Clivagem 
spe-miR396a-3p Sopen07g005380.1 2.0 20.271 1 20 1260 1279 GUUCAAUAAAGCUGUGGGAA UUCUCACAAUUUUAUUGAAC Clivagem 
spe-miR396a-3p Sopen01g010380.1 2.0 19.17 1 20 696 715 GUUCAAUAAAGCUGUGGGAA UUCUCACAAUUUUAUUGAAC Clivagem 
spe-miR396a-3p Sopen06g010630.1 3.0 24.309 1 20 1125 1144 GUUCAAUAAAGCUGUGGGAA UUCCCAAGGAUUUAUUGAGC Tradução 
spe-miR396a-5p Sopen01g049740.1 2.0 17.967 1 20 307 326 UUCCACAGCUUUCUUGAACU AGUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen01g047890.1 2.0 17.967 1 20 307 326 UUCCACAGCUUUCUUGAACU AGUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen05g007960.1 2.0 17.967 1 20 307 326 UUCCACAGCUUUCUUGAACU AGUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen12g009510.1 2.0 18.488 1 20 307 326 UUCCACAGCUUUCUUGAACU AGUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen07g018530.1 2.0 17.967 1 20 307 326 UUCCACAGCUUUCUUGAACU AGUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen05g025680.1 2.0 18.488 1 20 307 326 UUCCACAGCUUUCUUGAACU AGUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen02g006210.1 2.0 17.967 1 20 307 326 UUCCACAGCUUUCUUGAACU AGUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen04g024640.1 3.0 15.033 1 21 408 428 UUCCACAGCUUUCUUGAACUG UAGUUUAAGAGAGUGGUGGAA Clivagem 
spe-miR396a-5p Sopen12g029640.1 2.5 18.545 1 21 418 438 UUCCACAGCUUUCUUGAACUG CAAUUCGAAAAAGCUGUGGAA Clivagem 
spe-miR396a-5p Sopen03g012400.1 2.5 10.865 1 20 1130 1149 UUCCACAGCUUUCUUGAACU AGUUUAAGAAAGAUGUGGAU Clivagem 
spe-miR396a-5p Sopen02g013760.2 2.5 21.665 1 20 1151 1170 UUCCACAGCUUUCUUGAACU GGAUCAGGAAAGCUGUGGAG Clivagem 
spe-miR396a-5p Sopen02g013760.1 2.5 21.665 1 20 1151 1170 UUCCACAGCUUUCUUGAACU GGAUCAGGAAAGCUGUGGAG Clivagem 
spe-miR396a-5p Sopen12g030570.1 2.5 14.162 1 20 462 481 UUCCACAGCUUUCUUGAACU GGAUCAAGGAAGCUGUGGGA Clivagem 
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spe-miR396a-5p Sopen12g011470.1 2.5 21.471 1 20 738 757 UUCCACAGCUUUCUUGAACU AGUUCAGGGAGGAUGUGGAA Clivagem 
spe-miR396a-5p Sopen09g016510.1 2.5 16.09 1 20 307 326 UUCCACAGCUUUCUUGAACU AGUUCAAUAGAGUUGUGGGA Clivagem 
spe-miR396a-5p Sopen06g002240.1 3.0 17.681 1 21 2189 2209 UUCCACAGCUUUCUUGAACUG UAGAUCGAGAAAGCUGUGAAA Clivagem 
spe-miR396a-5p Sopen03g022150.1 2.0 23.339 1 21 462 483 UUCCACA-GCUUUCUUGAACUG CCGUUCAAGAAAGCAUGUGGAA Clivagem 
spe-miR396a-5p Sopen08g031420.1 2.0 10.415 1 21 465 486 UUCCACA-GCUUUCUUGAACUG CCGUUCAAGAAAGCCUGUGGAA Clivagem 
spe-miR396a-5p Sopen08g024600.1 2.0 17.686 1 21 375 396 UUCCACA-GCUUUCUUGAACUG CCGUUCAAGAAAGCCUGUGGAA Clivagem 
spe-miR396a-5p Sopen08g001470.1 2.0 14.859 1 21 384 405 UUCCACA-GCUUUCUUGAACUG CCGUUCAAGAAAGCCUGUGGAA Clivagem 
spe-miR396a-5p Sopen07g021120.1 2.0 12.103 1 21 342 363 UUCCACA-GCUUUCUUGAACUG CCGUUCAAGAAAGCCUGUGGAA Clivagem 
spe-miR396a-5p Sopen02g006650.1 3.0 13.265 1 20 92 111 UUCCACAGCUUUCUUGAACU AGUUUAAGAAAGGUGUUGAA Clivagem 
spe-miR396a-5p Sopen01g044760.1 2.5 13.188 1 20 476 495 UUCCACAGCUUUCUUGAACU AGGUGAAGAAAGCUGUGGAG Clivagem 
spe-miR396a-5p Sopen02g036640.1 2.0 14.74 1 19 755 774 UUCCACA-GCUUUCUUGAAC GUUCAAGAAAGCAUGUGGAA Clivagem 
spe-miR396a-5p Sopen02g036640.2 2.0 14.74 1 19 746 765 UUCCACA-GCUUUCUUGAAC GUUCAAGAAAGCAUGUGGAA Clivagem 
spe-miR396a-5p Sopen04g031110.1 2.0 20.472 1 19 722 741 UUCCACA-GCUUUCUUGAAC GUUCAAGAAAGCCUGUGGAA Clivagem 
spe-miR396a-5p Sopen02g013780.1 2.5 14.523 1 20 863 882 UUCCACAGCUUUCUUGAACU AGAUCAAGAAAUCUGUGGGA Tradução 
spe-miR396a-5p Sopen02g013780.2 2.5 14.523 1 20 815 834 UUCCACAGCUUUCUUGAACU AGAUCAAGAAAUCUGUGGGA Tradução 
spe-miR396a-5p Sopen01g037310.1 2.0 22.298 1 19 470 489 UUCCACA-GCUUUCUUGAAC GUUCAAGAAAGCCUGUGGAA Clivagem 
spe-miR396a-5p Sopen02g016540.1 3.0 9.454 1 20 729 748 UUCCACAGCUUUCUUGAACU AGUUUGUGAAGGCUGUGGAG Clivagem 
spe-miR396a-5p Sopen04g020390.1 3.0 21.41 1 20 7783 7802 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen12g009140.1 3.0 21.41 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen07g009610.1 3.0 21.41 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen01g016080.1 3.0 14.286 1 20 3483 3502 UUCCACAGCUUUCUUGAACU AGGUCAUGGAGGCUGUGGAA Clivagem 
spe-miR396a-5p Sopen01g054370.2 3.0 21.41 1 20 358 377 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen11g022640.1 3.0 21.41 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen02g025170.2 3.0 21.41 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen05g022710.1 3.0 21.847 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen03g022610.1 3.0 21.41 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen06g013210.1 3.0 21.62 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen04g018280.1 3.0 21.41 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen11g023000.1 3.0 21.01 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen10g027840.2 3.0 21.41 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen04g011990.1 3.0 21.41 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen06g009700.1 3.0 21.41 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen11g019300.1 3.0 21.41 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen08g008030.1 3.0 21.665 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen03g010390.2 3.0 21.41 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
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spe-miR396a-5p Sopen01g012380.2 3.0 21.997 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen03g024520.1 3.0 19.98 1 20 223 242 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen04g009010.1 3.0 21.924 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen00g002370.1 3.0 21.41 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen01g010970.1 3.0 21.41 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen07g019420.1 3.0 21.41 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen04g019520.1 3.0 21.681 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen07g008450.1 3.0 21.62 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen12g009410.1 3.0 20.949 1 20 316 335 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen07g017080.1 3.0 21.41 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen05g010120.1 3.0 21.41 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen07g012190.1 3.0 18.626 1 20 307 326 UUCCACAGCUUUCUUGAACU AAUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen02g012110.1 3.0 21.41 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen10g018450.1 3.0 21.161 1 20 1672 1691 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen04g020490.1 3.0 20.077 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen05g022700.1 3.0 17.325 1 20 631 650 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen08g009670.1 3.0 21.41 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen11g014430.1 3.0 21.246 1 20 211 230 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen01g054370.1 3.0 21.41 1 20 358 377 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen07g011690.1 3.0 20.329 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen04g009250.2 3.0 21.41 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen02g009940.1 3.0 21.639 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen11g022130.1 3.0 22.005 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen07g016330.1 3.0 21.41 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen03g025060.1 3.0 21.687 1 20 397 416 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen07g014190.1 3.0 21.574 1 20 397 416 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen01g054200.1 3.0 9.03 1 20 908 927 UUCCACAGCUUUCUUGAACU AGUACAAGAAGGAUGUGGAG Clivagem 
spe-miR396a-5p Sopen05g017200.1 3.0 17.312 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen11g011650.1 3.0 18.864 1 20 257 276 UUCCACAGCUUUCUUGAACU AGUUCAAAAGAGAUGUGGAG Clivagem 
spe-miR396a-5p Sopen09g010860.1 3.0 21.959 1 20 253 272 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen07g006670.1 3.0 16.682 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen11g023870.1 3.0 20.554 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen06g002690.1 3.0 11.021 1 20 314 333 UUCCACAGCUUUCUUGAACU AGGUUAAGGAUGCUGUGGAA Tradução 
spe-miR396a-5p Sopen10g005240.1 3.0 21.41 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen11g020960.1 3.0 21.579 1 20 142 161 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
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spe-miR396a-5p Sopen12g005930.1 3.0 20.647 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen04g009250.1 3.0 21.41 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen04g009900.1 3.0 21.621 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen07g005670.1 3.0 21.386 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen08g008990.1 3.0 21.439 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen12g008950.1 3.0 21.251 1 20 214 233 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen08g011700.1 3.0 21.41 1 20 205 224 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen12g017770.1 3.0 20.274 1 20 190 209 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen12g019950.1 3.0 21.41 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen06g013010.1 3.0 21.41 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen09g024150.1 3.0 19.466 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen10g005770.1 3.0 21.997 1 20 244 263 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen11g008280.1 3.0 20.23 1 20 545 564 UUCCACAGCUUUCUUGAACU AGUUUUCGAAAGCUGUGGAG Clivagem 
spe-miR396a-5p Sopen05g027660.1 3.0 21.508 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen01g010210.1 3.0 15.216 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen10g019590.1 3.0 22.923 1 20 436 455 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen07g027420.1 3.0 17.465 1 20 102 121 UUCCACAGCUUUCUUGAACU GGAUCAAAAAAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen12g008810.1 3.0 21.694 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen05g022030.1 3.0 19.795 1 20 199 218 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen08g028160.1 2.5 15.775 1 19 440 459 UUCCACA-GCUUUCUUGAAC GUUCAAGAAAGUGUGUGGAA Clivagem 
spe-miR396a-5p Sopen01g023700.1 3.0 21.567 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen01g013080.1 3.0 16.41 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen06g005310.1 3.0 21.532 1 20 358 377 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen12g024510.1 3.0 21.178 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR396a-5p Sopen11g025050.1 3.0 21.66 1 20 307 326 UUCCACAGCUUUCUUGAACU ACUUCAAAAGAGUUGUGGAA Clivagem 
spe-miR397-3p Sopen11g024230.1 2.0 14.47 1 20 191 210 CAUCAACGCUACACUCGAUC GAUCGAGGGAAGCGUUGAUG Tradução 
spe-miR397-3p Sopen11g016530.1 3.0 20.755 1 21 1927 1947 CAUCAACGCUACACUCGAUCA UGCUCUGGUGUGGCGUUGAUG Clivagem 
spe-miR397-3p Sopen11g016530.2 3.0 20.755 1 21 1927 1947 CAUCAACGCUACACUCGAUCA UGCUCUGGUGUGGCGUUGAUG Clivagem 
spe-miR397-3p Sopen11g016530.3 3.0 20.755 1 21 1927 1947 CAUCAACGCUACACUCGAUCA UGCUCUGGUGUGGCGUUGAUG Clivagem 
spe-miR397-3p Sopen09g030810.1 3.0 14.754 1 20 46 65 CAUCAACGCUACACUCGAUC GAUCGGGUGUAUCGUUUAUG Tradução 
spe-miR397-3p Sopen02g006820.1 3.0 17.804 1 20 1749 1768 CAUCAACGCUACACUCGAUC GAUUGAGUGUACCAUUGAUG Tradução 
spe-miR397-3p Sopen01g012670.1 3.0 14.936 1 20 1759 1778 CAUCAACGCUACACUCGAUC GAUCGGGUGUAUCGUUUAUG Tradução 
spe-miR397-3p Sopen10g012590.1 3.0 14.936 1 20 1750 1769 CAUCAACGCUACACUCGAUC GAUCGGGUGUAUCGUUUAUG Tradução 
spe-miR397-3p Sopen06g014250.1 3.0 19.552 1 20 1175 1194 CAUCAACGCUACACUCGAUC GAUUGAGUGGUGUGUUGAUG Tradução 
spe-miR397-5p Sopen07g024810.1 0.5 11.041 1 20 662 681 AUUGAGUGCAGCGUUGAUGA UCAUCAACGCUGCGCUCAAU Clivagem 
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spe-miR397-5p Sopen06g033620.1 1.0 16.686 1 21 682 702 AUUGAGUGCAGCGUUGAUGAC GUGAUCAACGCUGCACUCAAU Clivagem 
spe-miR397-5p Sopen06g033640.1 1.0 16.778 1 21 664 684 AUUGAGUGCAGCGUUGAUGAC GUGAUCAACGCUGCACUCAAU Clivagem 
spe-miR397-5p Sopen06g033630.1 1.0 16.686 1 21 664 684 AUUGAGUGCAGCGUUGAUGAC GUGAUCAACGCUGCACUCAAU Clivagem 
spe-miR397-5p Sopen10g028490.1 1.0 13.853 1 21 661 681 AUUGAGUGCAGCGUUGAUGAC GUAAUCAACGCUGCACUCAAU Clivagem 
spe-miR397-5p Sopen06g015180.1 2.0 15.214 1 21 685 705 AUUGAGUGCAGCGUUGAUGAC GUUAUCAAUGCUGCACUCAAC Clivagem 
spe-miR397-5p Sopen06g032740.1 1.0 17.664 1 20 692 711 AUUGAGUGCAGCGUUGAUGA UAAUCAACGCUGCACUCAAU Clivagem 
spe-miR397-5p Sopen09g007120.1 2.0 12.718 1 21 664 684 AUUGAGUGCAGCGUUGAUGAC GUAAUCAACGCUGCACUCAAC Clivagem 
spe-miR397-5p Sopen02g013680.1 1.5 18.097 1 20 533 552 AUUGAGUGCAGCGUUGAUGA UUGUCAAUGCUGCACUCAAU Clivagem 
spe-miR397-5p Sopen05g030930.1 3.0 14.861 1 21 673 693 AUUGAGUGCAGCGUUGAUGAC GUUAUCAACGCUGCACUGAAC Clivagem 
spe-miR397-5p Sopen09g005780.1 1.5 8.481 1 20 668 687 AUUGAGUGCAGCGUUGAUGA UGAUCAACGCUGCACUUAAU Clivagem 
spe-miR397-5p Sopen09g005720.1 1.5 8.481 1 20 668 687 AUUGAGUGCAGCGUUGAUGA UGAUCAACGCUGCACUUAAU Clivagem 
spe-miR397-5p Sopen05g026580.1 1.5 10.839 1 20 455 474 AUUGAGUGCAGCGUUGAUGA UAAUCAAUGCUGCACUCAAU Clivagem 
spe-miR397-5p Sopen02g029810.1 2.5 17.239 1 20 674 693 AUUGAGUGCAGCGUUGAUGA UUAUCAAUGCUGCUCUCAAU Clivagem 
spe-miR397-5p Sopen06g033140.1 2.5 14.999 1 20 680 699 AUUGAGUGCAGCGUUGAUGA UCAUCAAUGCUGCAUUAAAU Clivagem 
spe-miR397-5p Sopen01g051120.1 3.0 15.426 1 20 1872 1891 AUUGAGUGCAGCGUUGAUGA UCAUCAGCGUUGCAUUCAGC Clivagem 
spe-miR397-5p Sopen02g023540.1 2.5 17.885 1 20 1172 1191 AUUGAGUGCAGCGUUGAUGA UCAUCAAUGCUGGACUCAAG Clivagem 
spe-miR397-5p Sopen09g005710.1 2.5 14.13 1 20 782 801 AUUGAGUGCAGCGUUGAUGA UGAUCAACGCUGCACUAAAU Clivagem 
spe-miR397-5p Sopen06g016050.1 3.0 13.814 1 21 664 684 AUUGAGUGCAGCGUUGAUGAC GUCAUCAACUCUGGACUCAAC Clivagem 
spe-miR397-5p Sopen02g029800.1 3.0 17.522 1 20 674 693 AUUGAGUGCAGCGUUGAUGA UUGUCAAUGCUGCUCUCAAU Clivagem 
spe-miR397-5p Sopen03g025230.1 2.0 16.337 1 20 151 170 AUUGAGUGCAGCGUUGAUGA UCAUCAACGGUGAACUCAAU Tradução 
spe-miR397-5p Sopen07g032060.2 3.0 11.255 1 20 1103 1122 AUUGAGUGCAGCGUUGAUGA ACCUCAACGUUGCACUUAAU Clivagem 
spe-miR397-5p Sopen07g032060.1 3.0 11.255 1 20 1103 1122 AUUGAGUGCAGCGUUGAUGA ACCUCAACGUUGCACUUAAU Clivagem 
spe-miR397-5p Sopen09g006750.1 3.0 10.096 1 20 386 405 AUUGAGUGCAGCGUUGAUGA UGAUCAAUGCUGCACUUAAC Clivagem 
spe-miR397-5p Sopen10g028940.2 3.0 18.638 1 20 548 567 AUUGAGUGCAGCGUUGAUGA UCAUCAAGCUUGCAUUCAAU Clivagem 
spe-miR397-5p Sopen10g028940.3 3.0 18.638 1 20 386 405 AUUGAGUGCAGCGUUGAUGA UCAUCAAGCUUGCAUUCAAU Clivagem 
spe-miR398-3p Sopen03g013660.1 3.0 12.782 1 21 753 773 UGUGUUCUCAGGUCGCCCCUG UAGGGGAGAUUGGAGAACACA Tradução 
spe-miR398-5p Sopen06g001460.1 2.5 18.83 1 20 572 591 AGGGCAACUUGAGAUCACAU AUGUGGUCUUGAGUUGUCUU Clivagem 
spe-miR398-5p Sopen01g046490.1 3.0 19.646 1 20 146 165 AGGGCAACUUGAGAUCACAU AUGUGGUCUCAAAUUUCCCU Clivagem 
spe-miR398-5p Sopen03g029910.1 3.0 17.103 1 21 113 134 AGGGCAACUUGAG-AUCACAUG UAUGUGAUGCUGAAGUUGCCCU Tradução 
spe-miR398-5p Sopen06g011330.1 2.5 18.273 1 19 115 134 AGGGCAACUUGAG-AUCACA UGUGAUGCUCAAGUUGCUCU Clivagem 
spe-miR398-5p Sopen03g033920.1 3.0 17.403 1 19 115 134 AGGGCAACUUGAG-AUCACA UGUGAUGCUGAAGUUGCCCU Tradução 
spe-miR398a-5p Sopen03g009140.1 3.0 12.907 1 21 2037 2057 GGGUUGAUUUGAGAACAUAUG CAUAAGUUCUCAAAAUAACCC Clivagem 
spe-miR398a-5p Sopen06g033570.1 3.0 13.36 1 20 720 739 GGGUUGAUUUGAGAACAUAU GAAUGUUCUUAAAUCAGCCC Clivagem 
spe-miR398a-5p Sopen06g021280.1 3.0 13.824 1 21 781 802 GGGUUGA-UUUGAGAACAUAUG CAUAUGUUCUCAAACUCAACUU Clivagem 
spe-miR398a-5p Sopen11g018470.1 3.0 18.053 1 20 911 930 GGGUUGAUUUGAGAACAUAU AGAUAUUCUCAAAUCAACUU Clivagem 
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spe-miR398a-5p Sopen08g020630.1 3.0 17.913 1 20 1321 1340 GGGUUGAUUUGAGAACAUAU AGAGGUUCUCAAGUCAACUC Clivagem 
spe-miR398a-5p Sopen12g008270.1 3.0 15.124 1 20 308 327 GGGUUGAUUUGAGAACAUAU AUAUGCACUCAAAUCAGCUC Clivagem 
spe-miR398b-1-3p Sopen01g013350.1 3.0 12.314 1 21 388 408 UUGUGUUCUCAGGUCACCCCU AGUGGUGAUUUGAGGAUACAA Clivagem 
spe-miR398b-1-3p Sopen02g037330.1 3.0 11.385 1 21 994 1014 UUGUGUUCUCAGGUCACCCCU AUGGGUGACAUGAUAACACAA Clivagem 
spe-miR398b-1-5p Sopen09g033390.1 2.0 14.555 1 22 459 480 GAGUGUGCCUAAGAACACAGGU AGCUGUGUUCUUUGGUGCACUC Tradução 
spe-miR398b-1-5p Sopen04g019250.2 3.0 20.639 1 19 552 571 GAGUGUG-CCUAAGAACACA UGUGUUCUUAGGAUACACUU Clivagem 
spe-miR398b-1-5p Sopen04g019250.1 3.0 20.639 1 19 552 571 GAGUGUG-CCUAAGAACACA UGUGUUCUUAGGAUACACUU Clivagem 
spe-miR398b-2-3p Sopen01g013350.1 3.0 12.314 1 21 388 408 UUGUGUUCUCAGGUCACCCCU AGUGGUGAUUUGAGGAUACAA Clivagem 
spe-miR398b-2-3p Sopen02g037330.1 3.0 11.385 1 21 994 1014 UUGUGUUCUCAGGUCACCCCU AUGGGUGACAUGAUAACACAA Clivagem 
spe-miR398b-2-5p Sopen01g054390.1 3.0 15.549 1 20 32 51 GAGUGUGCCUGGAAACACAG GUGUGUUUCUGGUCACACUC Clivagem 
spe-miR399-1-3p Sopen07g026190.1 2.5 22.948 1 20 482 501 UGCCAAAGGAGAGUUGCCCU AAGGCAGCUAUCCUUUGGCA Tradução 
spe-miR399-1-3p Sopen07g026190.2 2.5 20.917 1 20 392 411 UGCCAAAGGAGAGUUGCCCU AAGGCAGCUAUCCUUUGGCA Tradução 
spe-miR399-1-3p Sopen02g032980.1 3.0 14.631 1 21 3030 3050 UGCCAAAGGAGAGUUGCCCUG UAGGAUAAUGCUCCUUUGGCA Clivagem 
spe-miR399-1-3p Sopen03g016120.1 3.0 23.231 1 21 489 509 UGCCAAAGGAGAGUUGCCCUG UAGGGAGAAUUUCCUUUGGCA Clivagem 
spe-miR399-1-5p Sopen07g010120.1 3.0 21.38 1 20 2002 2021 GGGCUACGCUCUAUUGGCAU GUGUUAAUAGAAUGUAGCCC Tradução 
spe-miR399-1-5p Sopen06g016130.1 3.0 15.28 1 20 259 278 GGGCUACGCUCUAUUGGCAU GUUCCAAUAGAGAGUAGUCC Clivagem 
spe-miR399-2-3p Sopen02g032980.1 3.0 14.631 1 21 3030 3050 UGCCAAAGGAGAGUUGCCCUA UAGGAUAAUGCUCCUUUGGCA Clivagem 
spe-miR399-2-3p Sopen03g016120.1 3.0 23.231 1 21 489 509 UGCCAAAGGAGAGUUGCCCUA UAGGGAGAAUUUCCUUUGGCA Clivagem 
spe-miR399-2-3p Sopen07g026190.1 2.5 22.948 1 20 482 501 UGCCAAAGGAGAGUUGCCCU AAGGCAGCUAUCCUUUGGCA Tradução 
spe-miR399-2-3p Sopen07g026190.2 2.5 20.917 1 20 392 411 UGCCAAAGGAGAGUUGCCCU AAGGCAGCUAUCCUUUGGCA Tradução 
spe-miR399-3-3p Sopen03g020000.1 2.5 19.111 1 20 592 611 CGCCAAAGGAGAGCUGCCCU AGUGCGGUUCUCUUUUGGCG Clivagem 
spe-miR399-3-3p Sopen08g019430.1 3.0 13.561 1 21 1055 1075 CGCCAAAGGAGAGCUGCCCUG UAGGGCAGCUUCUUUUUGGUG Tradução 
spe-miR399-3-3p Sopen07g026190.1 3.0 22.948 1 20 482 501 CGCCAAAGGAGAGCUGCCCU AAGGCAGCUAUCCUUUGGCA Tradução 
spe-miR399-3-3p Sopen07g026190.2 3.0 20.917 1 20 392 411 CGCCAAAGGAGAGCUGCCCU AAGGCAGCUAUCCUUUGGCA Tradução 
spe-miR399-3-5p Sopen06g016130.1 2.0 15.28 1 20 259 278 GGGCUACUCUCUAUUGGCAU GUUCCAAUAGAGAGUAGUCC Clivagem 
spe-miR399-3-5p Sopen01g036990.1 2.5 17.989 1 21 1020 1040 GGGCUACUCUCUAUUGGCAUG UAUGUUAAGAGAGAGUAGUCC Clivagem 
spe-miR399-3-5p Sopen03g012230.1 2.5 19.376 1 20 172 191 GGGCUACUCUCUAUUGGCAU UUGCUAAUAGAAAGUAGCCC Tradução 
spe-miR399-3-5p Sopen12g018160.1 3.0 17.477 1 20 1224 1243 GGGCUACUCUCUAUUGGCAU UUGCCAACAGAAAGUAGCCC Tradução 
spe-miR399-3-5p Sopen03g011650.1 3.0 14.12 1 20 805 824 GGGCUACUCUCUAUUGGCAU CUGACAAUAGAAAGUAGCCC Tradução 
spe-miR399-4-3p Sopen03g020000.1 2.5 19.111 1 20 592 611 CGCCAAAGGAGAGCUGCCCU AGUGCGGUUCUCUUUUGGCG Clivagem 
spe-miR399-4-3p Sopen08g019430.1 3.0 13.561 1 21 1055 1075 CGCCAAAGGAGAGCUGCCCUG UAGGGCAGCUUCUUUUUGGUG Tradução 
spe-miR399-4-3p Sopen07g026190.1 3.0 22.948 1 20 482 501 CGCCAAAGGAGAGCUGCCCU AAGGCAGCUAUCCUUUGGCA Tradução 
spe-miR399-4-3p Sopen07g026190.2 3.0 20.917 1 20 392 411 CGCCAAAGGAGAGCUGCCCU AAGGCAGCUAUCCUUUGGCA Tradução 
spe-miR399-4-5p Sopen06g016130.1 2.0 15.28 1 20 259 278 GGGCUACUCUCUAUUGGCAU GUUCCAAUAGAGAGUAGUCC Clivagem 
spe-miR399-4-5p Sopen01g036990.1 2.5 17.989 1 21 1020 1040 GGGCUACUCUCUAUUGGCAUG UAUGUUAAGAGAGAGUAGUCC Clivagem 
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spe-miR399-4-5p Sopen03g012230.1 2.5 19.376 1 20 172 191 GGGCUACUCUCUAUUGGCAU UUGCUAAUAGAAAGUAGCCC Tradução 
spe-miR399-4-5p Sopen12g018160.1 3.0 17.477 1 20 1224 1243 GGGCUACUCUCUAUUGGCAU UUGCCAACAGAAAGUAGCCC Tradução 
spe-miR399-4-5p Sopen03g011650.1 3.0 14.12 1 20 805 824 GGGCUACUCUCUAUUGGCAU CUGACAAUAGAAAGUAGCCC Tradução 
spe-miR399-5-3p Sopen03g020000.1 2.5 19.111 1 20 592 611 CGCCAAAGGAGAGCUGCCCU AGUGCGGUUCUCUUUUGGCG Clivagem 
spe-miR399-5-3p Sopen08g019430.1 3.0 13.561 1 21 1055 1075 CGCCAAAGGAGAGCUGCCCUG UAGGGCAGCUUCUUUUUGGUG Tradução 
spe-miR399-5-3p Sopen07g026190.1 3.0 22.948 1 20 482 501 CGCCAAAGGAGAGCUGCCCU AAGGCAGCUAUCCUUUGGCA Tradução 
spe-miR399-5-3p Sopen07g026190.2 3.0 20.917 1 20 392 411 CGCCAAAGGAGAGCUGCCCU AAGGCAGCUAUCCUUUGGCA Tradução 
spe-miR399-5-5p Sopen06g016130.1 2.0 15.28 1 20 259 278 GGGCUACUCUCUAUUGGCAU GUUCCAAUAGAGAGUAGUCC Clivagem 
spe-miR399-5-5p Sopen01g036990.1 2.5 17.989 1 21 1020 1040 GGGCUACUCUCUAUUGGCAUG UAUGUUAAGAGAGAGUAGUCC Clivagem 
spe-miR399-5-5p Sopen03g012230.1 2.5 19.376 1 20 172 191 GGGCUACUCUCUAUUGGCAU UUGCUAAUAGAAAGUAGCCC Tradução 
spe-miR399-5-5p Sopen12g018160.1 3.0 17.477 1 20 1224 1243 GGGCUACUCUCUAUUGGCAU UUGCCAACAGAAAGUAGCCC Tradução 
spe-miR399-5-5p Sopen03g011650.1 3.0 14.12 1 20 805 824 GGGCUACUCUCUAUUGGCAU CUGACAAUAGAAAGUAGCCC Tradução 
spe-miR399-6-3p Sopen03g020000.1 2.5 19.111 1 20 592 611 CGCCAAAGGAGAGCUGCCCU AGUGCGGUUCUCUUUUGGCG Clivagem 
spe-miR399-6-3p Sopen08g019430.1 3.0 13.561 1 21 1055 1075 CGCCAAAGGAGAGCUGCCCUG UAGGGCAGCUUCUUUUUGGUG Tradução 
spe-miR399-6-3p Sopen07g026190.1 3.0 22.948 1 20 482 501 CGCCAAAGGAGAGCUGCCCU AAGGCAGCUAUCCUUUGGCA Tradução 
spe-miR399-6-3p Sopen07g026190.2 3.0 20.917 1 20 392 411 CGCCAAAGGAGAGCUGCCCU AAGGCAGCUAUCCUUUGGCA Tradução 
spe-miR399-6-5p Sopen06g016130.1 2.0 15.28 1 20 259 278 GGGCUACUCUCUAUUGGCAU GUUCCAAUAGAGAGUAGUCC Clivagem 
spe-miR399-6-5p Sopen01g036990.1 2.5 17.989 1 21 1020 1040 GGGCUACUCUCUAUUGGCAUG UAUGUUAAGAGAGAGUAGUCC Clivagem 
spe-miR399-6-5p Sopen03g012230.1 2.5 19.376 1 20 172 191 GGGCUACUCUCUAUUGGCAU UUGCUAAUAGAAAGUAGCCC Tradução 
spe-miR399-6-5p Sopen12g018160.1 3.0 17.477 1 20 1224 1243 GGGCUACUCUCUAUUGGCAU UUGCCAACAGAAAGUAGCCC Tradução 
spe-miR399-6-5p Sopen03g011650.1 3.0 14.12 1 20 805 824 GGGCUACUCUCUAUUGGCAU CUGACAAUAGAAAGUAGCCC Tradução 
spe-miR399-7-3p Sopen07g026190.1 2.5 22.948 1 20 482 501 UGCCAAAGGAGAGUUGCCCU AAGGCAGCUAUCCUUUGGCA Tradução 
spe-miR399-7-3p Sopen07g026190.2 2.5 20.917 1 20 392 411 UGCCAAAGGAGAGUUGCCCU AAGGCAGCUAUCCUUUGGCA Tradução 
spe-miR399-7-3p Sopen02g032980.1 3.0 14.631 1 21 3030 3050 UGCCAAAGGAGAGUUGCCCUG UAGGAUAAUGCUCCUUUGGCA Clivagem 
spe-miR399-7-3p Sopen03g016120.1 3.0 23.231 1 21 489 509 UGCCAAAGGAGAGUUGCCCUG UAGGGAGAAUUUCCUUUGGCA Clivagem 
spe-miR399-7-5p.1 Sopen06g016130.1 1.5 15.28 1 20 259 278 GGACUACUCUCUAUUGGCAU GUUCCAAUAGAGAGUAGUCC Clivagem 
spe-miR399-7-5p.1 Sopen01g036990.1 2.0 17.989 1 21 1020 1040 GGACUACUCUCUAUUGGCAUG UAUGUUAAGAGAGAGUAGUCC Clivagem 
spe-miR399-7-5p.2 Sopen04g003800.1 3.0 17.064 1 20 707 726 CGCCAAAGGAAUGCUGCACU AGUGCAGCAUUUAUUUGGUC Clivagem 
spe-miR399-8-3p Sopen03g020000.1 2.0 19.111 1 20 592 611 UGCCAAAGGAGAAUUGCACU AGUGCGGUUCUCUUUUGGCG Clivagem 
spe-miR399-8-3p Sopen01g018940.1 2.0 21.887 1 20 347 366 UGCCAAAGGAGAAUUGCACU AGUCCAAUUUUUCUUUGGCA Clivagem 
spe-miR399-8-3p Sopen05g033460.1 3.0 15.786 1 21 561 581 UGCCAAAGGAGAAUUGCACUG CAGUGCAAUUGUUCCUUGGCA Tradução 
spe-miR399-8-3p Sopen02g008690.1 2.5 17.224 1 20 10 29 UGCCAAAGGAGAAUUGCACU AGUGUAAUUAUCAUUUGGCA Tradução 
spe-miR399-8-3p Sopen05g001600.5 3.0 18.553 1 20 254 273 UGCCAAAGGAGAAUUGCACU AGUCCAAUUGUGCUUUGGCA Tradução 
spe-miR399-8-3p Sopen05g001600.4 3.0 18.553 1 20 410 429 UGCCAAAGGAGAAUUGCACU AGUCCAAUUGUGCUUUGGCA Tradução 
spe-miR399-8-3p Sopen05g001600.1 3.0 18.553 1 20 962 981 UGCCAAAGGAGAAUUGCACU AGUCCAAUUGUGCUUUGGCA Tradução 
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spe-miR399-8-3p Sopen05g001600.2 3.0 18.553 1 20 974 993 UGCCAAAGGAGAAUUGCACU AGUCCAAUUGUGCUUUGGCA Tradução 
spe-miR399-8-3p Sopen05g001600.3 3.0 18.553 1 20 1049 1068 UGCCAAAGGAGAAUUGCACU AGUCCAAUUGUGCUUUGGCA Tradução 
spe-miR399-8-3p Sopen03g035660.1 3.0 20.733 1 20 2071 2091 UGCCAAAG-GAGAAUUGCACU GGUGCAAUUCUGGCUUUGGCA Tradução 
spe-miR399-8-5p Sopen01g001640.1 3.0 16.483 1 21 711 731 CAGGGCAAUUCUCCUUUGGCA UGCUGAAGGAAAAUUGCCCUA Tradução 
spe-miR399-8-5p Sopen02g039050.1 2.5 18.214 1 21 263 283 CAGGGCAAUUCUCCUUUGGCA UGACAAAGGAUGAUUGCCCUG Tradução 
spe-miR399-8-5p Sopen02g032040.1 2.5 23.073 1 21 432 452 CAGGGCAAUUCUCCUUUGGCA UGACGAAGAAGAAUUGCCCUG Clivagem 
spe-miR399-8-5p Sopen11g002240.1 2.5 20.953 1 20 225 244 CAGGGCAAUUCUCCUUUGGC UCCAAUGGAGAAUUGUCCUG Clivagem 
spe-miR399-8-5p Sopen03g012120.1 3.0 20.038 1 20 1593 1612 CAGGGCAAUUCUCCUUUGGC UCUAGAGGAGAACUGCCCUG Clivagem 
spe-miR399-8-5p Sopen04g032230.1 3.0 15.159 1 20 3422 3441 CAGGGCAAUUCUCCUUUGGC GUCAAAGGAAAUUUGCCUUG Tradução 
spe-miR399-8-5p Sopen05g029420.1 3.0 15.163 1 20 3263 3282 CAGGGCAAUUCUCCUUUGGC GUCAAAGGAAAUUUGCCUUG Tradução 
spe-miR399-8-5p Sopen05g029420.1 3.0 15.163 1 20 5072 5091 CAGGGCAAUUCUCCUUUGGC GUCAAAGGAAAUUUGCCUUG Tradução 
spe-miR399-9-3p Sopen03g016120.1 2.0 23.231 1 21 489 509 UGCCAAAGGAGAUUUGCCCUA UAGGGAGAAUUUCCUUUGGCA Clivagem 
spe-miR399-9-3p Sopen05g025730.1 3.0 15.646 1 21 552 573 UGCCAAAGGAGAUU-UGCCCUA UAGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen11g022310.1 3.0 20.294 1 21 1608 1629 UGCCAAAGGAGAUU-UGCCCUA UAGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen09g010430.1 2.5 23.049 1 21 1296 1317 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUCCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen03g011270.1 3.0 11.472 1 21 825 846 UGCCAAAGGAGAUU-UGCCCUA UAGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen02g009680.1 3.0 18.228 1 21 1725 1746 UGCCAAAGGAGAUU-UGCCCUA UAGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen07g006960.2 3.0 11.925 1 21 2106 2127 UGCCAAAGGAGAUU-UGCCCUA UAGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen07g006960.1 3.0 11.925 1 21 2142 2163 UGCCAAAGGAGAUU-UGCCCUA UAGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen06g008270.1 3.0 23.347 1 21 1542 1562 UGCCAAAGGAGAUUUGCCCUA UAGGAGAGAUUUCCUUUGGCA Clivagem 
spe-miR399-9-3p Sopen05g026610.1 3.0 18.147 1 21 183 204 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen05g010170.1 3.0 12.996 1 21 120 141 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen04g020080.1 3.0 18.174 1 21 267 288 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen04g022420.1 3.0 14.955 1 21 684 705 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen10g007910.1 3.0 16.211 1 21 618 639 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen04g021320.1 3.0 17.305 1 21 252 273 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen11g021760.1 3.0 16.708 1 21 120 141 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen04g021160.1 3.0 18.391 1 21 885 906 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen02g009810.1 3.0 23.154 1 21 603 624 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen05g010970.1 3.0 13.972 1 21 696 717 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen05g021630.1 3.0 20.038 1 21 825 846 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen12g017450.1 3.0 16.1 1 21 492 513 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen01g015090.1 3.0 18.851 1 21 240 261 UGCCAAAGGAGA-UUUGCCCUA UGGGGCAAAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen05g026160.1 3.0 17.519 1 21 1050 1071 UGCCAAAGGAGA-UUUGCCCUA UGGGGCAAAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen03g020390.1 3.0 16.168 1 21 1014 1035 UGCCAAAGGAGA-UUUGCCCUA UGGGGCAAAAUCUUCUUUGGUA Clivagem 
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spe-miR399-9-3p Sopen05g015090.1 3.0 17.778 1 21 1122 1143 UGCCAAAGGAGA-UUUGCCCUA UGGGGCAAAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen01g007180.1 3.0 16.621 1 21 915 936 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen08g014620.1 3.0 15.383 1 21 897 918 UGCCAAAGGAGA-UUUGCCCUA UGGGGCAAAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen01g018260.1 3.0 15.378 1 21 969 990 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen01g014750.1 3.0 17.032 1 21 819 840 UGCCAAAGGAGA-UUUGCCCUA UGGGGCAAAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen11g011980.1 3.0 15.599 1 21 1530 1551 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen01g025130.1 3.0 17.893 1 21 1416 1437 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen01g014670.1 3.0 16.389 1 21 1203 1224 UGCCAAAGGAGA-UUUGCCCUA UGGGGCAAAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen07g019040.1 3.0 17.334 1 21 768 789 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen01g020400.1 3.0 19.489 1 21 1617 1638 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen03g023850.1 3.0 18.717 1 21 1446 1467 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen01g021590.1 3.0 21.067 1 21 1854 1875 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen10g020260.1 3.0 19.58 1 21 1461 1482 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen04g023140.1 3.0 21.612 1 21 1596 1617 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen05g025320.1 3.0 17.5 1 21 351 372 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen05g010200.1 3.0 14.443 1 21 1596 1617 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen04g011480.1 3.0 13.173 1 21 3486 3507 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen10g006610.1 3.0 16.616 1 21 3627 3648 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen03g013860.1 3.0 24.245 1 21 3909 3930 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen06g006250.1 3.0 13.277 1 21 351 372 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen12g016700.1 3.0 18.492 1 21 882 903 UGCCAAAGGAGAUU-UGCCCUA UGGGGUAGAAUCUUCUUUGGCA Clivagem 
spe-miR399-9-3p Sopen07g021860.1 3.0 17.316 1 21 7239 7260 UGCCAAAGGAGAUU-UGCCCUA UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen06g006220.1 3.0 23.952 1 20 161 180 UGCCAAAGGAGAUUUGCCCU GGGCCGAAUCUUCUUUGGUA Clivagem 
spe-miR399-9-3p Sopen04g010440.1 3.0 15.694 1 20 674 693 UGCCAAAGGAGAUUUGCCCU GGGCCGAAUCUUCUUUGGUA Clivagem 
spe-miR399a-1-3p Sopen07g026190.1 2.0 22.948 1 20 482 501 UGCCAAAGGAGAGCUGCCCU AAGGCAGCUAUCCUUUGGCA Tradução 
spe-miR399a-1-3p Sopen07g026190.2 2.0 20.917 1 20 392 411 UGCCAAAGGAGAGCUGCCCU AAGGCAGCUAUCCUUUGGCA Tradução 
spe-miR399a-1-3p Sopen03g020000.1 3.0 19.111 1 20 592 611 UGCCAAAGGAGAGCUGCCCU AGUGCGGUUCUCUUUUGGCG Clivagem 
spe-miR399a-1-5p Sopen12g018160.1 2.0 17.477 1 20 1224 1243 GGGCUACUCUCUGUUGGCAU UUGCCAACAGAAAGUAGCCC Tradução 
spe-miR399a-1-5p Sopen01g036990.1 2.5 17.989 1 21 1020 1040 GGGCUACUCUCUGUUGGCAUG UAUGUUAAGAGAGAGUAGUCC Clivagem 
spe-miR399a-1-5p Sopen08g012110.1 2.5 21.476 1 20 4261 4280 GGGCUACUCUCUGUUGGCAU UUGCUAACAGAAAGUAGCCC Tradução 
spe-miR399a-1-5p Sopen03g014410.1 2.5 16.348 1 20 3616 3635 GGGCUACUCUCUGUUGGCAU UUGCUAACAGAAAGUAGCCC Tradução 
spe-miR399a-1-5p Sopen06g016130.1 2.5 15.28 1 20 259 278 GGGCUACUCUCUGUUGGCAU GUUCCAAUAGAGAGUAGUCC Clivagem 
spe-miR399a-1-5p Sopen03g012230.1 3.0 19.376 1 20 172 191 GGGCUACUCUCUGUUGGCAU UUGCUAAUAGAAAGUAGCCC Tradução 
spe-miR399a-1-5p Sopen01g040990.1 2.5 11.54 1 20 4911 4930 GGGCUACUCUCUGUUGGCAU AUGCAAACAAAGAGUAGCUC Tradução 
spe-miR399a-2-3p Sopen07g026190.1 2.0 22.948 1 20 482 501 UGCCAAAGGAGAGCUGCCCU AAGGCAGCUAUCCUUUGGCA Tradução 
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spe-miR399a-2-3p Sopen07g026190.2 2.0 20.917 1 20 392 411 UGCCAAAGGAGAGCUGCCCU AAGGCAGCUAUCCUUUGGCA Tradução 
spe-miR399a-2-3p Sopen03g020000.1 3.0 19.111 1 20 592 611 UGCCAAAGGAGAGCUGCCCU AGUGCGGUUCUCUUUUGGCG Clivagem 
spe-miR399a-2-5p Sopen06g016130.1 2.0 15.28 1 20 259 278 GGGCUACUCUCUAUUGGCAU GUUCCAAUAGAGAGUAGUCC Clivagem 
spe-miR399a-2-5p Sopen01g036990.1 2.5 17.989 1 21 1020 1040 GGGCUACUCUCUAUUGGCAUG UAUGUUAAGAGAGAGUAGUCC Clivagem 
spe-miR399a-2-5p Sopen03g012230.1 2.5 19.376 1 20 172 191 GGGCUACUCUCUAUUGGCAU UUGCUAAUAGAAAGUAGCCC Tradução 
spe-miR399a-2-5p Sopen12g018160.1 3.0 17.477 1 20 1224 1243 GGGCUACUCUCUAUUGGCAU UUGCCAACAGAAAGUAGCCC Tradução 
spe-miR399a-2-5p Sopen03g011650.1 3.0 14.12 1 20 805 824 GGGCUACUCUCUAUUGGCAU CUGACAAUAGAAAGUAGCCC Tradução 
spe-miR399d-3p Sopen04g010440.1 2.0 15.694 1 20 674 693 UGCCAAAGAAGAUUUGCCCC GGGCCGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen06g006220.1 2.0 23.952 1 20 161 180 UGCCAAAGAAGAUUUGCCCC GGGCCGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen07g021860.1 2.5 17.316 1 21 7239 7260 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen12g016700.1 2.5 18.492 1 21 882 903 UGCCAAAGAAGAUU-UGCCCCG UGGGGUAGAAUCUUCUUUGGCA Clivagem 
spe-miR399d-3p Sopen06g006250.1 2.5 13.277 1 21 351 372 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen03g013860.1 2.5 24.245 1 21 3909 3930 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen10g006610.1 2.5 16.616 1 21 3627 3648 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen04g011480.1 2.5 13.173 1 21 3486 3507 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen05g010200.1 2.5 14.443 1 21 1596 1617 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen05g025320.1 2.5 17.5 1 21 351 372 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen04g023140.1 2.5 21.612 1 21 1596 1617 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen10g020260.1 2.5 19.58 1 21 1461 1482 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen01g021590.1 2.5 21.067 1 21 1854 1875 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen03g023850.1 2.5 18.717 1 21 1446 1467 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen01g020400.1 2.5 19.489 1 21 1617 1638 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen07g019040.1 2.5 17.334 1 21 768 789 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen01g014670.1 2.5 16.389 1 21 1203 1224 UGCCAAAGAAGA-UUUGCCCCG UGGGGCAAAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen01g025130.1 2.5 17.893 1 21 1416 1437 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen11g011980.1 2.5 15.599 1 21 1530 1551 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen01g014750.1 2.5 17.032 1 21 819 840 UGCCAAAGAAGA-UUUGCCCCG UGGGGCAAAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen08g014620.1 2.5 15.383 1 21 897 918 UGCCAAAGAAGA-UUUGCCCCG UGGGGCAAAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen01g018260.1 2.5 15.378 1 21 969 990 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen01g007180.1 2.5 16.621 1 21 915 936 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen05g015090.1 2.5 17.778 1 21 1122 1143 UGCCAAAGAAGA-UUUGCCCCG UGGGGCAAAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen03g020390.1 2.5 16.168 1 21 1014 1035 UGCCAAAGAAGA-UUUGCCCCG UGGGGCAAAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen05g026160.1 2.5 17.519 1 21 1050 1071 UGCCAAAGAAGA-UUUGCCCCG UGGGGCAAAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen01g015090.1 2.5 18.851 1 21 240 261 UGCCAAAGAAGA-UUUGCCCCG UGGGGCAAAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen12g017450.1 2.5 16.1 1 21 492 513 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
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spe-miR399d-3p Sopen05g021630.1 2.5 20.038 1 21 825 846 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen05g010970.1 2.5 13.972 1 21 696 717 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen02g009810.1 2.5 23.154 1 21 603 624 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen04g021160.1 2.5 18.391 1 21 885 906 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen11g021760.1 2.5 16.708 1 21 120 141 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen04g021320.1 2.5 17.305 1 21 252 273 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen10g007910.1 2.5 16.211 1 21 618 639 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen04g022420.1 2.5 14.955 1 21 684 705 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen04g020080.1 2.5 18.174 1 21 267 288 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen05g010170.1 2.5 12.996 1 21 120 141 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen04g011500.1 3.0 15.829 1 21 330 351 UGCCAAAGAAGAUU-UGCCCCG CGGGGCAGAAUCUUUUUUGGUA Clivagem 
spe-miR399d-3p Sopen05g026610.1 2.5 18.147 1 21 183 204 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen01g027000.1 2.5 20.142 1 20 932 951 UGCCAAAGAAGAUUUGCCCC GGGCUGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen12g026780.1 3.0 17.332 1 21 969 990 UGCCAAAGAAGAUU-UGCCCCG UGGGGCGGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen07g008020.1 3.0 15.614 1 21 2553 2574 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUUUUUGGUA Clivagem 
spe-miR399d-3p Sopen03g011470.1 3.0 19.75 1 21 771 792 UGCCAAAGAAGA-UUUGCCCCG UGGGGCAGAGUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen03g016530.1 3.0 19.82 1 21 1791 1812 UGCCAAAGAAGAUU-UGCCCCG UGGGGUAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen07g017750.1 3.0 18.802 1 21 966 987 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUG Clivagem 
spe-miR399d-3p Sopen03g017240.1 3.0 11.554 1 21 456 477 UGCCAAAGAAGAUU-UGCCCCG UGGGGUAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen07g018880.1 2.5 13.356 1 20 4559 4578 UGCCAAAGAAGAUUUGCCCC GGGUAAAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen11g021550.1 3.0 18.454 1 20 4277 4296 UGCCAAAGAAGAUUUGCCCC GGGCUGAAUCUUCUUUGGUG Clivagem 
spe-miR399d-3p Sopen11g014130.1 2.5 14.955 1 20 2330 2349 UGCCAAAGAAGAUUUGCCCC GGGAAAAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen12g025590.1 2.5 14.297 1 20 1049 1068 UGCCAAAGAAGAUUUGCCCC GGGCCAAAUCAUCUUUGGUA Tradução 
spe-miR399d-3p Sopen12g025560.1 2.5 18.888 1 20 1662 1681 UGCCAAAGAAGAUUUGCCCC GGGCCAAAUCGUCUUUGGUA Tradução 
spe-miR399d-3p Sopen01g015130.1 2.5 13.484 1 20 917 936 UGCCAAAGAAGAUUUGCCCC GGGAAAAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen05g025230.1 3.0 16.107 1 21 2370 2390 UGCCAAAGAAGAUUUGCCCCG UGGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen10g024040.1 3.0 18.055 1 21 1585 1605 UGCCAAAGAAGAUUUGCCCCG UGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen10g026120.1 3.0 15.128 1 21 1255 1275 UGCCAAAGAAGAUUUGCCCCG UGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen02g004020.1 3.0 17.42 1 21 1173 1194 UGCCAAAGAAGA-UUUGCCCCG UGGGGCAAAAUCGUCUUUGGCA Tradução 
spe-miR399d-3p Sopen08g010920.1 3.0 15.073 1 21 820 841 UGCCAAAGAAGAUU-UGCCCCG UGGAGCAGAAUCUUCUUUGGCA Clivagem 
spe-miR399d-3p Sopen01g008750.1 3.0 15.206 1 20 2312 2331 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen01g024780.1 3.0 15.618 1 20 1145 1164 UGCCAAAGAAGAUUUGCCCC GGGGAGAAUCGUCUUUGGUA Tradução 
spe-miR399d-3p Sopen07g006960.1 2.5 11.925 1 19 2144 2163 UGCCAAAGAAGAUU-UGCCC GGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen07g006960.2 2.5 11.925 1 19 2108 2127 UGCCAAAGAAGAUU-UGCCC GGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen08g006150.1 3.0 15.015 1 20 38 57 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
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spe-miR399d-3p Sopen02g009680.1 2.5 18.228 1 19 1727 1746 UGCCAAAGAAGAUU-UGCCC GGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen03g011270.1 2.5 11.472 1 19 827 846 UGCCAAAGAAGAUU-UGCCC GGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen04g009280.1 3.0 18.848 1 20 986 1005 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen11g022310.1 2.5 20.294 1 19 1610 1629 UGCCAAAGAAGAUU-UGCCC GGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen01g009020.1 3.0 16.391 1 20 1415 1434 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen02g006260.1 3.0 21.665 1 20 1217 1236 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen05g025260.1 3.0 18.105 1 20 962 981 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen07g017620.1 3.0 16.225 1 20 1088 1107 UGCCAAAGAAGAUUUGCCCC GGGUAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen05g025730.1 2.5 15.646 1 19 554 573 UGCCAAAGAAGAUU-UGCCC GGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen05g021640.1 3.0 15.348 1 20 977 996 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen09g012130.1 3.0 17.745 1 20 941 960 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen05g024970.1 3.0 15.718 1 20 557 576 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399d-3p Sopen01g014990.1 3.0 14.326 1 20 395 414 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen04g010440.1 2.0 15.694 1 20 674 693 UGCCAAAGAAGAUUUGCCCC GGGCCGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen06g006220.1 2.0 23.952 1 20 161 180 UGCCAAAGAAGAUUUGCCCC GGGCCGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen07g021860.1 2.5 17.316 1 21 7239 7260 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen12g016700.1 2.5 18.492 1 21 882 903 UGCCAAAGAAGAUU-UGCCCCG UGGGGUAGAAUCUUCUUUGGCA Clivagem 
spe-miR399r-1-3p Sopen06g006250.1 2.5 13.277 1 21 351 372 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen03g013860.1 2.5 24.245 1 21 3909 3930 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen10g006610.1 2.5 16.616 1 21 3627 3648 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen04g011480.1 2.5 13.173 1 21 3486 3507 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen05g010200.1 2.5 14.443 1 21 1596 1617 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen05g025320.1 2.5 17.5 1 21 351 372 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen04g023140.1 2.5 21.612 1 21 1596 1617 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen10g020260.1 2.5 19.58 1 21 1461 1482 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen01g021590.1 2.5 21.067 1 21 1854 1875 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen03g023850.1 2.5 18.717 1 21 1446 1467 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen01g020400.1 2.5 19.489 1 21 1617 1638 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen07g019040.1 2.5 17.334 1 21 768 789 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen01g014670.1 2.5 16.389 1 21 1203 1224 UGCCAAAGAAGA-UUUGCCCCG UGGGGCAAAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen01g025130.1 2.5 17.893 1 21 1416 1437 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen11g011980.1 2.5 15.599 1 21 1530 1551 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen01g014750.1 2.5 17.032 1 21 819 840 UGCCAAAGAAGA-UUUGCCCCG UGGGGCAAAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen08g014620.1 2.5 15.383 1 21 897 918 UGCCAAAGAAGA-UUUGCCCCG UGGGGCAAAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen01g018260.1 2.5 15.378 1 21 969 990 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
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spe-miR399r-1-3p Sopen01g007180.1 2.5 16.621 1 21 915 936 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen05g015090.1 2.5 17.778 1 21 1122 1143 UGCCAAAGAAGA-UUUGCCCCG UGGGGCAAAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen03g020390.1 2.5 16.168 1 21 1014 1035 UGCCAAAGAAGA-UUUGCCCCG UGGGGCAAAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen05g026160.1 2.5 17.519 1 21 1050 1071 UGCCAAAGAAGA-UUUGCCCCG UGGGGCAAAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen01g015090.1 2.5 18.851 1 21 240 261 UGCCAAAGAAGA-UUUGCCCCG UGGGGCAAAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen12g017450.1 2.5 16.1 1 21 492 513 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen05g021630.1 2.5 20.038 1 21 825 846 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen05g010970.1 2.5 13.972 1 21 696 717 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen02g009810.1 2.5 23.154 1 21 603 624 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen04g021160.1 2.5 18.391 1 21 885 906 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen11g021760.1 2.5 16.708 1 21 120 141 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen04g021320.1 2.5 17.305 1 21 252 273 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen10g007910.1 2.5 16.211 1 21 618 639 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen04g022420.1 2.5 14.955 1 21 684 705 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen04g020080.1 2.5 18.174 1 21 267 288 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen05g010170.1 2.5 12.996 1 21 120 141 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen04g011500.1 3.0 15.829 1 21 330 351 UGCCAAAGAAGAUU-UGCCCCG CGGGGCAGAAUCUUUUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen05g026610.1 2.5 18.147 1 21 183 204 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen01g027000.1 2.5 20.142 1 20 932 951 UGCCAAAGAAGAUUUGCCCC GGGCUGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen12g026780.1 3.0 17.332 1 21 969 990 UGCCAAAGAAGAUU-UGCCCCG UGGGGCGGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen07g008020.1 3.0 15.614 1 21 2553 2574 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUUUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen03g011470.1 3.0 19.75 1 21 771 792 UGCCAAAGAAGA-UUUGCCCCG UGGGGCAGAGUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen03g016530.1 3.0 19.82 1 21 1791 1812 UGCCAAAGAAGAUU-UGCCCCG UGGGGUAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen07g017750.1 3.0 18.802 1 21 966 987 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUG Clivagem 
spe-miR399r-1-3p Sopen03g017240.1 3.0 11.554 1 21 456 477 UGCCAAAGAAGAUU-UGCCCCG UGGGGUAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen07g018880.1 2.5 13.356 1 20 4559 4578 UGCCAAAGAAGAUUUGCCCC GGGUAAAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen11g021550.1 3.0 18.454 1 20 4277 4296 UGCCAAAGAAGAUUUGCCCC GGGCUGAAUCUUCUUUGGUG Clivagem 
spe-miR399r-1-3p Sopen11g014130.1 2.5 14.955 1 20 2330 2349 UGCCAAAGAAGAUUUGCCCC GGGAAAAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen12g025590.1 2.5 14.297 1 20 1049 1068 UGCCAAAGAAGAUUUGCCCC GGGCCAAAUCAUCUUUGGUA Tradução 
spe-miR399r-1-3p Sopen12g025560.1 2.5 18.888 1 20 1662 1681 UGCCAAAGAAGAUUUGCCCC GGGCCAAAUCGUCUUUGGUA Tradução 
spe-miR399r-1-3p Sopen01g015130.1 2.5 13.484 1 20 917 936 UGCCAAAGAAGAUUUGCCCC GGGAAAAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen05g025230.1 3.0 16.107 1 21 2370 2390 UGCCAAAGAAGAUUUGCCCCG UGGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen10g024040.1 3.0 18.055 1 21 1585 1605 UGCCAAAGAAGAUUUGCCCCG UGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen10g026120.1 3.0 15.128 1 21 1255 1275 UGCCAAAGAAGAUUUGCCCCG UGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen02g004020.1 3.0 17.42 1 21 1173 1194 UGCCAAAGAAGA-UUUGCCCCG UGGGGCAAAAUCGUCUUUGGCA Tradução 
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spe-miR399r-1-3p Sopen08g010920.1 3.0 15.073 1 21 820 841 UGCCAAAGAAGAUU-UGCCCCG UGGAGCAGAAUCUUCUUUGGCA Clivagem 
spe-miR399r-1-3p Sopen01g008750.1 3.0 15.206 1 20 2312 2331 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen01g024780.1 3.0 15.618 1 20 1145 1164 UGCCAAAGAAGAUUUGCCCC GGGGAGAAUCGUCUUUGGUA Tradução 
spe-miR399r-1-3p Sopen07g006960.1 2.5 11.925 1 19 2144 2163 UGCCAAAGAAGAUU-UGCCC GGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen07g006960.2 2.5 11.925 1 19 2108 2127 UGCCAAAGAAGAUU-UGCCC GGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen08g006150.1 3.0 15.015 1 20 38 57 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen02g009680.1 2.5 18.228 1 19 1727 1746 UGCCAAAGAAGAUU-UGCCC GGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen03g011270.1 2.5 11.472 1 19 827 846 UGCCAAAGAAGAUU-UGCCC GGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen04g009280.1 3.0 18.848 1 20 986 1005 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen11g022310.1 2.5 20.294 1 19 1610 1629 UGCCAAAGAAGAUU-UGCCC GGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen01g009020.1 3.0 16.391 1 20 1415 1434 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen02g006260.1 3.0 21.665 1 20 1217 1236 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen05g025260.1 3.0 18.105 1 20 962 981 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen07g017620.1 3.0 16.225 1 20 1088 1107 UGCCAAAGAAGAUUUGCCCC GGGUAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen05g025730.1 2.5 15.646 1 19 554 573 UGCCAAAGAAGAUU-UGCCC GGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen05g021640.1 3.0 15.348 1 20 977 996 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen09g012130.1 3.0 17.745 1 20 941 960 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen05g024970.1 3.0 15.718 1 20 557 576 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-1-3p Sopen01g014990.1 3.0 14.326 1 20 395 414 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen04g010440.1 2.0 15.694 1 20 674 693 UGCCAAAGAAGAUUUGCCCC GGGCCGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen06g006220.1 2.0 23.952 1 20 161 180 UGCCAAAGAAGAUUUGCCCC GGGCCGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen07g021860.1 2.5 17.316 1 21 7239 7260 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen12g016700.1 2.5 18.492 1 21 882 903 UGCCAAAGAAGAUU-UGCCCCG UGGGGUAGAAUCUUCUUUGGCA Clivagem 
spe-miR399r-2-3p Sopen06g006250.1 2.5 13.277 1 21 351 372 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen03g013860.1 2.5 24.245 1 21 3909 3930 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen10g006610.1 2.5 16.616 1 21 3627 3648 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen04g011480.1 2.5 13.173 1 21 3486 3507 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen05g010200.1 2.5 14.443 1 21 1596 1617 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen05g025320.1 2.5 17.5 1 21 351 372 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen04g023140.1 2.5 21.612 1 21 1596 1617 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen10g020260.1 2.5 19.58 1 21 1461 1482 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen01g021590.1 2.5 21.067 1 21 1854 1875 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen03g023850.1 2.5 18.717 1 21 1446 1467 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen01g020400.1 2.5 19.489 1 21 1617 1638 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen07g019040.1 2.5 17.334 1 21 768 789 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
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spe-miR399r-2-3p Sopen01g014670.1 2.5 16.389 1 21 1203 1224 UGCCAAAGAAGA-UUUGCCCCG UGGGGCAAAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen01g025130.1 2.5 17.893 1 21 1416 1437 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen11g011980.1 2.5 15.599 1 21 1530 1551 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen01g014750.1 2.5 17.032 1 21 819 840 UGCCAAAGAAGA-UUUGCCCCG UGGGGCAAAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen08g014620.1 2.5 15.383 1 21 897 918 UGCCAAAGAAGA-UUUGCCCCG UGGGGCAAAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen01g018260.1 2.5 15.378 1 21 969 990 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen01g007180.1 2.5 16.621 1 21 915 936 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen05g015090.1 2.5 17.778 1 21 1122 1143 UGCCAAAGAAGA-UUUGCCCCG UGGGGCAAAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen03g020390.1 2.5 16.168 1 21 1014 1035 UGCCAAAGAAGA-UUUGCCCCG UGGGGCAAAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen05g026160.1 2.5 17.519 1 21 1050 1071 UGCCAAAGAAGA-UUUGCCCCG UGGGGCAAAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen01g015090.1 2.5 18.851 1 21 240 261 UGCCAAAGAAGA-UUUGCCCCG UGGGGCAAAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen12g017450.1 2.5 16.1 1 21 492 513 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen05g021630.1 2.5 20.038 1 21 825 846 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen05g010970.1 2.5 13.972 1 21 696 717 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen02g009810.1 2.5 23.154 1 21 603 624 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen04g021160.1 2.5 18.391 1 21 885 906 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen11g021760.1 2.5 16.708 1 21 120 141 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen04g021320.1 2.5 17.305 1 21 252 273 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen10g007910.1 2.5 16.211 1 21 618 639 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen04g022420.1 2.5 14.955 1 21 684 705 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen04g020080.1 2.5 18.174 1 21 267 288 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen05g010170.1 2.5 12.996 1 21 120 141 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen04g011500.1 3.0 15.829 1 21 330 351 UGCCAAAGAAGAUU-UGCCCCG CGGGGCAGAAUCUUUUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen05g026610.1 2.5 18.147 1 21 183 204 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen01g027000.1 2.5 20.142 1 20 932 951 UGCCAAAGAAGAUUUGCCCC GGGCUGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen12g026780.1 3.0 17.332 1 21 969 990 UGCCAAAGAAGAUU-UGCCCCG UGGGGCGGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen07g008020.1 3.0 15.614 1 21 2553 2574 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUUUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen03g011470.1 3.0 19.75 1 21 771 792 UGCCAAAGAAGA-UUUGCCCCG UGGGGCAGAGUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen03g016530.1 3.0 19.82 1 21 1791 1812 UGCCAAAGAAGAUU-UGCCCCG UGGGGUAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen07g017750.1 3.0 18.802 1 21 966 987 UGCCAAAGAAGAUU-UGCCCCG UGGGGCAGAAUCUUCUUUGGUG Clivagem 
spe-miR399r-2-3p Sopen03g017240.1 3.0 11.554 1 21 456 477 UGCCAAAGAAGAUU-UGCCCCG UGGGGUAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen07g018880.1 2.5 13.356 1 20 4559 4578 UGCCAAAGAAGAUUUGCCCC GGGUAAAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen11g021550.1 3.0 18.454 1 20 4277 4296 UGCCAAAGAAGAUUUGCCCC GGGCUGAAUCUUCUUUGGUG Clivagem 
spe-miR399r-2-3p Sopen11g014130.1 2.5 14.955 1 20 2330 2349 UGCCAAAGAAGAUUUGCCCC GGGAAAAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen12g025590.1 2.5 14.297 1 20 1049 1068 UGCCAAAGAAGAUUUGCCCC GGGCCAAAUCAUCUUUGGUA Tradução 
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spe-miR399r-2-3p Sopen12g025560.1 2.5 18.888 1 20 1662 1681 UGCCAAAGAAGAUUUGCCCC GGGCCAAAUCGUCUUUGGUA Tradução 
spe-miR399r-2-3p Sopen01g015130.1 2.5 13.484 1 20 917 936 UGCCAAAGAAGAUUUGCCCC GGGAAAAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen05g025230.1 3.0 16.107 1 21 2370 2390 UGCCAAAGAAGAUUUGCCCCG UGGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen10g024040.1 3.0 18.055 1 21 1585 1605 UGCCAAAGAAGAUUUGCCCCG UGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen10g026120.1 3.0 15.128 1 21 1255 1275 UGCCAAAGAAGAUUUGCCCCG UGGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen02g004020.1 3.0 17.42 1 21 1173 1194 UGCCAAAGAAGA-UUUGCCCCG UGGGGCAAAAUCGUCUUUGGCA Tradução 
spe-miR399r-2-3p Sopen08g010920.1 3.0 15.073 1 21 820 841 UGCCAAAGAAGAUU-UGCCCCG UGGAGCAGAAUCUUCUUUGGCA Clivagem 
spe-miR399r-2-3p Sopen01g008750.1 3.0 15.206 1 20 2312 2331 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen01g024780.1 3.0 15.618 1 20 1145 1164 UGCCAAAGAAGAUUUGCCCC GGGGAGAAUCGUCUUUGGUA Tradução 
spe-miR399r-2-3p Sopen07g006960.1 2.5 11.925 1 19 2144 2163 UGCCAAAGAAGAUU-UGCCC GGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen07g006960.2 2.5 11.925 1 19 2108 2127 UGCCAAAGAAGAUU-UGCCC GGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen08g006150.1 3.0 15.015 1 20 38 57 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen02g009680.1 2.5 18.228 1 19 1727 1746 UGCCAAAGAAGAUU-UGCCC GGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen03g011270.1 2.5 11.472 1 19 827 846 UGCCAAAGAAGAUU-UGCCC GGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen04g009280.1 3.0 18.848 1 20 986 1005 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen11g022310.1 2.5 20.294 1 19 1610 1629 UGCCAAAGAAGAUU-UGCCC GGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen01g009020.1 3.0 16.391 1 20 1415 1434 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen02g006260.1 3.0 21.665 1 20 1217 1236 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen05g025260.1 3.0 18.105 1 20 962 981 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen07g017620.1 3.0 16.225 1 20 1088 1107 UGCCAAAGAAGAUUUGCCCC GGGUAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen05g025730.1 2.5 15.646 1 19 554 573 UGCCAAAGAAGAUU-UGCCC GGGCAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen05g021640.1 3.0 15.348 1 20 977 996 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen09g012130.1 3.0 17.745 1 20 941 960 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen05g024970.1 3.0 15.718 1 20 557 576 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR399r-2-3p Sopen01g014990.1 3.0 14.326 1 20 395 414 UGCCAAAGAAGAUUUGCCCC GGGAAGAAUCUUCUUUGGUA Clivagem 
spe-miR403-2-3p Sopen07g002450.1 3.0 15.53 1 21 537 557 UUAGAUUCACGCACAAACGCG UGUGUUUGUUCUUGAAUCUGA Tradução 
spe-miR408-3p Sopen11g026930.1 3.0 18.039 1 21 303 323 UGCUCUGGCUCGUCCCCGUCU GGAUGGGGAGGAUCCGGAGCA Tradução 
spe-miR408-5p Sopen11g015750.1 3.0 16.542 1 20 3628 3647 CAGGGAAGAGGCAGUGCAUG UAUGCAUUGCCUCUUCUAUG Clivagem 
spe-miR408-5p Sopen09g012530.1 2.5 24.805 1 20 1511 1530 CAGGGAAGAGGCAGUGCAUG CAUCCAUUGCUUCUUCUCUG Clivagem 
spe-miR408-5p Sopen06g031810.1 3.0 20.513 1 21 2349 2369 CAGGGAAGAGGCAGUGCAUGG UCAUGCAUUGCGUCUUCACUG Tradução 
spe-miR408b-3p Sopen10g017610.1 3.0 16.633 1 21 28 48 UGCACUGCCUCUUCCCUGGCU AGACAGGGAGGAGGAAGUGCA Clivagem 
spe-miR408b-3p Sopen04g027480.1 3.0 23.825 1 21 477 497 UGCACUGCCUCUUCCCUGGCU GGCUGGGGAGGGGCCAGUGCA Clivagem 
spe-miR408b-3p Sopen05g033370.3 3.0 16.8 1 21 1460 1480 UGCACUGCCUCUUCCCUGGCU GGCCAGCUAAGAGGCAGUGUG Clivagem 
spe-miR408b-3p Sopen05g033370.2 3.0 16.656 1 21 1736 1756 UGCACUGCCUCUUCCCUGGCU GGCCAGCUAAGAGGCAGUGUG Clivagem 
spe-miR408b-3p Sopen05g033370.1 3.0 16.8 1 21 1802 1822 UGCACUGCCUCUUCCCUGGCU GGCCAGCUAAGAGGCAGUGUG Clivagem 
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spe-miR408b-3p Sopen05g033370.4 3.0 16.8 1 21 1859 1879 UGCACUGCCUCUUCCCUGGCU GGCCAGCUAAGAGGCAGUGUG Clivagem 
spe-miR408b-3p Sopen06g002200.1 3.0 23.98 1 21 504 524 UGCACUGCCUCUUCCCUGGCU GGCCAUAGAAGAAGCAGUGCA Tradução 
spe-miR408b-5p Sopen01g032670.8 3.0 16.698 1 21 515 535 ACGGGGACGAGCCAGAGCAUG CAUGUUCUGAUUCUUCCCCGU Clivagem 
spe-miR408b-5p Sopen04g034450.1 3.0 18.512 1 20 168 187 ACGGGGACGAGCCAGAGCAU AUGCUCUGCUUCUUCCUCGU Clivagem 
spe-miR4376-3p Sopen02g023780.1 2.5 16.335 1 20 394 413 GCAUCAUACUCCUGCAUAUU AAAAUGAAGGAGUGUGAUGC Clivagem 
spe-miR4376-3p Sopen12g029760.1 3.0 16.144 1 20 703 722 GCAUCAUACUCCUGCAUAUU GAUAUGCAGGAUGAUGGUGC Tradução 
spe-miR4376-3p Sopen04g029530.1 3.0 17.112 1 20 718 737 GCAUCAUACUCCUGCAUAUU GAUAUGCAGGAUGAUGGUGC Tradução 
spe-miR4376-3p Sopen10g006160.1 2.5 17.54 1 19 1311 1330 GCAUCAUACUC-CUGCAUAU AUAUGCAGUGAGUAUGGUGC Clivagem 
spe-miR4376-3p Sopen09g021150.1 3.0 16.941 1 20 1621 1640 GCAUCAUACUCCUGCAUAUU AAUAUGAAGGGUUAUGGUGC Tradução 
spe-miR4376-3p Sopen06g003320.1 3.0 17.541 1 20 1167 1186 GCAUCAUACUCCUGCAUAUU AAAAUUGAGGAGUAUGAUGC Clivagem 
spe-miR477-3p Sopen10g029810.1 2.0 16.555 1 21 794 814 AGUUCUUGUAGGGUGAGACAU AUGUUUCACCCUACGAGGAUU Clivagem 
spe-miR477-3p Sopen12g009870.1 3.0 16.421 1 21 209 229 AGUUCUUGUAGGGUGAGACAU AUGUUUCAUCCUCCAAGAACA Tradução 
spe-miR477-3p Sopen05g025350.1 3.0 10.893 1 21 518 538 AGUUCUUGUAGGGUGAGACAU GUGUUUCAUCCUCCAAGAACA Tradução 
spe-miR477-3p Sopen12g009440.1 3.0 17.368 1 21 347 367 AGUUCUUGUAGGGUGAGACAU GUGUUCCAUCCUACAAGAACG Clivagem 
spe-miR477-3p Sopen01g009730.1 3.0 14.033 1 21 196 216 AGUUCUUGUAGGGUGAGACAU GUGUUUCAUCCUCCAAGAACA Tradução 
spe-miR477-3p Sopen06g018450.1 3.0 14.803 1 21 431 451 AGUUCUUGUAGGGUGAGACAU GUGUUUCAUCCUCCAAGAACA Tradução 
spe-miR477-3p Sopen08g017210.1 3.0 16.119 1 21 493 513 AGUUCUUGUAGGGUGAGACAU GUGUUUCAUCCUCCAAGAACA Tradução 
spe-miR477-3p Sopen10g017820.2 3.0 13.58 1 21 458 478 AGUUCUUGUAGGGUGAGACAU GUGUUUCAUCCUUCAAGAACA Tradução 
spe-miR477-3p Sopen00g009000.1 3.0 14.796 1 20 2250 2269 AGUUCUUGUAGGGUGAGACA UGUCUCAUUUUAUAAGAGUU Clivagem 
spe-miR477-3p Sopen03g034540.1 3.0 17.956 1 21 667 687 AGUUCUUGUAGGGUGAGACAU AUUUCCCACUCUACAAGAAUU Clivagem 
spe-miR477-3p Sopen02g001890.1 3.0 17.629 1 21 261 281 AGUUCUUGUAGGGUGAGACAU GUGUCUUACAUCACAAGAACU Tradução 
spe-miR477-3p Sopen08g010360.1 3.0 17.383 1 21 248 268 AGUUCUUGUAGGGUGAGACAU GUGUUCCAUCCUCCAAGAACU Tradução 
spe-miR477-3p Sopen04g013590.1 3.0 22.315 1 21 127 147 AGUUCUUGUAGGGUGAGACAU GUGUUCCAUCCUCCAAGAACU Tradução 
spe-miR477-3p Sopen08g010350.1 3.0 17.626 1 21 1577 1597 AGUUCUUGUAGGGUGAGACAU GUGUUCCAUCCUCCAAGAACU Tradução 
spe-miR477-3p Sopen08g010370.1 3.0 17.223 1 21 307 327 AGUUCUUGUAGGGUGAGACAU GUGUUCCAUCCUCCAAGAACU Tradução 
spe-miR477-3p Sopen06g032390.1 3.0 15.792 1 20 1589 1608 AGUUCUUGUAGGGUGAGACA UGUUACAGCCUACAAGAGCU Clivagem 
spe-miR477-3p Sopen01g043320.2 3.0 19.311 1 20 699 717 AGUUCUUGUAGGGUGAGACA UGUCUCACCCU-CAAGGGCU Tradução 
spe-miR477-3p Sopen01g043320.1 3.0 21.698 1 20 699 717 AGUUCUUGUAGGGUGAGACA UGUCUCACCCU-CAAGGGCU Tradução 
spe-miR477-5p Sopen01g045760.1 3.0 21.223 1 20 115 134 UGUCUCUCCCUCAAGGGCUC GAGUUAUUGGGGGAGAGGCA Clivagem 
spe-miR477a-3p Sopen10g034960.1 3.0 18.746 1 22 521 542 GAAGCUCUAGCAGGGAGAGCCA UGAUUCUUCCUGUUGGAGCUUC Clivagem 
spe-miR477a-3p Sopen06g035640.2 2.5 23.872 1 20 829 848 GAAGCUCUAGCAGGGAGAGC GUUCUUCUUGCUGGAGCUUU Clivagem 
spe-miR477a-3p Sopen06g035640.1 2.5 23.872 1 20 829 848 GAAGCUCUAGCAGGGAGAGC GUUCUUCUUGCUGGAGCUUU Clivagem 
spe-miR477a-3p Sopen11g030240.1 3.0 24.014 1 20 898 917 GAAGCUCUAGCAGGGAGAGC GCUCUUCCUGCUGGCGCUUU Clivagem 
spe-miR477a-3p Sopen01g033470.1 3.0 24.998 1 21 156 176 GAAGCUCUAGCAGGGAGAGCC GGCUGUUACUGCUAGAGCUUU Clivagem 
spe-miR477a-3p Sopen02g001320.1 3.0 21.705 1 20 547 566 GAAGCUCUAGCAGGGAGAGC GCUCUGCCAGUUAGAGCUUU Clivagem 
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spe-miR477a-5p Sopen01g032700.1 2.0 16.215 1 21 1654 1674 CCUCUCCCUCAAGGGCUUCUC GGGAAGCCUUUGAGGGAGAGA Clivagem 
spe-miR477a-5p Sopen03g030140.1 2.0 21.244 1 20 786 805 CCUCUCCCUCAAGGGCUUCU GGAAGCCUUUGAGGGAGAGA Clivagem 
spe-miR477a-5p Sopen02g027700.1 2.5 16.344 1 20 1245 1264 CCUCUCCCUCAAGGGCUUCU AGAAGCUUUUGAGGGAGGGU Clivagem 
spe-miR477a-5p Sopen05g011630.1 3.0 19.886 1 21 691 711 CCUCUCCCUCAAGGGCUUCUC GAGAGGUACUUCAGGGAGAGG Tradução 
spe-miR477a-5p Sopen02g029680.1 3.0 24.334 1 20 420 439 CCUCUCCCUCAAGGGCUUCU AGAAGCUCUUGGUGGAGAGA Clivagem 
spe-miR477a-5p Sopen11g029510.1 3.0 12.896 1 20 1265 1284 CCUCUCCCUCAAGGGCUUCU AGAAGCCUUUGAAGGAGAAG Clivagem 
spe-miR477a-5p Sopen11g020130.1 3.0 18.0 1 20 4350 4369 CCUCUCCCUCAAGGGCUUCU GGUAGCCUUUGUGGGAGAGG Tradução 
spe-miR477a-5p Sopen02g001990.1 3.0 18.07 1 20 3243 3262 CCUCUCCCUCAAGGGCUUCU GGUAGCCUUUGUGGGAGAGG Tradução 
spe-miR477b-3p Sopen05g022630.1 2.5 16.857 1 21 52 72 GAGGUCUUUCGAGUGAGAGUG CACUUUCAUUCUAAAGACCUU Tradução 
spe-miR477b-3p Sopen12g006900.1 3.0 13.147 1 22 56 77 GAGGUCUUUCGAGUGAGAGUGA UCACUCUCAUUCAUAAGAUCUC Tradução 
spe-miR477b-3p Sopen03g023210.1 2.0 20.222 1 20 2058 2077 GAGGUCUUUCGAGUGAGAGU GCUCUCACUCAAAGGACCUC Tradução 
spe-miR477b-3p Sopen03g023210.2 2.0 20.222 1 20 2070 2089 GAGGUCUUUCGAGUGAGAGU GCUCUCACUCAAAGGACCUC Tradução 
spe-miR477b-3p Sopen09g025420.1 3.0 19.79 1 21 710 730 GAGGUCUUUCGAGUGAGAGUG CAUAUUUACUCGAAAGAUCUC Clivagem 
spe-miR477b-5p Sopen03g030140.1 1.5 21.244 1 21 785 805 ACUCUCCCUCAAAGGCUUCUG UGGAAGCCUUUGAGGGAGAGA Clivagem 
spe-miR477b-5p Sopen02g027700.1 1.0 16.344 1 20 1245 1264 ACUCUCCCUCAAAGGCUUCU AGAAGCUUUUGAGGGAGGGU Clivagem 
spe-miR477b-5p Sopen01g032700.1 1.5 16.215 1 20 1655 1674 ACUCUCCCUCAAAGGCUUCU GGAAGCCUUUGAGGGAGAGA Clivagem 
spe-miR477b-5p Sopen00g009370.1 2.0 21.135 1 20 2639 2658 ACUCUCCCUCAAAGGCUUCU GGAGGCCUUUGUGGGAGAGU Tradução 
spe-miR477b-5p Sopen00g007260.1 2.0 20.419 1 20 2642 2661 ACUCUCCCUCAAAGGCUUCU GGAGGCCUUUGUGGGAGAGU Tradução 
spe-miR477b-5p Sopen11g012610.1 3.0 19.848 1 20 1197 1216 ACUCUCCCUCAAAGGCUUCU CGAGCCUUUUGAGGGAGAGU Clivagem 
spe-miR477b-5p Sopen02g032060.1 3.0 21.882 1 20 861 880 ACUCUCCCUCAAAGGCUUCU AGAAGCUGUUGAUGGGGAGU Clivagem 
spe-miR477b-5p Sopen03g040400.1 3.0 24.25 1 20 1169 1188 ACUCUCCCUCAAAGGCUUCU AGAAGGCUUUGAAGGGGGGU Clivagem 
spe-miR477b-5p Sopen00g007930.1 3.0 17.94 1 20 3495 3514 ACUCUCCCUCAAAGGCUUCU GGUGGCCUUUGUGGGAGAGU Tradução 
spe-miR477b-5p Sopen03g014010.1 3.0 19.874 1 21 1976 1996 ACUCUCCCUCAAAGGCUUCUG UAGAAACCAAUGAGGGAGAGU Clivagem 
spe-miR479-3p Sopen11g008200.1 0.0 24.74 1 21 380 400 UGAGCCGAACCAAUAUCACUC GAGUGAUAUUGGUUCGGCUCA Clivagem 
spe-miR479-3p Sopen08g022810.1 1.5 20.798 1 20 1816 1835 UGAGCCGAACCAAUAUCACU AGUGAUGUUGGUUUGGCUCG Clivagem 
spe-miR479-3p Sopen01g048640.2 2.5 24.609 1 21 45 65 UGAGCCGAACCAAUAUCACUC GAGUGAGACUGGUUCGGCUCG Clivagem 
spe-miR479-3p Sopen11g016480.1 3.0 14.701 1 20 328 347 UGAGCCGAACCAAUAUCACU GAUGAUGUUGGUUCGGUUCA Clivagem 
spe-miR479-3p Sopen05g018470.1 3.0 18.986 1 20 52 71 UGAGCCGAACCAAUAUCACU GGUGAUAUUGCUUUGGCUUG Tradução 
spe-miR479-3p Sopen05g018610.1 2.5 15.643 1 20 1996 2015 UGAGCCGAACCAAUAUCACU AGUGAAUUUGGUUCGGUUCA Clivagem 
spe-miR479-3p Sopen01g022310.1 2.5 15.657 1 20 1375 1394 UGAGCCGAACCAAUAUCACU AGUGAUUUUGCUUCGGUUCA Tradução 
spe-miR479-3p Sopen02g002250.1 3.0 22.525 1 20 496 515 UGAGCCGAACCAAUAUCACU AGUGAUAUUGUUUGGGUUCA Tradução 
spe-miR479-3p Sopen01g036680.1 3.0 20.61 1 20 1284 1303 UGAGCCGAACCAAUAUCACU AGGGAUAUUGGCGCGGCUCA Tradução 
spe-miR479-3p Sopen08g027270.1 3.0 15.022 1 20 1074 1093 UGAGCCGAACCAAUAUCACU AAUGAUAUUGGCGCGGCUCA Tradução 
spe-miR479-5p Sopen04g011320.1 3.0 17.026 1 20 665 684 CGUGAUAUUGGUUCGGCUCA UGAGUCGAACCGAUAUUAGG Clivagem 
spe-miR479-5p Sopen03g021400.1 3.0 16.477 1 20 431 450 CGUGAUAUUGGUUCGGCUCA UGAGUCGAAACAAUCUCACG Tradução 
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spe-miR482-1-3p Sopen11g025550.1 1.0 16.122 1 22 595 616 UCUUGCCUACACCGCCCAUGCC GGUAUGGGCGGUGUAGGUAAGA Clivagem 
spe-miR482-1-3p Sopen02g011670.1 1.5 13.778 1 22 529 550 UCUUGCCUACACCGCCCAUGCC GGUAUGGGUGGUGUAGGUAAGA Clivagem 
spe-miR482-1-3p Sopen05g003910.1 1.5 21.975 1 22 526 547 UCUUGCCUACACCGCCCAUGCC GGCAUGGGCGGUAUAGGUAAGA Tradução 
spe-miR482-1-3p Sopen12g008600.1 2.0 24.453 1 22 526 547 UCUUGCCUACACCGCCCAUGCC GGUAUGGGCGGUAUAGGUAAGA Tradução 
spe-miR482-1-3p Sopen11g002430.1 2.0 21.433 1 22 526 547 UCUUGCCUACACCGCCCAUGCC GGUAUGGGCGGUAUAGGUAAGA Tradução 
spe-miR482-1-3p Sopen12g008600.2 2.0 24.453 1 22 178 199 UCUUGCCUACACCGCCCAUGCC GGUAUGGGCGGUAUAGGUAAGA Tradução 
spe-miR482-1-3p Sopen10g024900.1 2.0 17.631 1 22 493 514 UCUUGCCUACACCGCCCAUGCC GGUAUGGGCGGUGUUGGUAAGA Clivagem 
spe-miR482-1-3p Sopen01g028960.1 2.5 21.144 1 22 838 859 UCUUGCCUACACCGCCCAUGCC GGUAUGGGUGGUGUUGGUAAGA Clivagem 
spe-miR482-1-3p Sopen04g013450.1 2.0 14.288 1 22 2722 2743 UCUUGCCUACACCGCCCAUGCC GGCAUGGGCGGAUUAGGCAAGA Tradução 
spe-miR482-1-3p Sopen12g008030.1 2.5 22.845 1 22 421 442 UCUUGCCUACACCGCCCAUGCC GGUAUGGGUGGUGUUGGUAAGA Clivagem 
spe-miR482-1-3p Sopen04g004410.1 2.0 23.195 1 22 454 475 UCUUGCCUACACCGCCCAUGCC GGCAUGGGCGGAUUAGGCAAGA Tradução 
spe-miR482-1-3p Sopen11g024570.1 2.5 21.829 1 22 427 448 UCUUGCCUACACCGCCCAUGCC GGUAUGGGCGGCGUGGGUAAGA Tradução 
spe-miR482-1-3p Sopen04g018240.1 2.5 15.07 1 22 304 325 UCUUGCCUACACCGCCCAUGCC GGUAUGGGUGGUGUUGGUAAGA Clivagem 
spe-miR482-1-3p Sopen10g024980.1 2.5 20.261 1 22 46 67 UCUUGCCUACACCGCCCAUGCC GGUAUGGGUGGUGUUGGUAAGA Clivagem 
spe-miR482-1-3p Sopen11g028360.1 2.5 22.868 1 22 1666 1687 UCUUGCCUACACCGCCCAUGCC GGAAUGGGCGGUGCAGGUAAGA Tradução 
spe-miR482-1-3p Sopen11g028610.1 2.5 22.27 1 22 622 643 UCUUGCCUACACCGCCCAUGCC GGAAUGGGCGGUGCAGGUAAGA Tradução 
spe-miR482-1-3p Sopen11g028330.1 3.0 23.952 1 22 622 643 UCUUGCCUACACCGCCCAUGCC GGAAUGGGCGGUGCGGGUAAGA Tradução 
spe-miR482-1-3p Sopen11g029090.1 3.0 21.217 1 22 622 643 UCUUGCCUACACCGCCCAUGCC GGAAUGGGCGGCGUGGGUAAGA Tradução 
spe-miR482-1-3p Sopen08g001480.1 3.0 21.814 1 22 589 610 UCUUGCCUACACCGCCCAUGCC GGCAUGGGUGGUUCAGGUAAGA Tradução 
spe-miR482-1-3p Sopen10g022740.1 3.0 22.182 1 22 529 550 UCUUGCCUACACCGCCCAUGCC GGUAUGGGAGGUAUAGGUAAGA Tradução 
spe-miR482-1-3p Sopen11g027070.1 3.0 20.2 1 22 265 286 UCUUGCCUACACCGCCCAUGCC GGAAUGGGCGGUGCGGGUAAGA Tradução 
spe-miR482-1-3p Sopen04g004380.1 3.0 24.192 1 22 586 607 UCUUGCCUACACCGCCCAUGCC GGAAUGGGGGGUUUAGGCAAGA Tradução 
spe-miR482-1-3p Sopen11g024590.1 3.0 23.009 1 20 1938 1957 UCUUGCCUACACCGCCCAUG AAUGGGCGGCGUGGGUAAGA Tradução 
spe-miR482-1-5p Sopen09g031740.1 3.0 19.924 1 20 2091 2110 CGUGAGUGGUGGGGAAAGAU AUCUUUCUUCACCACUUGCA Clivagem 
spe-miR482-1-5p Sopen09g010850.1 3.0 5.991 1 20 1143 1162 CGUGAGUGGUGGGGAAAGAU UUCUUUCCCCAACACUUAUG Tradução 
spe-miR482-2-3p Sopen07g025300.1 2.0 24.294 1 22 547 568 UCUUGCCAAUACCGCCCAUUCC GGUAUGGGUGGUAUUGGUAAGA Clivagem 
spe-miR482-2-3p Sopen10g024900.1 2.0 17.631 1 22 493 514 UCUUGCCAAUACCGCCCAUUCC GGUAUGGGCGGUGUUGGUAAGA Clivagem 
spe-miR482-2-3p Sopen01g028960.1 2.5 21.144 1 22 838 859 UCUUGCCAAUACCGCCCAUUCC GGUAUGGGUGGUGUUGGUAAGA Clivagem 
spe-miR482-2-3p Sopen12g004450.1 2.5 20.061 1 22 514 535 UCUUGCCAAUACCGCCCAUUCC GGGAUGGGUGGCAUUGGUAAGA Tradução 
spe-miR482-2-3p Sopen12g008030.1 2.5 22.845 1 22 421 442 UCUUGCCAAUACCGCCCAUUCC GGUAUGGGUGGUGUUGGUAAGA Clivagem 
spe-miR482-2-3p Sopen04g018240.1 2.5 15.07 1 22 304 325 UCUUGCCAAUACCGCCCAUUCC GGUAUGGGUGGUGUUGGUAAGA Clivagem 
spe-miR482-2-3p Sopen10g024980.1 2.5 20.261 1 22 46 67 UCUUGCCAAUACCGCCCAUUCC GGUAUGGGUGGUGUUGGUAAGA Clivagem 
spe-miR482-2-3p Sopen05g003910.1 2.5 21.975 1 22 526 547 UCUUGCCAAUACCGCCCAUUCC GGCAUGGGCGGUAUAGGUAAGA Clivagem 
spe-miR482-2-3p Sopen09g034030.1 3.0 13.829 1 22 700 721 UCUUGCCAAUACCGCCCAUUCC GGAAUGGGCGGUGGUGGGAAGA Tradução 
spe-miR482-2-3p Sopen12g008600.1 2.5 24.453 1 22 526 547 UCUUGCCAAUACCGCCCAUUCC GGUAUGGGCGGUAUAGGUAAGA Clivagem 
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spe-miR482-2-3p Sopen11g002430.1 2.5 21.433 1 22 526 547 UCUUGCCAAUACCGCCCAUUCC GGUAUGGGCGGUAUAGGUAAGA Clivagem 
spe-miR482-2-3p Sopen12g008600.2 2.5 24.453 1 22 178 199 UCUUGCCAAUACCGCCCAUUCC GGUAUGGGCGGUAUAGGUAAGA Clivagem 
spe-miR482-2-3p Sopen11g028360.1 3.0 22.868 1 22 1666 1687 UCUUGCCAAUACCGCCCAUUCC GGAAUGGGCGGUGCAGGUAAGA Tradução 
spe-miR482-2-3p Sopen11g028610.1 3.0 22.27 1 22 622 643 UCUUGCCAAUACCGCCCAUUCC GGAAUGGGCGGUGCAGGUAAGA Tradução 
spe-miR482-2-3p Sopen11g028330.1 3.0 23.952 1 22 622 643 UCUUGCCAAUACCGCCCAUUCC GGAAUGGGCGGUGCGGGUAAGA Tradução 
spe-miR482-2-3p Sopen11g029090.1 3.0 21.217 1 22 622 643 UCUUGCCAAUACCGCCCAUUCC GGAAUGGGCGGCGUGGGUAAGA Tradução 
spe-miR482-2-3p Sopen01g009830.1 3.0 13.176 1 22 76 97 UCUUGCCAAUACCGCCCAUUCC GGGAUGGGAGGCAUUGGUAAGA Tradução 
spe-miR482-2-3p Sopen06g023660.1 3.0 19.985 1 22 64 85 UCUUGCCAAUACCGCCCAUUCC GGGAUCGGUGGAAUUGGCAAGA Tradução 
spe-miR482-2-3p Sopen12g002010.1 3.0 16.934 1 22 664 685 UCUUGCCAAUACCGCCCAUUCC GGAAUGGGUGGCAUAGGUAAGA Tradução 
spe-miR482-2-3p Sopen11g002420.1 3.0 24.484 1 22 511 532 UCUUGCCAAUACCGCCCAUUCC GGUAUGGGUGGUAUCGGUAAGA Clivagem 
spe-miR482-2-3p Sopen11g027070.1 3.0 20.2 1 22 265 286 UCUUGCCAAUACCGCCCAUUCC GGAAUGGGCGGUGCGGGUAAGA Tradução 
spe-miR482-2-3p Sopen11g025550.1 3.0 16.122 1 22 595 616 UCUUGCCAAUACCGCCCAUUCC GGUAUGGGCGGUGUAGGUAAGA Clivagem 
spe-miR482-2-3p Sopen01g009410.1 3.0 16.427 1 21 23 43 UCUUGCCAAUACCGCCCAUUC GGGUGGUUGGUAUUGGUAAGA Clivagem 
spe-miR482-2-3p Sopen04g004380.1 3.0 24.192 1 22 586 607 UCUUGCCAAUACCGCCCAUUCC GGAAUGGGGGGUUUAGGCAAGA Tradução 
spe-miR482-2-3p Sopen11g024590.1 3.0 23.009 1 22 1936 1957 UCUUGCCAAUACCGCCCAUUCC GCAAUGGGCGGCGUGGGUAAGA Tradução 
spe-miR482-2-3p Sopen00g013510.1 3.0 21.103 1 20 718 737 UCUUGCCAAUACCGCCCAUU AGGGGGCUGUAUUGGCGAGA Clivagem 
spe-miR482-2-3p Sopen01g050690.1 3.0 19.975 1 19 3814 3833 UCUUGCCAAUA-CCGCCCAU AUAGGCGGCUAUUGGCAAGA Clivagem 
spe-miR482-2-5p Sopen11g027080.1 3.0 16.592 1 21 843 863 GGAGUGGGUGGUAUGGUAAGA UUUUAGCAUACUGCCCACUUC Clivagem 
spe-miR482-2-5p Sopen03g003690.1 2.5 14.447 1 20 235 254 GGAGUGGGUGGUAUGGUAAG AUUAGCAUGCCACCCACUCC Clivagem 
spe-miR482a-3p Sopen11g003950.1 1.0 10.979 1 20 896 915 UUUCCAAUUCCACCCAUUCC GGAGUGGGUGGAAUUGGAGA Clivagem 
spe-miR482a-3p Sopen06g021930.1 2.5 22.729 1 22 593 614 UUUCCAAUUCCACCCAUUCCUA UAGGAAUGGGGGGAAUAGGAAA Clivagem 
spe-miR482a-3p Sopen12g029080.1 3.0 22.22 1 22 324 345 UUUCCAAUUCCACCCAUUCCUA UGGGAAUGGGAGGAAUUUGAAG Clivagem 
spe-miR482a-3p Sopen01g036600.2 3.0 7.761 1 20 540 559 UUUCCAAUUCCACCCAUUCC AGAAUGGGUGGAAUUGGGGU Clivagem 
spe-miR482a-3p Sopen01g036600.1 3.0 7.761 1 20 540 559 UUUCCAAUUCCACCCAUUCC AGAAUGGGUGGAAUUGGGGU Clivagem 
spe-miR482a-3p Sopen01g034260.1 3.0 19.442 1 21 474 494 UUUCCAAUUCCACCCAUUCCU AGGUAUGGGUGGGAUUGGCAA Clivagem 
spe-miR482a-3p Sopen01g045330.1 2.0 14.486 1 20 706 725 UUUCCAAUUCCACCCAUUCC GGUAUUGGUGGAAUUGGAAA Clivagem 
spe-miR482a-3p Sopen11g006130.1 3.0 18.911 1 21 684 704 UUUCCAAUUCCACCCAUUCCU GGGAAUAGGUGGAGUUGGUAA Clivagem 
spe-miR482a-3p Sopen06g023660.1 3.0 20.487 1 21 63 83 UUUCCAAUUCCACCCAUUCCU GGGGAUCGGUGGAAUUGGCAA Clivagem 
spe-miR482a-3p Sopen02g036460.1 3.0 6.268 1 21 758 778 UUUCCAAUUCCACCCAUUCCU AGAAGUCGGUGGAAUUGGAAG Clivagem 
spe-miR482a-3p Sopen07g020080.1 3.0 12.493 1 21 1194 1214 UUUCCAAUUCCACCCAUUCCU AGGGGUGGUUGGAUUUGGAAA Clivagem 
spe-miR482a-3p Sopen09g033300.1 3.0 16.926 1 21 1473 1493 UUUCCAAUUCCACCCAUUCCU AGGAAUCGGUGGCAUUGGAGG Tradução 
spe-miR482a-3p Sopen12g004450.1 3.0 20.093 1 22 512 533 UUUCCAAUUCCACCCAUUCCUA UUGGGAUGGGUGGCAUUGGUAA Tradução 
spe-miR482a-3p Sopen06g004210.1 2.5 21.869 1 22 1661 1682 UUUCCAAUUCCACCCAUUCCUA UUGGAGUUGGUGGAUUUGGAAA Clivagem 
spe-miR482a-3p Sopen06g004220.1 2.5 20.922 1 22 1634 1655 UUUCCAAUUCCACCCAUUCCUA UUGGAGUUGGUGGAUUUGGAAA Clivagem 
spe-miR482a-3p Sopen05g005560.1 3.0 17.541 1 22 164 185 UUUCCAAUUCCACCCAUUCCUA UUGGAAUGGCUGGAAUAGGGAA Clivagem 
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spe-miR482a-3p Sopen02g006820.1 3.0 17.495 1 22 86 107 UUUCCAAUUCCACCCAUUCCUA UUGGGAUGGGGGGAAGUGGAAA Clivagem 
spe-miR482a-3p Sopen10g002960.1 3.0 17.785 1 21 1271 1292 UUUCCAA-UUCCACCCAUUCCU AGAAAUGGGUGGAAGUUGGAAA Clivagem 
spe-miR482a-3p Sopen02g035480.1 3.0 19.563 1 21 1259 1280 UUUCCAA-UUCCACCCAUUCCU AGAAAUGGGUGGAAGUUGGAAA Clivagem 
spe-miR482a-3p Sopen04g001560.1 3.0 16.889 1 20 541 560 UUUCCAAUUCCACCCAUUCC GGUAUGGGUGGAGUUGGUAA Clivagem 
spe-miR482a-3p Sopen01g034940.1 2.5 13.126 1 20 589 608 UUUCCAAUUCCACCCAUUCC GGAAUUGGAGGAAUUGGGAA Clivagem 
spe-miR482a-3p Sopen03g035290.1 2.5 19.987 1 20 820 839 UUUCCAAUUCCACCCAUUCC GGGAUGUGUGGACUUGGAAA Clivagem 
spe-miR482a-3p Sopen03g022900.1 3.0 16.198 1 21 3284 3304 UUUCCAAUUCCACCCAUUCCU AGCAAUGUUUGGAAUUGGAAA Clivagem 
spe-miR482a-3p Sopen03g022900.2 3.0 16.198 1 21 3281 3301 UUUCCAAUUCCACCCAUUCCU AGCAAUGUUUGGAAUUGGAAA Clivagem 
spe-miR482a-3p Sopen01g031770.1 3.0 18.122 1 21 561 581 UUUCCAAUUCCACCCAUUCCU AGGUAUGGCUGGACUUGGAAA Clivagem 
spe-miR482a-3p Sopen04g002380.1 3.0 23.315 1 22 671 692 UUUCCAAUUCCACCCAUUCCUA UUGGAAUGAGCGGAGUUGGGAA Clivagem 
spe-miR482a-3p Sopen03g002750.1 3.0 23.689 1 22 2888 2909 UUUCCAAUUCCACCCAUUCCUA UUGGUAUGGGAGGGAUUGGGAA Clivagem 
spe-miR482a-3p Sopen03g002750.2 3.0 23.689 1 22 2849 2870 UUUCCAAUUCCACCCAUUCCUA UUGGUAUGGGAGGGAUUGGGAA Clivagem 
spe-miR482a-3p Sopen03g001140.1 3.0 13.413 1 22 1463 1484 UUUCCAAUUCCACCCAUUCCUA UUGGGAGGGGUGGAUUUGGAGA Clivagem 
spe-miR482a-3p Sopen01g045290.1 3.0 15.887 1 20 688 707 UUUCCAAUUCCACCCAUUCC GGGAUGAGCGGAAUUGGGAA Clivagem 
spe-miR482a-3p Sopen07g026010.1 3.0 11.311 1 20 779 798 UUUCCAAUUCCACCCAUUCC GGAAUGGGUUUAGUUGGAAG Tradução 
spe-miR482a-3p Sopen04g001570.1 3.0 17.622 1 20 358 377 UUUCCAAUUCCACCCAUUCC GGUAUGGGUGGUGUUGGGAA Tradução 
spe-miR482a-5p Sopen07g009150.1 2.5 20.485 1 20 1694 1713 GGAAUUGGUGAGUUGGAAAG CUUUCCAACUGACCAAUUUG Tradução 
spe-miR482a-5p Sopen12g006590.1 3.0 14.016 1 20 126 145 GGAAUUGGUGAGUUGGAAAG UUUUCCAACUCAUCAAGUUC Clivagem 
spe-miR482a-5p Sopen05g001780.1 3.0 22.732 1 20 2236 2255 GGAAUUGGUGAGUUGGAAAG CCUUCCAGCUCACCAAUUGC Clivagem 
spe-miR482a-5p Sopen11g004340.2 3.0 15.354 1 20 949 968 GGAAUUGGUGAGUUGGAAAG CCUUUCAACUUAUCAAUUCU Clivagem 
spe-miR482a-5p Sopen11g004340.3 3.0 15.354 1 20 628 647 GGAAUUGGUGAGUUGGAAAG CCUUUCAACUUAUCAAUUCU Clivagem 
spe-miR482b-3p Sopen12g004510.1 2.0 17.091 1 22 369 390 UUACCGAUUCCCCCCAUUCCAA UAGGGAUGGGGGGAAUCGGGAA Clivagem 
spe-miR482b-3p Sopen12g004510.1 2.0 17.091 1 22 1317 1338 UUACCGAUUCCCCCCAUUCCAA UAGGGAUGGGGGGAAUCGGGAA Clivagem 
spe-miR482b-3p Sopen12g004510.1 2.0 17.091 1 22 2265 2286 UUACCGAUUCCCCCCAUUCCAA UAGGGAUGGGGGGAAUCGGGAA Clivagem 
spe-miR482b-3p Sopen11g027730.1 2.5 22.802 1 22 281 302 UUACCGAUUCCCCCCAUUCCAA UUGGUAUGGGGGGUAUUGGUAA Tradução 
spe-miR482b-3p Sopen01g004310.1 1.5 15.34 1 20 676 695 UUACCGAUUCCCCCCAUUCC GGCAUGGGGGGAAUUGGUAA Clivagem 
spe-miR482b-3p Sopen12g004450.1 3.0 20.093 1 22 512 533 UUACCGAUUCCCCCCAUUCCAA UUGGGAUGGGUGGCAUUGGUAA Tradução 
spe-miR482b-3p Sopen02g019130.1 3.0 17.792 1 22 1571 1592 UUACCGAUUCCCCCCAUUCCAA UUGGAGUGGGAGGAUUUGGUAA Clivagem 
spe-miR482b-3p Sopen11g005840.1 2.0 21.745 1 20 676 695 UUACCGAUUCCCCCCAUUCC GGAAUGGUGGGAGUUGGUAA Clivagem 
spe-miR482b-3p Sopen11g005850.1 3.0 22.174 1 21 714 734 UUACCGAUUCCCCCCAUUCCA UGGAAUUGGGGGAGUCGGCAA Clivagem 
spe-miR482b-3p Sopen11g002420.1 3.0 23.39 1 22 509 530 UUACCGAUUCCCCCCAUUCCAA UUGGUAUGGGUGGUAUCGGUAA Tradução 
spe-miR482b-3p Sopen06g021930.1 3.0 22.729 1 22 593 614 UUACCGAUUCCCCCCAUUCCAA UAGGAAUGGGGGGAAUAGGAAA Clivagem 
spe-miR482b-3p Sopen04g001560.1 3.0 16.889 1 21 540 560 UUACCGAUUCCCCCCAUUCCA UGGUAUGGGUGGAGUUGGUAA Clivagem 
spe-miR482b-3p Sopen05g002560.1 3.0 24.879 1 21 648 668 UUACCGAUUCCCCCCAUUCCA UGGAAUAGGAGGAGUUGGUAA Clivagem 
spe-miR482b-3p Sopen05g003710.1 2.5 23.421 1 20 679 698 UUACCGAUUCCCCCCAUUCC GGAAUAGGCGGAGUCGGUAA Clivagem 
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spe-miR482b-3p Sopen05g003710.2 2.5 23.421 1 20 391 410 UUACCGAUUCCCCCCAUUCC GGAAUAGGCGGAGUCGGUAA Clivagem 
spe-miR482b-3p Sopen11g006130.1 3.0 18.911 1 20 685 704 UUACCGAUUCCCCCCAUUCC GGAAUAGGUGGAGUUGGUAA Clivagem 
spe-miR482b-3p Sopen01g009830.1 3.0 12.991 1 20 76 95 UUACCGAUUCCCCCCAUUCC GGGAUGGGAGGCAUUGGUAA Tradução 
spe-miR482b-5p Sopen03g003690.1 2.0 14.447 1 20 235 254 GGAGUGGGUGGCAUGGUAAG AUUAGCAUGCCACCCACUCC Clivagem 
spe-miR482b-5p Sopen03g017220.1 3.0 17.879 1 20 1458 1477 GGAGUGGGUGGCAUGGUAAG GUUACUAUGUCAUCUACUCC Clivagem 
spe-miR482b-5p Sopen05g002610.1 3.0 14.265 1 21 1140 1160 GGAGUGGGUGGCAUGGUAAGA UCUUAACAUGUCAACCAUUCC Clivagem 
spe-miR482d-3p Sopen06g001380.1 1.0 15.833 1 22 261 282 UUUCCUAUUCCACCCAUGCCAA UUGGCAUUGGUGGAAUAGGAAA Clivagem 
spe-miR482d-3p Sopen02g024130.1 1.5 20.643 1 21 309 329 UUUCCUAUUCCACCCAUGCCA UGGUAGGGGUGGAAUAGGAAA Clivagem 
spe-miR482d-3p Sopen02g010920.1 2.0 15.057 1 21 702 722 UUUCCUAUUCCACCCAUGCCA UGGUAUGGGUGGUAUAGGGAA Tradução 
spe-miR482d-3p Sopen07g001870.1 3.0 23.697 1 22 539 560 UUUCCUAUUCCACCCAUGCCAA UUGGUAUGGGUGGUAUAGGCAA Tradução 
spe-miR482d-3p Sopen05g005560.1 2.5 17.541 1 22 164 185 UUUCCUAUUCCACCCAUGCCAA UUGGAAUGGCUGGAAUAGGGAA Clivagem 
spe-miR482d-3p Sopen09g025780.1 2.5 15.526 1 22 332 353 UUUCCUAUUCCACCCAUGCCAA UUGGUAUGGGGGGACUAGGAAA Clivagem 
spe-miR482d-3p Sopen01g044060.1 2.5 16.906 1 21 615 635 UUUCCUAUUCCACCCAUGCCA UGGCAUUGGUGGAAUAGGCAA Clivagem 
spe-miR482d-3p Sopen02g011950.1 3.0 24.921 1 21 480 500 UUUCCUAUUCCACCCAUGCCA UGGCAUGGGUGGGGUGGGUAA Clivagem 
spe-miR482d-3p Sopen01g047850.1 2.5 19.652 1 21 540 560 UUUCCUAUUCCACCCAUGCCA UGGCAUGGGUGGUAUGGGAGG Tradução 
spe-miR482d-3p Sopen02g024150.1 2.0 16.641 1 20 328 347 UUUCCUAUUCCACCCAUGCC GGUAGGGGUGGGAUAGGAAA Clivagem 
spe-miR482d-3p Sopen04g004250.1 2.5 17.205 1 21 582 602 UUUCCUAUUCCACCCAUGCCA UGGCAUGGGCGGAUUAGGGAA Clivagem 
spe-miR482d-3p Sopen01g045330.1 3.0 14.486 1 21 705 725 UUUCCUAUUCCACCCAUGCCA UGGUAUUGGUGGAAUUGGAAA Clivagem 
spe-miR482d-3p Sopen09g029830.1 3.0 17.712 1 21 339 359 UUUCCUAUUCCACCCAUGCCA UGAUAUGGGUGGAAUGGGAGG Clivagem 
spe-miR482d-3p Sopen06g021930.1 2.0 22.729 1 22 593 614 UUUCCUAUUCCACCCAUGCCAA UAGGAAUGGGGGGAAUAGGAAA Clivagem 
spe-miR482d-3p Sopen07g017170.1 3.0 20.584 1 22 1385 1406 UUUCCUAUUCCACCCAUGCCAA UGGGCAUGGGAGGGAUAGGUAA Clivagem 
spe-miR482d-3p Sopen11g008710.1 2.5 22.046 1 20 586 605 UUUCCUAUUCCACCCAUGCC GGGAUGGGUGGCAUAGGGAA Tradução 
spe-miR482d-3p Sopen08g022900.1 3.0 18.917 1 20 463 482 UUUCCUAUUCCACCCAUGCC GGCAUGGGUGGCAUCGGGAA Tradução 
spe-miR482d-3p Sopen11g008730.1 2.5 9.537 1 20 269 288 UUUCCUAUUCCACCCAUGCC GGUAUGGAAGGAAUAGGAAA Clivagem 
spe-miR482d-3p Sopen11g004350.1 3.0 16.373 1 20 551 570 UUUCCUAUUCCACCCAUGCC GGCAUAGGUGGACUGGGAGA Clivagem 
spe-miR482d-5p Sopen09g023500.1 2.5 12.257 1 21 1052 1073 GGAGUGG-GUGGGAUGGAAAAA UUUUUCCAUCCCAUUCCACUCC Clivagem 
spe-miR482d-5p Sopen09g023440.1 2.5 19.495 1 21 971 992 GGAGUGG-GUGGGAUGGAAAAA UUUUUCCAUCCCAUUCCACUCC Clivagem 
spe-miR482d-5p Sopen04g028010.1 3.0 22.231 1 21 857 877 GGAGUGGGUGGGAUGGAAAAA UUUUUUCAACUCAUCCACUUC Clivagem 
spe-miR482d-5p Sopen07g005700.1 3.0 15.766 1 21 36 56 GGAGUGGGUGGGAUGGAAAAA UCUUUCCGUUCCAUUCACUCC Clivagem 
spe-miR482d-5p Sopen11g028120.1 2.5 8.537 1 20 49 68 GGAGUGGGUGGGAUGGAAAA UUCUCCGUCCUACUCACUCC Clivagem 
spe-miR482d-5p Sopen06g023870.1 3.0 2.279 1 20 108 127 GGAGUGGGUGGGAUGGAAAA UUUUCUAUCUCACUCAUUUU Clivagem 
spe-miR482d-5p Sopen10g031760.1 3.0 13.06 1 20 379 398 GGAGUGGGUGGGAUGGAAAA UUUUUCGUCUUAGCCACUCC Clivagem 
spe-miR482d-5p Sopen05g034710.1 3.0 11.138 1 20 151 170 GGAGUGGGUGGGAUGGAAAA UUAUCCGUUCCGCCCACUUC Clivagem 
spe-miR482d-5p Sopen04g009670.1 2.5 15.121 1 20 586 605 GGAGUGGGUGGGAUGGAAAA UUUUCAAUCCCAGCCACUUC Clivagem 
spe-miR482e-3p Sopen08g024640.1 1.5 24.619 1 22 550 571 UCUUUCCUACUCCUCCCAUACC GGUAUGGGGGGACUAGGAAAGA Tradução 
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spe-miR482e-3p Sopen09g025780.1 1.5 15.232 1 22 334 355 UCUUUCCUACUCCUCCCAUACC GGUAUGGGGGGACUAGGAAAGA Tradução 
spe-miR482e-3p Sopen11g008730.1 2.0 9.803 1 22 269 290 UCUUUCCUACUCCUCCCAUACC GGUAUGGAAGGAAUAGGAAAGA Tradução 
spe-miR482e-3p Sopen03g002750.1 3.0 23.802 1 22 2890 2911 UCUUUCCUACUCCUCCCAUACC GGUAUGGGAGGGAUUGGGAAGA Tradução 
spe-miR482e-3p Sopen03g002750.2 3.0 23.802 1 22 2851 2872 UCUUUCCUACUCCUCCCAUACC GGUAUGGGAGGGAUUGGGAAGA Tradução 
spe-miR482e-3p Sopen04g034180.1 2.0 22.657 1 22 634 655 UCUUUCCUACUCCUCCCAUACC GCUGUGGUAGGAGUAGGAGAGA Clivagem 
spe-miR482e-3p Sopen11g006430.1 3.0 20.15 1 22 1091 1112 UCUUUCCUACUCCUCCCAUACC GUUGUGGGAUGAGUAGGCAAGA Clivagem 
spe-miR482e-3p Sopen06g032760.1 3.0 15.571 1 22 506 527 UCUUUCCUACUCCUCCCAUACC GCUAUGAGAGGAGUAGAGAAGA Clivagem 
spe-miR482e-3p Sopen11g009370.1 3.0 18.218 1 22 1561 1582 UCUUUCCUACUCCUCCCAUACC GAUAUGCGGAGAGUGGGAAAGA Clivagem 
spe-miR482e-3p Sopen11g009930.1 3.0 16.101 1 20 257 276 UCUUUCCUACUCCUCCCAUA UAUGGGGGCAAUGGGAAAGA Tradução 
spe-miR482e-3p Sopen02g015200.2 3.0 16.398 1 20 173 192 UCUUUCCUACUCCUCCCAUA UAUGGGGGCAAUGGGAAAGA Tradução 
spe-miR482e-3p Sopen05g015630.1 3.0 16.101 1 20 257 276 UCUUUCCUACUCCUCCCAUA UAUGGGGGCAAUGGGAAAGA Tradução 
spe-miR482e-3p Sopen06g033740.1 3.0 16.347 1 20 263 282 UCUUUCCUACUCCUCCCAUA UAUGGGGGCAAUGGGAAAGA Tradução 
spe-miR482e-3p Sopen08g005240.1 3.0 15.086 1 20 278 297 UCUUUCCUACUCCUCCCAUA UAUGGGGGCAAUGGGAAAGA Tradução 
spe-miR482e-3p Sopen04g005070.1 3.0 18.725 1 20 283 302 UCUUUCCUACUCCUCCCAUA UAUGCAAGGAGAAGGAAAGA Tradução 
spe-miR482e-5p Sopen10g028800.1 3.0 7.369 1 21 145 165 UGUGGGUGGGGUGGAAAGAUU AAUCUAUCCAUCCCACUCACU Clivagem 
spe-miR482e-5p Sopen08g003220.1 3.0 14.165 1 21 3438 3458 UGUGGGUGGGGUGGAAAGAUU AAUCUUUCCACCGAGCUCACA Tradução 
spe-miR482e-5p Sopen09g009630.1 3.0 14.165 1 21 2328 2348 UGUGGGUGGGGUGGAAAGAUU AAUCUUUCCACCGAGCUCACA Tradução 
spe-miR482e-5p Sopen06g016060.1 3.0 12.687 1 21 2811 2831 UGUGGGUGGGGUGGAAAGAUU AAUCUUUCCACCGAGCUCACA Tradução 
spe-miR482e-5p Sopen01g012540.1 3.0 14.165 1 21 2328 2348 UGUGGGUGGGGUGGAAAGAUU AAUCUUUCCACCGAGCUCACA Tradução 
spe-miR482e-5p Sopen02g026060.1 3.0 14.165 1 21 2328 2348 UGUGGGUGGGGUGGAAAGAUU AAUCUUUCCACCGAGCUCACA Tradução 
spe-miR482e-5p Sopen03g027510.1 3.0 14.165 1 21 2328 2348 UGUGGGUGGGGUGGAAAGAUU AAUCUUUCCACCGAGCUCACA Tradução 
spe-miR482e-5p Sopen07g021230.1 3.0 14.165 1 21 2328 2348 UGUGGGUGGGGUGGAAAGAUU AAUCUUUCCACCGAGCUCACA Tradução 
spe-miR482e-5p Sopen01g033880.1 3.0 14.165 1 21 2328 2348 UGUGGGUGGGGUGGAAAGAUU AAUCUUUCCACCGAGCUCACA Tradução 
spe-miR482e-5p Sopen04g023510.1 3.0 14.165 1 21 2328 2348 UGUGGGUGGGGUGGAAAGAUU AAUCUUUCCACCGAGCUCACA Tradução 
spe-miR482e-5p Sopen06g015780.1 3.0 15.331 1 21 1545 1565 UGUGGGUGGGGUGGAAAGAUU AAUCUUUCCACCGAGCUCACA Tradução 
spe-miR482e-5p Sopen01g005660.1 3.0 14.536 1 21 1587 1607 UGUGGGUGGGGUGGAAAGAUU AAUCUUUCCACCGAGCUCACA Tradução 
spe-miR482e-5p Sopen01g047020.1 3.0 15.37 1 21 1581 1601 UGUGGGUGGGGUGGAAAGAUU AAUCUUUCCACCGAGCUCACA Tradução 
spe-miR482e-5p Sopen04g023780.1 3.0 10.423 1 21 1533 1553 UGUGGGUGGGGUGGAAAGAUU AAUCUUUCCACCGAGCUCACA Tradução 
spe-miR482e-5p Sopen08g017370.1 3.0 16.908 1 21 888 908 UGUGGGUGGGGUGGAAAGAUU AAUCUUUCCACCGAGCUCACA Tradução 
spe-miR482e-5p Sopen01g028490.1 3.0 21.474 1 20 2190 2209 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g028490.1 3.0 21.474 1 20 3990 4009 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen11g014040.1 3.0 21.474 1 20 4260 4279 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen07g007280.1 3.0 21.474 1 20 1506 1525 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen10g006610.1 3.0 21.474 1 20 1647 1666 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen08g005070.1 3.0 21.474 1 20 4035 4054 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
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spe-miR482e-5p Sopen01g017650.1 3.0 21.474 1 20 3867 3886 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen07g001870.1 3.0 21.474 1 20 2487 2506 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen07g026650.1 3.0 21.474 1 20 2316 2335 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen07g031910.2 3.0 21.474 1 20 2511 2530 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen07g031910.1 3.0 21.474 1 20 2505 2524 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g048190.1 3.0 21.474 1 20 1413 1432 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g002610.1 3.0 21.474 1 20 1242 1261 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen10g003070.1 3.0 21.474 1 20 3138 3157 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g024810.1 3.0 21.474 1 20 3090 3109 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen05g027170.1 3.0 21.474 1 20 3015 3034 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g048190.2 3.0 21.474 1 20 1413 1432 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen04g006100.1 3.0 21.474 1 20 2883 2902 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen02g028780.1 3.0 21.474 1 20 1077 1096 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen12g020050.1 3.0 21.474 1 20 2523 2542 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen04g029550.1 3.0 21.474 1 20 1722 1741 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen05g008990.1 3.0 21.474 1 20 2220 2239 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g014330.1 3.0 21.474 1 20 2118 2137 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g014330.2 3.0 21.474 1 20 2049 2068 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen12g017710.1 3.0 21.474 1 20 2007 2026 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g052250.1 3.0 21.474 1 20 1962 1981 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen11g010150.1 3.0 21.474 1 20 1944 1963 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen02g026390.1 3.0 21.474 1 20 1932 1951 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen05g028860.1 3.0 21.474 1 20 1920 1939 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen02g033580.1 3.0 21.474 1 20 1917 1936 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen03g017330.1 3.0 21.474 1 20 1830 1849 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen10g022760.1 3.0 21.474 1 20 1818 1837 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g050140.1 3.0 21.474 1 20 1782 1801 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen05g011600.1 3.0 21.474 1 20 1770 1789 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen12g027700.1 3.0 21.474 1 20 1752 1771 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen09g016540.1 3.0 21.474 1 20 1623 1642 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen07g008260.1 3.0 21.474 1 20 1659 1678 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen02g030640.1 3.0 21.474 1 20 1419 1438 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen03g005470.1 3.0 21.474 1 20 1086 1105 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen06g023370.1 3.0 21.474 1 20 1548 1567 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen07g003510.1 3.0 21.474 1 20 1527 1546 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
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spe-miR482e-5p Sopen02g030640.2 3.0 21.474 1 20 1353 1372 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g012550.1 3.0 21.474 1 20 1491 1510 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen06g011330.1 3.0 21.474 1 20 1485 1504 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen04g010190.1 3.0 21.474 1 20 1482 1501 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen06g033970.1 3.0 21.474 1 20 1464 1483 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen06g002540.1 3.0 21.474 1 20 1422 1441 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen11g021090.1 3.0 21.474 1 20 1368 1387 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen05g015560.1 3.0 21.474 1 20 1341 1360 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen12g021970.2 3.0 21.474 1 20 1311 1330 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen10g007530.1 3.0 21.474 1 20 1311 1330 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g006500.1 3.0 21.474 1 20 1275 1294 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen09g012100.1 3.0 21.474 1 20 1248 1267 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen12g021970.1 3.0 21.474 1 20 1230 1249 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g021970.1 3.0 21.474 1 20 1218 1237 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen05g024960.1 3.0 21.474 1 20 1209 1228 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen08g012760.1 3.0 21.474 1 20 1206 1225 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g024460.1 3.0 21.474 1 20 1203 1222 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen03g033680.1 3.0 21.474 1 20 1185 1204 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen06g001720.1 3.0 21.474 1 20 1170 1189 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen05g001790.1 3.0 21.474 1 20 1170 1189 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g022950.1 3.0 21.474 1 20 1164 1183 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen03g006630.1 3.0 21.474 1 20 1158 1177 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g012070.1 3.0 21.474 1 20 1152 1171 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g030270.1 3.0 21.474 1 20 1149 1168 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen04g019120.1 3.0 21.474 1 20 1146 1165 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen04g021450.1 3.0 21.474 1 20 1137 1156 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g015290.1 3.0 21.474 1 20 1128 1147 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen12g006820.1 3.0 21.474 1 20 1122 1141 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen03g017530.1 3.0 21.474 1 20 1119 1138 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen10g018760.1 3.0 21.474 1 20 1119 1138 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen10g024300.1 3.0 21.474 1 20 1116 1135 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen04g019480.1 3.0 21.474 1 20 1110 1129 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen10g020160.1 3.0 21.474 1 20 1104 1123 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen06g009850.2 3.0 21.474 1 20 1095 1114 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen10g034320.1 3.0 21.474 1 20 1083 1102 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
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spe-miR482e-5p Sopen09g002520.1 3.0 21.474 1 20 1074 1093 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen04g033850.1 3.0 21.474 1 20 1068 1087 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen09g026760.2 3.0 21.474 1 20 1062 1081 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g010540.1 3.0 21.474 1 20 1056 1075 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g010200.1 3.0 21.474 1 20 1053 1072 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen09g026760.1 3.0 21.474 1 20 1053 1072 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen09g035060.1 3.0 21.474 1 20 1044 1063 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g047600.1 3.0 21.474 1 20 1041 1060 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen12g032680.1 3.0 21.474 1 20 1038 1057 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g035280.1 3.0 21.474 1 20 1035 1054 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen08g015400.1 3.0 21.474 1 20 1032 1051 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen05g011670.1 3.0 21.474 1 20 1032 1051 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g027810.1 3.0 21.474 1 20 1029 1048 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen09g020670.1 3.0 21.474 1 20 1029 1048 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen11g014230.1 3.0 21.474 1 20 1026 1045 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen08g015780.1 3.0 21.474 1 20 1026 1045 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen09g013750.1 3.0 21.474 1 20 1023 1042 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen09g029050.1 3.0 21.474 1 20 1020 1039 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen03g006330.1 3.0 21.474 1 20 1020 1039 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen02g034530.1 3.0 21.474 1 20 1020 1039 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen02g024500.2 3.0 21.474 1 20 1017 1036 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen05g010100.1 3.0 21.474 1 20 1014 1033 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen05g019370.1 3.0 21.474 1 20 1005 1024 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g009990.1 3.0 21.474 1 20 996 1015 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen04g009190.1 3.0 21.474 1 20 993 1012 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen05g011730.1 3.0 21.474 1 20 993 1012 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen03g040560.1 3.0 21.474 1 20 987 1006 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g013250.1 3.0 21.474 1 20 987 1006 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen09g005520.2 3.0 21.474 1 20 987 1006 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen02g031280.1 3.0 21.474 1 20 984 1003 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen12g004570.1 3.0 21.474 1 20 984 1003 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen11g027020.1 3.0 21.474 1 20 981 1000 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen12g028440.1 3.0 21.474 1 20 978 997 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen12g024630.1 3.0 21.564 1 20 951 970 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen06g025500.1 3.0 21.474 1 20 930 949 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
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spe-miR482e-5p Sopen05g031440.1 3.0 21.474 1 20 915 934 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g011090.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen09g011880.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen10g023250.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen12g023230.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen02g032960.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen10g006440.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen08g018970.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen07g030530.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g026790.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen06g017880.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen10g031490.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen09g013430.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen06g015220.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen03g017600.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen03g034900.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen08g028340.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen06g017050.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g015810.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen08g005110.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen04g022310.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g043200.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen08g003580.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g022980.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen02g036820.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen12g014860.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen03g011370.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen04g013150.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g002070.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen09g029020.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen02g009600.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen08g013550.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen02g009370.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen05g015390.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen10g025140.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
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spe-miR482e-5p Sopen09g020540.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen04g001850.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g020480.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g005410.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen05g008060.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen05g005160.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen12g028650.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen12g002460.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g051440.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen12g027120.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen03g027260.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen12g009800.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen07g032610.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen05g006820.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen09g030280.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen10g007370.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen10g013110.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen09g007780.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen04g016510.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen02g031460.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen06g033920.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g002280.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen01g004150.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen09g024110.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen09g024510.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen11g005610.2 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen04g012010.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen09g020710.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen10g027730.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen04g012800.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen03g022000.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen12g019970.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen11g006620.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen04g024990.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen07g021580.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
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spe-miR482e-5p Sopen11g011010.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen11g029070.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR482e-5p Sopen04g025750.1 3.0 21.474 1 20 828 847 UGUGGGUGGGGUGGAAAGAU UUCUUUUCACGCUACCCACA Tradução 
spe-miR5014a-3p Sopen02g024260.1 3.0 23.29 1 21 530 550 UUGUACAAAUUUAAGUGUAUA UGUAUGCUCAAGUUUGUACAA Clivagem 
spe-miR5014a-3p Sopen10g030700.1 2.5 22.118 1 20 1226 1245 UUGUACAAAUUUAAGUGUAU AUGCAUUUAAAGUUGUGCAA Tradução 
spe-miR5014a-3p Sopen06g005020.1 3.0 19.825 1 20 1771 1790 UUGUACAAAUUUAAGUGUAU GUACACUUAGAUUUGUGUGG Clivagem 
spe-miR5014a-3p Sopen12g004710.1 3.0 12.798 1 20 1238 1257 UUGUACAAAUUUAAGUGUAU AUGCACUUAAACUUGCACAA Tradução 
spe-miR5014a-3p Sopen05g001140.1 3.0 13.031 1 20 4780 4799 UUGUACAAAUUUAAGUGUAU AAAUACUUAAAUUUGGACAA Clivagem 
spe-miR5014a-3p Sopen08g029420.1 3.0 15.603 1 20 1961 1980 UUGUACAAAUUUAAGUGUAU AGACACUUAUGUUUGUACAG Tradução 
spe-miR5014a-3p Sopen12g018330.1 3.0 15.788 1 20 3041 3060 UUGUACAAAUUUAAGUGUAU AGACACUUAUGUUUGUACAG Tradução 
spe-miR5014a-3p Sopen01g007030.1 3.0 11.6 1 20 1133 1152 UUGUACAAAUUUAAGUGUAU AGAUGAUUAAAUUUGUACAA Clivagem 
spe-miR5174d-1-5p Sopen02g016390.1 2.5 15.101 1 24 1324 1347 UCCCUCCGUUUCAAAAAGAUUGGC GCUAAUCUUUUUGAAAAAGAGGGA Clivagem 
spe-miR5174d-1-5p Sopen11g003450.1 3.0 19.82 1 23 1310 1332 UCCCUCCGUUUCAAAAAGAUUGG UUGGUCUUUUUGAAUCGGAGAGA Tradução 
spe-miR5174d-1-5p Sopen01g029400.1 3.0 22.092 1 24 376 399 UCCCUCCGUUUCAAAAAGAUUGGC GCAGCUCUUGUUGAGAUGGAGGGA Clivagem 
spe-miR5174d-1-5p Sopen05g003560.1 3.0 16.146 1 20 1169 1188 UCCCUCCGUUUCAAAAAGAU AUCUUGUUGAAAUGGAUGGA Clivagem 
spe-miR5174d-2-5p Sopen02g016390.1 2.5 15.101 1 24 1324 1347 UCCCUCCGUUUCAAAAAGAUUGGC GCUAAUCUUUUUGAAAAAGAGGGA Clivagem 
spe-miR5174d-2-5p Sopen11g003450.1 3.0 19.82 1 23 1310 1332 UCCCUCCGUUUCAAAAAGAUUGG UUGGUCUUUUUGAAUCGGAGAGA Tradução 
spe-miR5174d-2-5p Sopen01g029400.1 3.0 22.092 1 24 376 399 UCCCUCCGUUUCAAAAAGAUUGGC GCAGCUCUUGUUGAGAUGGAGGGA Clivagem 
spe-miR5174d-2-5p Sopen05g003560.1 3.0 16.146 1 20 1169 1188 UCCCUCCGUUUCAAAAAGAU AUCUUGUUGAAAUGGAUGGA Clivagem 
spe-miR5174d-2-p Sopen03g037500.1 3.0 20.308 1 22 784 805 CAUUCUUUUUGAAACGGAAGGA UCUUUCUUUUUCAUAAAGAAUG Tradução 
spe-miR5174d-2-p Sopen04g026870.1 3.0 18.488 1 24 554 577 CAUUCUUUUUGAAACGGAAGGAGU AAUUUUUCCUAUUCAAAAAGGAUG Clivagem 
spe-miR5174d-2-p Sopen09g016150.1 2.5 18.018 1 21 81 101 CAUUCUUUUUGAAACGGAAGG UCUUUUGGUUCAAAAAGGAUG Clivagem 
spe-miR5174d-2-p Sopen06g023480.1 3.0 20.73 1 20 452 471 CAUUCUUUUUGAAACGGAAG CUUCUGUUUUAAAGGGAAUU Clivagem 
spe-miR5174d-2-p Sopen03g040680.1 3.0 19.206 1 20 133 152 CAUUCUUUUUGAAACGGAAG UUUCUGUUUCAGGAAGAAUC Clivagem 
spe-miR5174d-2-p Sopen02g033360.1 3.0 17.371 1 23 383 405 CAUUCUUUUUGAAACGGAAGGAG UUGCUUUGGUUUUAAAGGGAAUG Clivagem 
spe-miR5174d-2-p Sopen10g013850.1 3.0 13.122 1 23 503 525 CAUUCUUUUUGAAACGGAAGGAG CUGCUUCGGUUGCGGAAAGAAUG Clivagem 
spe-miR5174d-2-p Sopen08g029000.1 3.0 22.03 1 24 3788 3811 CAUUCUUUUUGAAACGGAAGGAGU AUGUAUUUCGUUCCAAAAAGGAUG Clivagem 
spe-miR5174d-2-p Sopen07g029280.1 3.0 16.099 1 20 492 511 CAUUCUUUUUGAAACGGAAG AGUCCGUUCCAAAAAGAAUG Clivagem 
spe-miR5174d-2-p Sopen02g003200.1 3.0 21.002 1 23 746 768 CAUUCUUUUUGAAACGGAAGGAG UUGCUUCGGUUCCAGAAAGAGUG Clivagem 
spe-miR5174d-2-p Sopen07g005100.1 3.0 18.845 1 22 4011 4032 CAUUCUUUUUGAAACGGAAGGA UACUGCUGCUUCAAAAAGGAUG Clivagem 
spe-miR5174d-3-3p Sopen01g044040.1 3.0 19.35 1 24 2492 2516 CAUUCUUUUUUAAACGGAGG-GAGU AUUCACCUUCGUUUGAUGAGGAAUG Tradução 
spe-miR5174d-3-3p Sopen06g022280.2 3.0 19.558 1 20 84 103 CAUUCUUUUUUAAACGGAGG UCUCCCUGUAAAGAAGAAUG Clivagem 
spe-miR5174d-3-3p Sopen06g022280.1 3.0 19.558 1 20 84 103 CAUUCUUUUUUAAACGGAGG UCUCCCUGUAAAGAAGAAUG Clivagem 
spe-miR5174d-3-5p Sopen02g016390.1 2.5 15.101 1 24 1324 1347 UCCCUCCGUUUCAAAAAGAUUGGC GCUAAUCUUUUUGAAAAAGAGGGA Clivagem 
spe-miR5174d-3-5p Sopen11g003450.1 3.0 19.82 1 23 1310 1332 UCCCUCCGUUUCAAAAAGAUUGG UUGGUCUUUUUGAAUCGGAGAGA Tradução 
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spe-miR5174d-3-5p Sopen01g029400.1 3.0 22.092 1 24 376 399 UCCCUCCGUUUCAAAAAGAUUGGC GCAGCUCUUGUUGAGAUGGAGGGA Clivagem 
spe-miR5174d-3-5p Sopen05g003560.1 3.0 16.146 1 20 1169 1188 UCCCUCCGUUUCAAAAAGAU AUCUUGUUGAAAUGGAUGGA Clivagem 
spe-miR5300-5p Sopen06g023200.1 3.0 19.598 1 20 180 199 UCCCCAGUCCAGGCAUUCCA UGGAAUGCCUGGACUCGGUA Clivagem 
spe-miR5300-5p Sopen06g023160.1 3.0 20.65 1 20 177 196 UCCCCAGUCCAGGCAUUCCA UGGAAUGCCUGGACUCGGUA Clivagem 
spe-miR5300-5p Sopen06g023300.1 3.0 20.779 1 20 138 157 UCCCCAGUCCAGGCAUUCCA UGGAAUGCCUGGACUCGGUA Clivagem 
spe-miR5300-5p Sopen06g023170.1 3.0 18.136 1 20 51 70 UCCCCAGUCCAGGCAUUCCA UGGAAUGCCUGGACUUGGUA Clivagem 
spe-miR5303-1-3p Sopen09g025700.2 1.0 16.067 1 21 132 152 UUUUUGAAGAGUUCGAGCAAC GUUGUUCGGACUCUUCAAAAA Clivagem 
spe-miR5303-1-3p Sopen01g034820.1 1.5 9.022 1 21 1631 1651 UUUUUGAAGAGUUCGAGCAAC GUUGUUCGGACUCUUCAAAAG Clivagem 
spe-miR5303-1-3p Sopen07g012560.1 1.5 16.13 1 21 61 81 UUUUUGAAGAGUUCGAGCAAC GUUGCUCAGACUCUUCAAAAA Clivagem 
spe-miR5303-1-3p Sopen12g003080.1 2.5 18.746 1 21 775 795 UUUUUGAAGAGUUCGAGCAAC GUUGCUCGAAUUCUUGGAAAA Clivagem 
spe-miR5303-1-3p Sopen09g004210.1 2.5 20.4 1 21 215 235 UUUUUGAAGAGUUCGAGCAAC GUUGCUCGGACUCUCCAGAAA Clivagem 
spe-miR5303-1-3p Sopen08g028160.1 2.0 12.822 1 21 482 502 UUUUUGAAGAGUUCGAGCAAC GUUGUUCAGACUCUUCAAAAA Clivagem 
spe-miR5303-1-3p Sopen07g003140.1 2.5 16.761 1 21 125 145 UUUUUGAAGAGUUCGAGCAAC GUUACUCGGAUUUUUCAAAAA Clivagem 
spe-miR5303-1-3p Sopen06g014130.1 2.0 11.143 1 20 9 28 UUUUUGAAGAGUUCGAGCAA UUGCUUCAAUUCUUCAAAAA Clivagem 
spe-miR5303-1-3p Sopen11g007090.2 3.0 20.123 1 21 3 23 UUUUUGAAGAGUUCGAGCAAC GUUGCUUGGAAUCUUCAAAAC Tradução 
spe-miR5303-1-3p Sopen12g002770.1 3.0 15.388 1 21 3 23 UUUUUGAAGAGUUCGAGCAAC GUUGUUCAGAUUCUUCAGAAA Clivagem 
spe-miR5303-1-3p Sopen10g001690.1 2.5 20.107 1 21 51 71 UUUUUGAAGAGUUCGAGCAAC GUUGCUCAGAGUCUUCAAAAA Tradução 
spe-miR5303-1-3p Sopen04g034150.1 2.5 17.475 1 20 225 244 UUUUUGAAGAGUUCGAGCAA UUGCUCGGAUAUUUCAAAAA Tradução 
spe-miR5303-1-3p Sopen02g002610.1 3.0 15.718 1 21 562 582 UUUUUGAAGAGUUCGAGCAAC GUUGCUCCAAAUCUUCGAAAG Tradução 
spe-miR5303-1-3p Sopen06g001130.1 3.0 8.735 1 20 1237 1256 UUUUUGAAGAGUUCGAGCAA GUUCUCGAAUUUUUCAAAAA Clivagem 
spe-miR5303-1-3p Sopen01g003610.1 2.5 8.204 1 20 382 401 UUUUUGAAGAGUUCGAGCAA UUUCUUCAACUCUUCAAAAA Clivagem 
spe-miR5303-1-3p Sopen02g038670.1 3.0 21.889 1 20 439 458 UUUUUGAAGAGUUCGAGCAA UUACUUGAGCUUUUCAAAGA Clivagem 
spe-miR5303-1-5p Sopen01g019870.1 3.0 19.035 1 24 2821 2844 UUUUGGAGGAUCCGAGUCGUACCC GGGAUCGAGUUGGAUCCUUCAAAA Clivagem 
spe-miR5303-1-5p Sopen06g004440.1 3.0 18.043 1 23 1986 2008 UUUUGGAGGAUCCGAGUCGUACC GGCACGCCUUGGAUCUUUCAAAG Clivagem 
spe-miR5303-1-5p Sopen07g029270.1 3.0 17.674 1 23 3162 3184 UUUUGGAGGAUCCGAGUCGUACC GGCACGCCUUGGAUCUUUCAAAG Clivagem 
spe-miR5303-1-5p Sopen12g005650.1 2.5 14.586 1 20 117 136 UUUUGGAGGAUCCGAGUCGU AUCACUCGGAUUCUCCAAAG Clivagem 
spe-miR5303-2-3p Sopen09g025700.2 1.0 16.067 1 21 132 152 UUUUUGAAGAGUUCGAGCAAC GUUGUUCGGACUCUUCAAAAA Clivagem 
spe-miR5303-2-3p Sopen01g034820.1 1.5 9.022 1 21 1631 1651 UUUUUGAAGAGUUCGAGCAAC GUUGUUCGGACUCUUCAAAAG Clivagem 
spe-miR5303-2-3p Sopen07g012560.1 1.5 16.13 1 21 61 81 UUUUUGAAGAGUUCGAGCAAC GUUGCUCAGACUCUUCAAAAA Clivagem 
spe-miR5303-2-3p Sopen12g003080.1 2.5 18.746 1 21 775 795 UUUUUGAAGAGUUCGAGCAAC GUUGCUCGAAUUCUUGGAAAA Clivagem 
spe-miR5303-2-3p Sopen09g004210.1 2.5 20.4 1 21 215 235 UUUUUGAAGAGUUCGAGCAAC GUUGCUCGGACUCUCCAGAAA Clivagem 
spe-miR5303-2-3p Sopen08g028160.1 2.0 12.822 1 21 482 502 UUUUUGAAGAGUUCGAGCAAC GUUGUUCAGACUCUUCAAAAA Clivagem 
spe-miR5303-2-3p Sopen07g003140.1 2.5 16.761 1 21 125 145 UUUUUGAAGAGUUCGAGCAAC GUUACUCGGAUUUUUCAAAAA Clivagem 
spe-miR5303-2-3p Sopen06g014130.1 2.0 11.143 1 20 9 28 UUUUUGAAGAGUUCGAGCAA UUGCUUCAAUUCUUCAAAAA Clivagem 
spe-miR5303-2-3p Sopen11g007090.2 3.0 20.123 1 21 3 23 UUUUUGAAGAGUUCGAGCAAC GUUGCUUGGAAUCUUCAAAAC Tradução 
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spe-miR5303-2-3p Sopen12g002770.1 3.0 15.388 1 21 3 23 UUUUUGAAGAGUUCGAGCAAC GUUGUUCAGAUUCUUCAGAAA Clivagem 
spe-miR5303-2-3p Sopen10g001690.1 2.5 20.107 1 21 51 71 UUUUUGAAGAGUUCGAGCAAC GUUGCUCAGAGUCUUCAAAAA Tradução 
spe-miR5303-2-3p Sopen04g034150.1 2.5 17.475 1 20 225 244 UUUUUGAAGAGUUCGAGCAA UUGCUCGGAUAUUUCAAAAA Tradução 
spe-miR5303-2-3p Sopen02g002610.1 3.0 15.718 1 21 562 582 UUUUUGAAGAGUUCGAGCAAC GUUGCUCCAAAUCUUCGAAAG Tradução 
spe-miR5303-2-3p Sopen06g001130.1 3.0 8.735 1 20 1237 1256 UUUUUGAAGAGUUCGAGCAA GUUCUCGAAUUUUUCAAAAA Clivagem 
spe-miR5303-2-3p Sopen01g003610.1 2.5 8.204 1 20 382 401 UUUUUGAAGAGUUCGAGCAA UUUCUUCAACUCUUCAAAAA Clivagem 
spe-miR5303-2-3p Sopen02g038670.1 3.0 21.889 1 20 439 458 UUUUUGAAGAGUUCGAGCAA UUACUUGAGCUUUUCAAAGA Clivagem 
spe-miR5303-2-5p Sopen09g004210.1 1.5 24.731 1 20 13 32 UUUUGGAGGAUCCAACACGU CCGUGUUGGAUCCUCCAGAA Clivagem 
spe-miR5303-2-5p Sopen01g019870.1 2.5 19.035 1 24 2821 2844 UUUUGGAGGAUCCAACACGUACCC GGGAUCGAGUUGGAUCCUUCAAAA Clivagem 
spe-miR5303-2-5p Sopen06g029330.1 2.0 20.563 1 20 1377 1396 UUUUGGAGGAUCCAACACGU ACGUGUUGGAUUUUCUAGAA Clivagem 
spe-miR5303-2-5p Sopen07g012250.1 3.0 17.871 1 21 1151 1171 UUUUGGAGGAUCCAACACGUA UACAUGUUGGGUCCUCCAAUA Clivagem 
spe-miR5303-2-5p Sopen06g035470.2 2.5 15.501 1 24 1067 1090 UUUUGGAGGAUCCAACACGUACCC GAGAAUGUGUUGGACCUUCUAAAA Tradução 
spe-miR5303-2-5p Sopen06g035470.1 2.5 15.501 1 24 1346 1369 UUUUGGAGGAUCCAACACGUACCC GAGAAUGUGUUGGACCUUCUAAAA Tradução 
spe-miR5303-2-5p Sopen01g024940.1 2.5 16.132 1 20 41 60 UUUUGGAGGAUCCAACACGU AUGUGUUUGAUCCUCCAAAU Clivagem 
spe-miR5303-2-5p Sopen02g011050.1 2.5 17.277 1 20 671 690 UUUUGGAGGAUCCAACACGU AUGUGUUUGAUCCUCCAAAU Clivagem 
spe-miR5303-2-5p Sopen01g048110.1 3.0 19.098 1 22 354 375 UUUUGGAGGAUCCAACACGUAC GCAUGUGUUGGAUCCUAUAAGA Clivagem 
spe-miR5303-2-5p Sopen04g001200.1 3.0 22.861 1 20 194 213 UUUUGGAGGAUCCAACACGU UUGUGUUGGAUCCUCCGGGA Clivagem 
spe-miR5303-2-5p Sopen01g010260.1 2.5 15.099 1 20 3170 3189 UUUUGGAGGAUCCAACACGU UCGAGUUGGAUCCUUCAAAA Clivagem 
spe-miR5303-2-5p Sopen07g016340.1 3.0 15.245 1 20 836 855 UUUUGGAGGAUCCAACACGU GUGUGUUGGGUUUUCUAAAA Clivagem 
spe-miR5303-2-5p Sopen02g027600.1 3.0 19.359 1 20 135 154 UUUUGGAGGAUCCAACACGU AAGUGUUGGAUCCUUCAAGU Clivagem 
spe-miR5303-2-5p Sopen01g012380.1 3.0 16.001 1 20 713 732 UUUUGGAGGAUCCAACACGU AUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303-2-5p Sopen10g019600.1 3.0 13.199 1 20 14 33 UUUUGGAGGAUCCAACACGU AUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303-2-5p Sopen10g020070.1 3.0 16.001 1 20 836 855 UUUUGGAGGAUCCAACACGU AUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303-2-5p Sopen04g021910.1 3.0 17.853 1 20 458 477 UUUUGGAGGAUCCAACACGU AUGUGUUGUAUCUUUCAGAA Clivagem 
spe-miR5303-2-5p Sopen03g025850.1 3.0 14.662 1 20 1928 1947 UUUUGGAGGAUCCAACACGU GUGUGUUGGAUUAUCUAAAA Clivagem 
spe-miR5303-2-5p Sopen10g007980.1 3.0 17.04 1 20 2087 2106 UUUUGGAGGAUCCAACACGU AUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303-2-5p Sopen11g014430.1 3.0 19.775 1 20 2147 2166 UUUUGGAGGAUCCAACACGU GUGUGUUGGGUCAUCUAAAA Clivagem 
spe-miR5303-2-5p Sopen12g009410.1 3.0 18.985 1 20 3374 3393 UUUUGGAGGAUCCAACACGU AUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303-2-5p Sopen01g012380.2 3.0 16.001 1 20 3365 3384 UUUUGGAGGAUCCAACACGU AUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303-3-3p Sopen09g025700.2 1.0 16.067 1 21 132 152 UUUUUGAAGAGUUCGAGCAAC GUUGUUCGGACUCUUCAAAAA Clivagem 
spe-miR5303-3-3p Sopen01g034820.1 1.5 9.022 1 21 1631 1651 UUUUUGAAGAGUUCGAGCAAC GUUGUUCGGACUCUUCAAAAG Clivagem 
spe-miR5303-3-3p Sopen07g012560.1 1.5 16.13 1 21 61 81 UUUUUGAAGAGUUCGAGCAAC GUUGCUCAGACUCUUCAAAAA Clivagem 
spe-miR5303-3-3p Sopen12g003080.1 2.5 18.746 1 21 775 795 UUUUUGAAGAGUUCGAGCAAC GUUGCUCGAAUUCUUGGAAAA Clivagem 
spe-miR5303-3-3p Sopen09g004210.1 2.5 20.4 1 21 215 235 UUUUUGAAGAGUUCGAGCAAC GUUGCUCGGACUCUCCAGAAA Clivagem 
spe-miR5303-3-3p Sopen08g028160.1 2.0 12.822 1 21 482 502 UUUUUGAAGAGUUCGAGCAAC GUUGUUCAGACUCUUCAAAAA Clivagem 
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spe-miR5303-3-3p Sopen07g003140.1 2.5 16.761 1 21 125 145 UUUUUGAAGAGUUCGAGCAAC GUUACUCGGAUUUUUCAAAAA Clivagem 
spe-miR5303-3-3p Sopen06g014130.1 2.0 11.143 1 20 9 28 UUUUUGAAGAGUUCGAGCAA UUGCUUCAAUUCUUCAAAAA Clivagem 
spe-miR5303-3-3p Sopen11g007090.2 3.0 20.123 1 21 3 23 UUUUUGAAGAGUUCGAGCAAC GUUGCUUGGAAUCUUCAAAAC Tradução 
spe-miR5303-3-3p Sopen12g002770.1 3.0 15.388 1 21 3 23 UUUUUGAAGAGUUCGAGCAAC GUUGUUCAGAUUCUUCAGAAA Clivagem 
spe-miR5303-3-3p Sopen10g001690.1 2.5 20.107 1 21 51 71 UUUUUGAAGAGUUCGAGCAAC GUUGCUCAGAGUCUUCAAAAA Tradução 
spe-miR5303-3-3p Sopen04g034150.1 2.5 17.475 1 20 225 244 UUUUUGAAGAGUUCGAGCAA UUGCUCGGAUAUUUCAAAAA Tradução 
spe-miR5303-3-3p Sopen02g002610.1 3.0 15.718 1 21 562 582 UUUUUGAAGAGUUCGAGCAAC GUUGCUCCAAAUCUUCGAAAG Tradução 
spe-miR5303-3-3p Sopen06g001130.1 3.0 8.735 1 20 1237 1256 UUUUUGAAGAGUUCGAGCAA GUUCUCGAAUUUUUCAAAAA Clivagem 
spe-miR5303-3-3p Sopen01g003610.1 2.5 8.204 1 20 382 401 UUUUUGAAGAGUUCGAGCAA UUUCUUCAACUCUUCAAAAA Clivagem 
spe-miR5303-3-3p Sopen02g038670.1 3.0 21.889 1 20 439 458 UUUUUGAAGAGUUCGAGCAA UUACUUGAGCUUUUCAAAGA Clivagem 
spe-miR5303-3-5p Sopen12g006300.1 2.5 13.496 1 23 181 203 UUUUGAAGGAUCCGGCACACACC GAUGUAUGUCGGAUCAUUCAAAA Clivagem 
spe-miR5303-3-5p Sopen07g022670.1 2.5 19.243 1 20 1280 1299 UUUUGAAGGAUCCGGCACAC GUGUGAUGGAUCCUUUGAAA Clivagem 
spe-miR5303-3-5p Sopen09g023600.1 3.0 17.773 1 20 122 141 UUUUGAAGGAUCCGGCACAC GAGUGUCGGAUUUUUUAAAA Clivagem 
spe-miR5303-5p Sopen09g025700.2 1.0 16.067 1 21 132 152 UUUUUGAAGAGUUCGAGCAAC GUUGUUCGGACUCUUCAAAAA Clivagem 
spe-miR5303-5p Sopen01g034820.1 1.5 9.022 1 21 1631 1651 UUUUUGAAGAGUUCGAGCAAC GUUGUUCGGACUCUUCAAAAG Clivagem 
spe-miR5303-5p Sopen07g012560.1 1.5 16.13 1 21 61 81 UUUUUGAAGAGUUCGAGCAAC GUUGCUCAGACUCUUCAAAAA Clivagem 
spe-miR5303-5p Sopen12g003080.1 2.5 18.746 1 21 775 795 UUUUUGAAGAGUUCGAGCAAC GUUGCUCGAAUUCUUGGAAAA Clivagem 
spe-miR5303-5p Sopen09g004210.1 2.5 20.4 1 21 215 235 UUUUUGAAGAGUUCGAGCAAC GUUGCUCGGACUCUCCAGAAA Clivagem 
spe-miR5303-5p Sopen08g028160.1 2.0 12.822 1 21 482 502 UUUUUGAAGAGUUCGAGCAAC GUUGUUCAGACUCUUCAAAAA Clivagem 
spe-miR5303-5p Sopen07g003140.1 2.5 16.761 1 21 125 145 UUUUUGAAGAGUUCGAGCAAC GUUACUCGGAUUUUUCAAAAA Clivagem 
spe-miR5303-5p Sopen06g014130.1 2.0 11.143 1 20 9 28 UUUUUGAAGAGUUCGAGCAA UUGCUUCAAUUCUUCAAAAA Clivagem 
spe-miR5303-5p Sopen11g007090.2 3.0 20.123 1 21 3 23 UUUUUGAAGAGUUCGAGCAAC GUUGCUUGGAAUCUUCAAAAC Tradução 
spe-miR5303-5p Sopen12g002770.1 3.0 15.388 1 21 3 23 UUUUUGAAGAGUUCGAGCAAC GUUGUUCAGAUUCUUCAGAAA Clivagem 
spe-miR5303-5p Sopen10g001690.1 2.5 20.107 1 21 51 71 UUUUUGAAGAGUUCGAGCAAC GUUGCUCAGAGUCUUCAAAAA Tradução 
spe-miR5303-5p Sopen04g034150.1 2.5 17.475 1 20 225 244 UUUUUGAAGAGUUCGAGCAA UUGCUCGGAUAUUUCAAAAA Tradução 
spe-miR5303-5p Sopen02g002610.1 3.0 15.718 1 21 562 582 UUUUUGAAGAGUUCGAGCAAC GUUGCUCCAAAUCUUCGAAAG Tradução 
spe-miR5303-5p Sopen06g001130.1 3.0 8.735 1 20 1237 1256 UUUUUGAAGAGUUCGAGCAA GUUCUCGAAUUUUUCAAAAA Clivagem 
spe-miR5303-5p Sopen01g003610.1 2.5 8.204 1 20 382 401 UUUUUGAAGAGUUCGAGCAA UUUCUUCAACUCUUCAAAAA Clivagem 
spe-miR5303-5p Sopen02g038670.1 3.0 21.889 1 20 439 458 UUUUUGAAGAGUUCGAGCAA UUACUUGAGCUUUUCAAAGA Clivagem 
spe-miR5303c-1-3p Sopen01g025810.1 3.0 21.158 1 21 69 89 ACGGGUGCGGCUACAUUUUUG CAAGGAUGCAGCUGCAUCCGU Clivagem 
spe-miR5303c-1-3p Sopen03g040490.1 3.0 15.98 1 21 282 301 ACGGGUGCGGCUACAUUUUUG CAAAAAUGUAGCUG-ACCCGU Clivagem 
spe-miR5303c-2-3p Sopen09g027430.3 2.5 22.999 1 23 1932 1954 UUUUGGAGAAUCCGACACGCACC GGUGCGUUUCGGAUUAUCCGAAA Clivagem 
spe-miR5303c-2-3p Sopen12g003610.1 2.5 13.684 1 23 583 605 UUUUGGAGAAUCCGACACGCACC GAUUCGUGUCAGAUUCUCCAGAA Clivagem 
spe-miR5303c-2-3p Sopen07g016340.1 2.5 15.245 1 20 836 855 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUUUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen06g029330.1 3.0 20.563 1 20 1377 1396 UUUUGGAGAAUCCGACACGC ACGUGUUGGAUUUUCUAGAA Clivagem 
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spe-miR5303c-2-3p Sopen09g023600.1 2.5 17.773 1 20 122 141 UUUUGGAGAAUCCGACACGC GAGUGUCGGAUUUUUUAAAA Clivagem 
spe-miR5303c-2-3p Sopen06g012190.1 2.5 18.385 1 20 1514 1533 UUUUGGAGAAUCCGACACGC GUGUGUCGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen03g025850.1 2.5 14.662 1 20 1928 1947 UUUUGGAGAAUCCGACACGC GUGUGUUGGAUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen04g001920.1 3.0 23.365 1 20 248 267 UUUUGGAGAAUCCGACACGC CCGUCUCGGAUUCUUCAAAG Clivagem 
spe-miR5303c-2-3p Sopen09g004210.1 3.0 24.731 1 20 13 32 UUUUGGAGAAUCCGACACGC CCGUGUUGGAUCCUCCAGAA Tradução 
spe-miR5303c-2-3p Sopen02g017740.1 3.0 18.927 1 20 57 76 UUUUGGAGAAUCCGACACGC UCGCGUCGGAUUCUCUAAGA Clivagem 
spe-miR5303c-2-3p Sopen04g009260.1 3.0 12.593 1 20 14 33 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen07g018590.1 3.0 11.409 1 20 14 33 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen06g014610.1 3.0 14.785 1 20 836 855 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen08g022820.1 3.0 17.528 1 20 713 732 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen04g020640.1 3.0 17.528 1 20 743 762 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen01g027490.1 3.0 14.482 1 20 836 855 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen05g027670.1 3.0 17.528 1 20 974 993 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen01g013090.1 3.0 14.713 1 20 1001 1020 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen01g027700.1 3.0 14.394 1 20 1100 1119 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen06g013020.1 3.0 17.528 1 20 1100 1119 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen08g008980.1 3.0 17.528 1 20 1100 1119 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen01g008670.1 3.0 17.528 1 20 1100 1119 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen02g025170.1 3.0 17.528 1 20 1100 1119 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen10g006030.1 3.0 15.115 1 20 977 996 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen07g016990.1 3.0 17.528 1 20 1673 1692 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen03g010390.1 3.0 17.528 1 20 1667 1686 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen08g009010.1 3.0 17.528 1 20 2030 2049 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen03g015340.1 3.0 14.888 1 20 1106 1125 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen07g011690.1 3.0 13.599 1 20 2330 2349 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen05g010400.1 3.0 17.528 1 20 2096 2115 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen04g020490.1 3.0 17.528 1 20 2477 2496 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen01g009460.1 3.0 17.528 1 20 2558 2577 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen07g017080.1 3.0 17.528 1 20 2660 2679 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen01g011680.1 3.0 17.528 1 20 2693 2712 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen01g011450.1 3.0 17.528 1 20 2789 2808 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen10g022590.1 3.0 17.528 1 20 2789 2808 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen05g018730.1 3.0 17.528 1 20 2801 2820 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen04g020820.1 3.0 17.528 1 20 2888 2907 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen07g016530.1 3.0 17.866 1 20 2963 2982 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
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spe-miR5303c-2-3p Sopen11g023000.2 3.0 17.528 1 20 2963 2982 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen07g008450.1 3.0 17.528 1 20 3002 3021 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen04g019520.1 3.0 17.528 1 20 3365 3384 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen07g019420.1 3.0 17.528 1 20 3365 3384 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen01g010970.1 3.0 17.528 1 20 3365 3384 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen00g002370.1 3.0 18.147 1 20 3365 3384 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen04g009010.1 3.0 19.471 1 20 3362 3381 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen03g024520.1 3.0 17.528 1 20 3281 3300 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen01g047890.1 3.0 17.528 1 20 3365 3384 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen02g025170.2 3.0 17.528 1 20 3365 3384 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen10g027840.2 3.0 17.528 1 20 3365 3384 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen04g018280.1 3.0 17.528 1 20 3365 3384 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen03g010390.2 3.0 17.528 1 20 3365 3384 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen11g019300.1 3.0 17.528 1 20 3365 3384 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen12g009510.1 3.0 17.528 1 20 3365 3384 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen06g013210.1 3.0 17.528 1 20 3365 3384 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen06g009700.1 3.0 16.669 1 20 3365 3384 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen03g022610.1 3.0 17.528 1 20 3365 3384 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen11g023000.1 3.0 17.528 1 20 3365 3384 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen07g018530.1 3.0 17.528 1 20 3365 3384 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen08g008030.1 3.0 17.528 1 20 3365 3384 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen05g022710.1 3.0 18.147 1 20 3365 3384 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen05g007960.1 3.0 17.528 1 20 3365 3384 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen11g022640.1 3.0 16.457 1 20 3365 3384 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen04g011990.1 3.0 17.528 1 20 3365 3384 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen01g054370.2 3.0 17.528 1 20 3416 3435 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen07g009610.1 3.0 17.528 1 20 3365 3384 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen01g049740.1 3.0 17.528 1 20 3365 3384 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen12g009140.1 3.0 17.528 1 20 4976 4995 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen09g025290.1 3.0 17.528 1 20 3206 3225 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen07g016960.1 3.0 17.528 1 20 3041 3060 UUUUGGAGAAUCCGACACGC GUGUGUUGGGUUAUCUAAAA Clivagem 
spe-miR5303c-2-3p Sopen05g014140.1 3.0 22.725 1 20 1158 1177 UUUUGGAGAAUCCGACACGC GUGUGUCGCACUCUCUAAAA Tradução 
spe-miR5303e-3p Sopen04g001920.1 2.5 23.365 1 24 244 267 UUUUGGAGAAUCUGACACGGGUGC GCACCCGUCUCGGAUUCUUCAAAG Clivagem 
spe-miR5303e-3p Sopen05g033640.1 2.5 20.001 1 24 4791 4814 UUUUGGAGAAUCUGACACGGGUGC GCACUCGUGUCAGAUCCUUCAGAA Tradução 
spe-miR5303e-3p Sopen12g003610.1 1.0 13.684 1 22 584 605 UUUUGGAGAAUCUGACACGGGU AUUCGUGUCAGAUUCUCCAGAA Clivagem 
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spe-miR5303e-3p Sopen09g004210.1 2.5 24.731 1 24 9 32 UUUUGGAGAAUCUGACACGGGUGC GUACCCGUGUUGGAUCCUCCAGAA Tradução 
spe-miR5303e-3p Sopen01g001200.1 2.5 16.463 1 24 1042 1065 UUUUGGAGAAUCUGACACGGGUGC GCAUCUGUGUCAGAUAAUCCAAAA Tradução 
spe-miR5303e-3p Sopen11g010700.1 2.5 23.468 1 22 693 714 UUUUGGAGAAUCUGACACGGGU ACCCGGUUCAGAUUCUUCAAAA Clivagem 
spe-miR5303e-3p Sopen08g028160.1 3.0 24.549 1 23 511 533 UUUUGGAGAAUCUGACACGGGUG CAAUUGUGUCAGAUUCAUCAAAA Clivagem 
spe-miR5303e-3p Sopen03g027630.1 2.5 24.82 1 23 1169 1191 UUUUGGAGAAUCUGACACGGGUG CAACCGAGUCAGAUUCUCUGGAA Clivagem 
spe-miR5303e-3p Sopen02g024920.1 3.0 4.878 1 22 18 39 UUUUGGAGAAUCUGACACGGGU ACCAUUGUUAGAUUCUCCGAAA Clivagem 
spe-miR5303e-3p Sopen02g024930.1 3.0 4.878 1 22 18 39 UUUUGGAGAAUCUGACACGGGU ACCAUUGUUAGAUUCUCCGAAA Clivagem 
spe-miR5303e-3p Sopen02g017740.1 3.0 18.927 1 24 53 76 UUUUGGAGAAUCUGACACGGGUGC GCCGUCGCGUCGGAUUCUCUAAGA Clivagem 
spe-miR5303e-3p Sopen01g049130.1 3.0 15.921 1 22 1465 1486 UUUUGGAGAAUCUGACACGGGU GUUCGUGUCAGUUUGUCCAAAG Tradução 
spe-miR5303e-3p Sopen04g003960.1 3.0 15.214 1 20 972 991 UUUUGGAGAAUCUGACACGG UUGUGUCACAUUCUUCAAAG Clivagem 
spe-miR5303e-3p Sopen10g032130.1 3.0 13.91 1 21 934 954 UUUUGGAGAAUCUGACACGGG UUCAUCUCAGAUUCUCCAAGA Clivagem 
spe-miR5303e-3p Sopen04g024230.1 3.0 7.635 1 22 123 143 UUUUGGAGAAUCUGACACGGGU AUCCAUGUCAGAUU-UCCAAAA Clivagem 
spe-miR5303e-3p Sopen02g011520.1 3.0 23.03 1 20 1868 1887 UUUUGGAGAAUCUGACACGG CCGUUUCGGAUGCUCCAGAA Tradução 
spe-miR5303e-3p Sopen09g024450.1 3.0 22.978 1 20 1727 1746 UUUUGGAGAAUCUGACACGG CCGUUUCGGAUGCUCCAGAA Tradução 
spe-miR5303f-1-5p Sopen12g003610.1 0.5 14.225 1 24 584 607 AUUUUUGGAGAAUCUGACACGGGU AUUCGUGUCAGAUUCUCCAGAAAU Clivagem 
spe-miR5303f-1-5p Sopen04g001920.1 2.5 22.192 1 24 246 269 AUUUUUGGAGAAUCUGACACGGGU ACCCGUCUCGGAUUCUUCAAAGAU Clivagem 
spe-miR5303f-1-5p Sopen09g004210.1 2.5 24.731 1 24 11 34 AUUUUUGGAGAAUCUGACACGGGU ACCCGUGUUGGAUCCUCCAGAAAU Tradução 
spe-miR5303f-1-5p Sopen05g033640.1 2.0 18.815 1 24 4793 4816 AUUUUUGGAGAAUCUGACACGGGU ACUCGUGUCAGAUCCUUCAGAAAU Tradução 
spe-miR5303f-1-5p Sopen01g001200.1 2.0 16.225 1 24 1044 1067 AUUUUUGGAGAAUCUGACACGGGU AUCUGUGUCAGAUAAUCCAAAAAU Tradução 
spe-miR5303f-1-5p Sopen08g028160.1 1.5 22.677 1 24 512 535 AUUUUUGGAGAAUCUGACACGGGU AAUUGUGUCAGAUUCAUCAAAAAU Tradução 
spe-miR5303f-1-5p Sopen02g024930.1 3.0 5.072 1 24 18 41 AUUUUUGGAGAAUCUGACACGGGU ACCAUUGUUAGAUUCUCCGAAAAC Clivagem 
spe-miR5303f-1-5p Sopen02g024920.1 3.0 5.072 1 24 18 41 AUUUUUGGAGAAUCUGACACGGGU ACCAUUGUUAGAUUCUCCGAAAAC Clivagem 
spe-miR5303f-1-5p Sopen06g029330.1 3.0 20.62 1 23 1376 1398 AUUUUUGGAGAAUCUGACACGGG CACGUGUUGGAUUUUCUAGAAGU Clivagem 
spe-miR5303f-1-5p Sopen11g028290.1 3.0 17.378 1 24 495 518 AUUUUUGGAGAAUCUGACACGGGU GCUUGUUAUAGAUUCUUCAAAAAU Clivagem 
spe-miR5303f-1-5p Sopen04g003960.1 3.0 15.208 1 22 972 993 AUUUUUGGAGAAUCUGACACGG UUGUGUCACAUUCUUCAAAGAG Clivagem 
spe-miR5303f-1-5p Sopen10g001930.1 3.0 13.295 1 24 804 827 AUUUUUGGAGAAUCUGACACGGGU ACCAGUGCCUGAGUCUCCAAAAAU Clivagem 
spe-miR5303f-1-5p Sopen03g011900.1 3.0 15.22 1 22 3335 3356 AUUUUUGGAGAAUCUGACACGG UCGAGUUAGAUCCUUCAAAAAU Tradução 
spe-miR5303f-1-5p Sopen01g011000.1 2.5 16.594 1 20 367 386 AUUUUUGGAGAAUCUGACAC GUGUCAGAUUUUGUGAAAAU Clivagem 
spe-miR5303f-1-5p Sopen12g009130.1 3.0 15.266 1 24 388 411 AUUUUUGGAGAAUCUGACACGGGU GCUAGUGUUCCAUUCUCCAAGAAU Clivagem 
spe-miR5303f-1-5p Sopen11g028510.1 3.0 21.345 1 20 62 81 AUUUUUGGAGAAUCUGACAC GUGUCACAUUCUCUAAAAGG Clivagem 
spe-miR5303f-1-5p Sopen08g005740.1 3.0 20.577 1 20 301 320 AUUUUUGGAGAAUCUGACAC GUGUCAGAUUUGUUGAAAAU Tradução 
spe-miR5303f-1-5p Sopen08g022350.2 3.0 19.305 1 21 389 409 AUUUUUGGAGAAUCUGACACG UGGGUCAAAUUUUCCAGAAAU Clivagem 
spe-miR5303f-1-5p Sopen08g022350.1 3.0 19.305 1 21 392 412 AUUUUUGGAGAAUCUGACACG UGGGUCAAAUUUUCCAGAAAU Clivagem 
spe-miR5303f-1-5p Sopen06g022100.1 3.0 18.617 1 24 1140 1163 AUUUUUGGAGAAUCUGACACGGGU ACAAGUGUUAGAUGAUCCAAAGAU Tradução 
spe-miR5303f-2-3p Sopen12g003610.1 0.5 14.225 1 24 584 607 AUUUUUGGAGAAUCUGACACGGGU AUUCGUGUCAGAUUCUCCAGAAAU Clivagem 
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spe-miR5303f-2-3p Sopen04g001920.1 2.5 22.192 1 24 246 269 AUUUUUGGAGAAUCUGACACGGGU ACCCGUCUCGGAUUCUUCAAAGAU Clivagem 
spe-miR5303f-2-3p Sopen09g004210.1 2.5 24.731 1 24 11 34 AUUUUUGGAGAAUCUGACACGGGU ACCCGUGUUGGAUCCUCCAGAAAU Tradução 
spe-miR5303f-2-3p Sopen05g033640.1 2.0 18.815 1 24 4793 4816 AUUUUUGGAGAAUCUGACACGGGU ACUCGUGUCAGAUCCUUCAGAAAU Tradução 
spe-miR5303f-2-3p Sopen01g001200.1 2.0 16.225 1 24 1044 1067 AUUUUUGGAGAAUCUGACACGGGU AUCUGUGUCAGAUAAUCCAAAAAU Tradução 
spe-miR5303f-2-3p Sopen08g028160.1 1.5 22.677 1 24 512 535 AUUUUUGGAGAAUCUGACACGGGU AAUUGUGUCAGAUUCAUCAAAAAU Tradução 
spe-miR5303f-2-3p Sopen02g024930.1 3.0 5.072 1 24 18 41 AUUUUUGGAGAAUCUGACACGGGU ACCAUUGUUAGAUUCUCCGAAAAC Clivagem 
spe-miR5303f-2-3p Sopen02g024920.1 3.0 5.072 1 24 18 41 AUUUUUGGAGAAUCUGACACGGGU ACCAUUGUUAGAUUCUCCGAAAAC Clivagem 
spe-miR5303f-2-3p Sopen06g029330.1 3.0 20.62 1 23 1376 1398 AUUUUUGGAGAAUCUGACACGGG CACGUGUUGGAUUUUCUAGAAGU Clivagem 
spe-miR5303f-2-3p Sopen11g028290.1 3.0 17.378 1 24 495 518 AUUUUUGGAGAAUCUGACACGGGU GCUUGUUAUAGAUUCUUCAAAAAU Clivagem 
spe-miR5303f-2-3p Sopen04g003960.1 3.0 15.208 1 22 972 993 AUUUUUGGAGAAUCUGACACGG UUGUGUCACAUUCUUCAAAGAG Clivagem 
spe-miR5303f-2-3p Sopen10g001930.1 3.0 13.295 1 24 804 827 AUUUUUGGAGAAUCUGACACGGGU ACCAGUGCCUGAGUCUCCAAAAAU Clivagem 
spe-miR5303f-2-3p Sopen03g011900.1 3.0 15.22 1 22 3335 3356 AUUUUUGGAGAAUCUGACACGG UCGAGUUAGAUCCUUCAAAAAU Tradução 
spe-miR5303f-2-3p Sopen01g011000.1 2.5 16.594 1 20 367 386 AUUUUUGGAGAAUCUGACAC GUGUCAGAUUUUGUGAAAAU Clivagem 
spe-miR5303f-2-3p Sopen12g009130.1 3.0 15.266 1 24 388 411 AUUUUUGGAGAAUCUGACACGGGU GCUAGUGUUCCAUUCUCCAAGAAU Clivagem 
spe-miR5303f-2-3p Sopen11g028510.1 3.0 21.345 1 20 62 81 AUUUUUGGAGAAUCUGACAC GUGUCACAUUCUCUAAAAGG Clivagem 
spe-miR5303f-2-3p Sopen08g005740.1 3.0 20.577 1 20 301 320 AUUUUUGGAGAAUCUGACAC GUGUCAGAUUUGUUGAAAAU Tradução 
spe-miR5303f-2-3p Sopen08g022350.2 3.0 19.305 1 21 389 409 AUUUUUGGAGAAUCUGACACG UGGGUCAAAUUUUCCAGAAAU Clivagem 
spe-miR5303f-2-3p Sopen08g022350.1 3.0 19.305 1 21 392 412 AUUUUUGGAGAAUCUGACACG UGGGUCAAAUUUUCCAGAAAU Clivagem 
spe-miR5303f-2-3p Sopen06g022100.1 3.0 18.617 1 24 1140 1163 AUUUUUGGAGAAUCUGACACGGGU ACAAGUGUUAGAUGAUCCAAAGAU Tradução 
spe-miR5303f-3-3p Sopen12g003610.1 0.5 14.225 1 24 584 607 AUUUUUGGAGAAUCUGACACGGGU AUUCGUGUCAGAUUCUCCAGAAAU Clivagem 
spe-miR5303f-3-3p Sopen04g001920.1 2.5 22.192 1 24 246 269 AUUUUUGGAGAAUCUGACACGGGU ACCCGUCUCGGAUUCUUCAAAGAU Clivagem 
spe-miR5303f-3-3p Sopen09g004210.1 2.5 24.731 1 24 11 34 AUUUUUGGAGAAUCUGACACGGGU ACCCGUGUUGGAUCCUCCAGAAAU Tradução 
spe-miR5303f-3-3p Sopen05g033640.1 2.0 18.815 1 24 4793 4816 AUUUUUGGAGAAUCUGACACGGGU ACUCGUGUCAGAUCCUUCAGAAAU Tradução 
spe-miR5303f-3-3p Sopen01g001200.1 2.0 16.225 1 24 1044 1067 AUUUUUGGAGAAUCUGACACGGGU AUCUGUGUCAGAUAAUCCAAAAAU Tradução 
spe-miR5303f-3-3p Sopen08g028160.1 1.5 22.677 1 24 512 535 AUUUUUGGAGAAUCUGACACGGGU AAUUGUGUCAGAUUCAUCAAAAAU Tradução 
spe-miR5303f-3-3p Sopen02g024930.1 3.0 5.072 1 24 18 41 AUUUUUGGAGAAUCUGACACGGGU ACCAUUGUUAGAUUCUCCGAAAAC Clivagem 
spe-miR5303f-3-3p Sopen02g024920.1 3.0 5.072 1 24 18 41 AUUUUUGGAGAAUCUGACACGGGU ACCAUUGUUAGAUUCUCCGAAAAC Clivagem 
spe-miR5303f-3-3p Sopen06g029330.1 3.0 20.62 1 23 1376 1398 AUUUUUGGAGAAUCUGACACGGG CACGUGUUGGAUUUUCUAGAAGU Clivagem 
spe-miR5303f-3-3p Sopen11g028290.1 3.0 17.378 1 24 495 518 AUUUUUGGAGAAUCUGACACGGGU GCUUGUUAUAGAUUCUUCAAAAAU Clivagem 
spe-miR5303f-3-3p Sopen04g003960.1 3.0 15.208 1 22 972 993 AUUUUUGGAGAAUCUGACACGG UUGUGUCACAUUCUUCAAAGAG Clivagem 
spe-miR5303f-3-3p Sopen10g001930.1 3.0 13.295 1 24 804 827 AUUUUUGGAGAAUCUGACACGGGU ACCAGUGCCUGAGUCUCCAAAAAU Clivagem 
spe-miR5303f-3-3p Sopen03g011900.1 3.0 15.22 1 22 3335 3356 AUUUUUGGAGAAUCUGACACGG UCGAGUUAGAUCCUUCAAAAAU Tradução 
spe-miR5303f-3-3p Sopen01g011000.1 2.5 16.594 1 20 367 386 AUUUUUGGAGAAUCUGACAC GUGUCAGAUUUUGUGAAAAU Clivagem 
spe-miR5303f-3-3p Sopen12g009130.1 3.0 15.266 1 24 388 411 AUUUUUGGAGAAUCUGACACGGGU GCUAGUGUUCCAUUCUCCAAGAAU Clivagem 
spe-miR5303f-3-3p Sopen11g028510.1 3.0 21.345 1 20 62 81 AUUUUUGGAGAAUCUGACAC GUGUCACAUUCUCUAAAAGG Clivagem 
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spe-miR5303f-3-3p Sopen08g005740.1 3.0 20.577 1 20 301 320 AUUUUUGGAGAAUCUGACAC GUGUCAGAUUUGUUGAAAAU Tradução 
spe-miR5303f-3-3p Sopen08g022350.2 3.0 19.305 1 21 389 409 AUUUUUGGAGAAUCUGACACG UGGGUCAAAUUUUCCAGAAAU Clivagem 
spe-miR5303f-3-3p Sopen08g022350.1 3.0 19.305 1 21 392 412 AUUUUUGGAGAAUCUGACACG UGGGUCAAAUUUUCCAGAAAU Clivagem 
spe-miR5303f-3-3p Sopen06g022100.1 3.0 18.617 1 24 1140 1163 AUUUUUGGAGAAUCUGACACGGGU ACAAGUGUUAGAUGAUCCAAAGAU Tradução 
spe-miR5303h-5p Sopen12g002770.1 1.0 15.388 1 24 4 27 AACAUUUUUGAAGAGUCUGAGCAA UUGUUCAGAUUCUUCAGAAAUGUU Clivagem 
spe-miR5303h-5p Sopen10g001690.1 1.0 21.355 1 24 52 75 AACAUUUUUGAAGAGUCUGAGCAA UUGCUCAGAGUCUUCAAAAAUGUU Clivagem 
spe-miR5303h-5p Sopen09g025700.2 1.5 20.013 1 24 133 156 AACAUUUUUGAAGAGUCUGAGCAA UUGUUCGGACUCUUCAAAAAUGUC Clivagem 
spe-miR5303h-5p Sopen08g028160.1 1.5 19.936 1 24 483 506 AACAUUUUUGAAGAGUCUGAGCAA UUGUUCAGACUCUUCAAAAAUAUU Clivagem 
spe-miR5303h-5p Sopen09g004210.1 2.0 24.464 1 24 216 239 AACAUUUUUGAAGAGUCUGAGCAA UUGCUCGGACUCUCCAGAAAUGUU Tradução 
spe-miR5303h-5p Sopen07g012560.1 3.0 17.129 1 24 62 85 AACAUUUUUGAAGAGUCUGAGCAA UUGCUCAGACUCUUCAAAAAAAUU Clivagem 
spe-miR5303h-5p Sopen03g005640.1 2.5 22.54 1 24 766 789 AACAUUUUUGAAGAGUCUGAGCAA UUGCUGAGACGUUUCAAAAAUGUU Clivagem 
spe-miR5303h-5p Sopen07g003140.1 2.5 17.56 1 24 126 149 AACAUUUUUGAAGAGUCUGAGCAA UUACUCGGAUUUUUCAAAAAUGUC Clivagem 
spe-miR5303h-5p Sopen10g035920.1 3.0 18.936 1 24 774 797 AACAUUUUUGAAGAGUCUGAGCAA UGGUUCAGAUUUUUUGGAGAUGUU Clivagem 
spe-miR5303h-5p Sopen00g013020.1 2.0 16.134 1 23 486 508 AACAUUUUUGAAGAGUCUGAGCA UAUUAAGGCUCUUCAGAAAUGUU Clivagem 
spe-miR5303h-5p Sopen04g018890.1 3.0 21.67 1 23 1407 1429 AACAUUUUUGAAGAGUCUGAGCA UGAUCCGAUUCUUCAAAAGUGUG Clivagem 
spe-miR5303h-5p Sopen00g010500.1 2.5 14.729 1 23 1263 1285 AACAUUUUUGAAGAGUCUGAGCA UAUUAAGGCUCUUCAUAAAUGUU Clivagem 
spe-miR5303h-5p Sopen00g009380.1 2.5 14.494 1 23 1338 1360 AACAUUUUUGAAGAGUCUGAGCA UAUUAAGGCUCUUCAUAAAUGUU Clivagem 
spe-miR5303h-5p Sopen00g010630.1 2.5 18.343 1 23 1167 1189 AACAUUUUUGAAGAGUCUGAGCA UAUUAAGGCACUUCAAAAAUGUU Clivagem 
spe-miR5303h-5p Sopen00g008350.1 3.0 14.132 1 21 2885 2905 AACAUUUUUGAAGAGUCUGAG UUAAGGCUCUUCAAAAUUGUU Clivagem 
spe-miR5303h-5p Sopen04g034840.2 2.5 9.542 1 21 140 160 AACAUUUUUGAAGAGUCUGAG UUCAUUCUCUUCAGAAAUGUU Clivagem 
spe-miR5303h-5p Sopen04g034840.1 2.5 9.542 1 21 140 160 AACAUUUUUGAAGAGUCUGAG UUCAUUCUCUUCAGAAAUGUU Clivagem 
spe-miR5303h-5p Sopen11g029390.1 3.0 12.602 1 21 906 926 AACAUUUUUGAAGAGUCUGAG UUCAGAAUCUUCAAAGAAGUU Clivagem 
spe-miR5303h-5p Sopen03g016020.1 2.5 17.295 1 21 815 835 AACAUUUUUGAAGAGUCUGAG UUAAGGCACUUCAAAAAUGUU Clivagem 
spe-miR5303h-5p Sopen12g003610.1 3.0 17.397 1 20 591 610 AACAUUUUUGAAGAGUCUGA UCAGAUUCUCCAGAAAUGUG Tradução 
spe-miR5303h-5p Sopen01g041280.1 3.0 10.373 1 20 2393 2412 AACAUUUUUGAAGAGUCUGA UCAGAAUUUUCAAAAAUCUU Clivagem 
spe-miR5303h-5p Sopen02g008790.1 3.0 13.815 1 23 369 391 AACAUUUUUGAAGAGUCUGAGCA UAUUAAGGCUAUUCAAAAGUGUU Clivagem 
spe-miR530-5p Sopen09g032310.1 3.0 18.946 1 21 93 113 UCUGCAUUUGCACCUGCACCU AGGUGCAGGUGUAAAUGCAAG Clivagem 
spe-miR530-5p Sopen12g019330.1 2.5 22.45 1 21 2436 2455 UCUGCAUUUGCACCUGCACCU AGGUGCAG-UGCAAAUGCAGG Clivagem 
spe-miR530-5p Sopen04g004580.1 3.0 17.678 1 20 7 26 UCUGCAUUUGCACCUGCACC UCUGCAGGAGCAAAUGCAGA Clivagem 
spe-miR530-5p Sopen10g024270.1 3.0 21.974 1 21 852 872 UCUGCAUUUGCACCUGCACCU AUGUGCAGGUCCAAGUGCAGG Tradução 
spe-miR530-5p Sopen05g026950.1 3.0 18.064 1 21 600 620 UCUGCAUUUGCACCUGCACCU AUGUGCAGGUCCAAGUGCAGG Tradução 
spe-miR530-5p Sopen04g021240.1 3.0 21.215 1 21 342 362 UCUGCAUUUGCACCUGCACCU AUGUGCAGGUCCAAGUGCAGG Tradução 
spe-miR530-5p Sopen09g003040.1 3.0 18.255 1 21 16 36 UCUGCAUUUGCACCUGCACCU AGGUGUAGGUGUUCAUGCAGA Tradução 
spe-miR530-5p Sopen05g008640.1 3.0 13.501 1 20 1036 1055 UCUGCAUUUGCACCUGCACC GGUGCAGGUUCAAAUGAAGG Tradução 
spe-miR530-5p Sopen05g002150.1 2.5 9.657 1 20 853 872 UCUGCAUUUGCACCUGCACC GGUGAAGAUGCAGAUGCAGA Clivagem 
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spe-miR530-5p Sopen07g027220.1 2.5 18.913 1 20 763 782 UCUGCAUUUGCACCUGCACC GGUGGAGGUGAAGAUGCAGA Tradução 
spe-miR530-5p Sopen05g021080.1 2.5 22.038 1 21 6690 6709 UCUGCAUUUGCACCUGCACCU GGGUGCAG-UGCAAAUGCAGG Clivagem 
spe-miR530-5p Sopen11g017190.1 3.0 19.204 1 21 5103 5123 UCUGCAUUUGCACCUGCACCU GGAUGCAGAUGCAGAUGCGGA Clivagem 
spe-miR530-5p Sopen08g022800.1 3.0 15.898 1 21 3585 3605 UCUGCAUUUGCACCUGCACCU AGGCAAAGGUGCAAAUGCAGA Clivagem 
spe-miR530-5p Sopen01g014540.1 2.5 23.519 1 21 1431 1450 UCUGCAUUUGCACCUGCACCU GGGUGCAG-UGCAAAUGCAGG Clivagem 
spe-miR530-5p Sopen00g004360.1 2.5 22.279 1 21 900 919 UCUGCAUUUGCACCUGCACCU GGGUGCAG-UGCAAAUGCAGG Clivagem 
spe-miR530-5p Sopen01g002260.1 3.0 21.002 1 21 410 430 UCUGCAUUUGCACCUGCACCU AGGUUCAGCAGCAAAUGCAGA Clivagem 
spe-miR530-5p Sopen09g020450.1 3.0 14.24 1 21 208 228 UCUGCAUUUGCACCUGCACCU GGAUGCAAGUACAAAUGCAGA Tradução 
spe-miR530-5p Sopen08g020450.1 3.0 14.565 1 21 208 228 UCUGCAUUUGCACCUGCACCU GGAUGCAAGUACAAAUGCAGA Tradução 
spe-miR530-5p Sopen04g014860.2 3.0 19.887 1 21 2418 2437 UCUGCAUUUGCACCUGCACCU GGGUGCAG-UGCUAAUGCAGA Tradução 
spe-miR530-5p Sopen04g014860.3 3.0 19.887 1 21 2418 2437 UCUGCAUUUGCACCUGCACCU GGGUGCAG-UGCUAAUGCAGA Tradução 
spe-miR530-5p Sopen04g014860.1 3.0 19.887 1 21 2418 2437 UCUGCAUUUGCACCUGCACCU GGGUGCAG-UGCUAAUGCAGA Tradução 
spe-miR530-5p Sopen02g013740.1 3.0 23.17 1 21 1875 1894 UCUGCAUUUGCACCUGCACCU GGGUGCAG-UGCUAAUGCAGA Tradução 
spe-miR530-5p Sopen00g009460.1 3.0 18.724 1 21 2667 2686 UCUGCAUUUGCACCUGCACCU GGGUGCAG-UGCUAAUGCAGA Tradução 
spe-miR6024-3p Sopen09g010980.1 2.0 19.893 1 22 445 466 UUUUAGCAAGAGUUGUUUUCCC GGGAAAACAACUCUUGCCAAGA Clivagem 
spe-miR6024-3p Sopen07g031430.1 1.5 15.864 1 21 1517 1537 UUUUAGCAAGAGUUGUUUUCC GGAAAAUGACUUUUGCUAAAA Clivagem 
spe-miR6024-3p Sopen03g002750.1 2.5 22.018 1 22 2905 2926 UUUUAGCAAGAGUUGUUUUCCC GGGAAGACAACUCUUGCUCAGA Clivagem 
spe-miR6024-3p Sopen03g002750.2 2.5 22.018 1 22 2866 2887 UUUUAGCAAGAGUUGUUUUCCC GGGAAGACAACUCUUGCUCAGA Clivagem 
spe-miR6024-3p Sopen07g028980.1 2.5 23.735 1 22 394 415 UUUUAGCAAGAGUUGUUUUCCC GGGAAGACAACUCUUGCAAAAG Clivagem 
spe-miR6024-3p Sopen10g004090.1 2.0 18.615 1 22 511 532 UUUUAGCAAGAGUUGUUUUCCC GGCAAAACGACUCUUGCUAGAA Clivagem 
spe-miR6024-3p Sopen05g003910.1 2.0 20.199 1 22 541 562 UUUUAGCAAGAGUUGUUUUCCC GGUAAGACAACUCUUGCUAGAA Clivagem 
spe-miR6024-3p Sopen10g022740.1 2.0 23.294 1 22 544 565 UUUUAGCAAGAGUUGUUUUCCC GGUAAGACAACUCUUGCUAGAA Clivagem 
spe-miR6024-3p Sopen05g005560.1 2.0 16.469 1 22 181 202 UUUUAGCAAGAGUUGUUUUCCC GGGAAAACAGCUCUGGCUAGAA Clivagem 
spe-miR6024-3p Sopen04g002380.1 2.5 23.705 1 22 688 709 UUUUAGCAAGAGUUGUUUUCCC GGGAAGACAACUCUAGCUAGAG Clivagem 
spe-miR6024-3p Sopen07g018200.1 2.5 20.958 1 22 1704 1725 UUUUAGCAAGAGUUGUUUUCCC GGGCGAACAACUCUUGCUGAAG Clivagem 
spe-miR6024-3p Sopen05g005580.1 2.5 23.12 1 22 154 175 UUUUAGCAAGAGUUGUUUUCCC GGGAAAACAGCUCUGGCUGGAA Clivagem 
spe-miR6024-3p Sopen01g047200.1 3.0 20.929 1 22 73 94 UUUUAGCAAGAGUUGUUUUCCC GGGAAGACAACUUUUGUCAAAA Clivagem 
spe-miR6024-3p Sopen01g047220.1 3.0 18.534 1 22 73 94 UUUUAGCAAGAGUUGUUUUCCC GGGAAGACAACUUUUGUCAAAA Clivagem 
spe-miR6024-3p Sopen08g008520.1 1.5 21.654 1 20 621 640 UUUUAGCAAGAGUUGUUUUC GAAAACAACUCUUGUUGAGA Clivagem 
spe-miR6024-3p Sopen03g039880.1 2.5 22.169 1 21 1934 1954 UUUUAGCAAGAGUUGUUUUCC GGGAAGCAACUCUUGCUGGGA Clivagem 
spe-miR6024-3p Sopen12g025780.1 3.0 22.337 1 22 1764 1785 UUUUAGCAAGAGUUGUUUUCCC GGGUGAACAAUUCUUGCUGAAG Clivagem 
spe-miR6024-3p Sopen05g001340.1 3.0 19.981 1 22 1663 1684 UUUUAGCAAGAGUUGUUUUCCC GGUAAGACAACUCUUGCUAACA Clivagem 
spe-miR6024-3p Sopen06g021930.1 2.5 22.338 1 22 610 631 UUUUAGCAAGAGUUGUUUUCCC GGAAAAACCACUCUUGCUAGAA Clivagem 
spe-miR6024-3p Sopen01g034260.1 2.5 20.565 1 22 490 511 UUUUAGCAAGAGUUGUUUUCCC GGCAAAACGACUCUCGCUAAAA Clivagem 
spe-miR6024-3p Sopen08g022900.1 2.5 15.518 1 22 478 499 UUUUAGCAAGAGUUGUUUUCCC GGGAAAACAACACUCGCUAGAA Tradução 
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spe-miR6024-3p Sopen09g035210.1 3.0 15.347 1 22 448 469 UUUUAGCAAGAGUUGUUUUCCC GGAAAAACAACUCUUGCCAAGA Clivagem 
spe-miR6024-3p Sopen12g001930.1 3.0 15.228 1 22 556 577 UUUUAGCAAGAGUUGUUUUCCC GGUAAAACAACUCUUGCGAAGA Clivagem 
spe-miR6024-3p Sopen11g027730.1 2.5 19.856 1 22 298 319 UUUUAGCAAGAGUUGUUUUCCC GGUAAAACCACUCUUGCUAAGA Clivagem 
spe-miR6024-3p Sopen10g021980.1 3.0 19.514 1 22 1950 1971 UUUUAGCAAGAGUUGUUUUCCC GGGUGAACAAUUCUUGCUGAAG Clivagem 
spe-miR6024-3p Sopen09g016280.1 2.5 14.678 1 22 496 517 UUUUAGCAAGAGUUGUUUUCCC GGUAAAACAACACUUGCUAAAG Tradução 
spe-miR6024-3p Sopen11g020860.1 2.5 19.752 1 22 541 562 UUUUAGCAAGAGUUGUUUUCCC GGUAAAACAACACUUGCUAAAG Tradução 
spe-miR6024-3p Sopen09g026580.1 3.0 15.605 1 21 122 142 UUUUAGCAAGAGUUGUUUUCC GGAGAACAACUCUUGAUGGAA Clivagem 
spe-miR6024-3p Sopen11g012250.1 3.0 22.798 1 22 7365 7386 UUUUAGCAAGAGUUGUUUUCCC GGGUAAACAAGUCUUGCUGAAG Clivagem 
spe-miR6024-3p Sopen09g019400.1 3.0 14.534 1 22 3432 3453 UUUUAGCAAGAGUUGUUUUCCC GGGUGAACAAGUCUUGCUAAAG Clivagem 
spe-miR6024-3p Sopen05g022860.2 3.0 19.466 1 22 4482 4503 UUUUAGCAAGAGUUGUUUUCCC GGGUGAACAAGUCUUGCUAAAG Clivagem 
spe-miR6024-3p Sopen03g024560.1 3.0 17.332 1 22 4437 4458 UUUUAGCAAGAGUUGUUUUCCC GGGUGAACAAGUCUUGCUAAAG Clivagem 
spe-miR6024-3p Sopen12g018930.1 3.0 22.654 1 22 4329 4350 UUUUAGCAAGAGUUGUUUUCCC GGGUGAACAAGUCUUGCUGAAA Clivagem 
spe-miR6024-3p Sopen11g029660.1 3.0 22.925 1 22 613 634 UUUUAGCAAGAGUUGUUUUCCC GGUAAGACAACACUUGCUAAAG Tradução 
spe-miR6024-3p Sopen01g007280.1 3.0 22.041 1 22 3378 3399 UUUUAGCAAGAGUUGUUUUCCC GGGUGAACAAGUCUUGCUAAAG Clivagem 
spe-miR6024-3p Sopen09g036080.1 3.0 19.336 1 22 1702 1723 UUUUAGCAAGAGUUGUUUUCCC GGGAAAACGACAAUUGCUAGAA Tradução 
spe-miR6024-3p Sopen11g029090.1 3.0 22.432 1 22 637 658 UUUUAGCAAGAGUUGUUUUCCC GGUAAGACAACACUUGCUAAAG Tradução 
spe-miR6024-3p Sopen01g028960.1 3.0 18.474 1 22 853 874 UUUUAGCAAGAGUUGUUUUCCC GGUAAGACAACACUUGCUGAAA Tradução 
spe-miR6024-3p Sopen03g007080.1 3.0 21.473 1 22 3024 3045 UUUUAGCAAGAGUUGUUUUCCC GGGUGAACAAGUCUUGCUAAAG Clivagem 
spe-miR6024-3p Sopen02g010850.1 3.0 24.874 1 22 2181 2202 UUUUAGCAAGAGUUGUUUUCCC GGGUGAACAAGUCUUGCUAAAG Clivagem 
spe-miR6024-3p Sopen11g029100.2 3.0 16.959 1 22 13 34 UUUUAGCAAGAGUUGUUUUCCC GGUAAGACAACACUUGCUAAAG Tradução 
spe-miR6024-3p Sopen10g015850.1 3.0 19.767 1 22 2871 2892 UUUUAGCAAGAGUUGUUUUCCC GGGUGAACAAGUCUUGCUAAAG Clivagem 
spe-miR6024-3p Sopen04g019590.1 3.0 22.214 1 22 2535 2556 UUUUAGCAAGAGUUGUUUUCCC GGGUGAACAAGUCUUGCUAAAG Clivagem 
spe-miR6024-3p Sopen01g022010.1 3.0 19.636 1 22 2883 2904 UUUUAGCAAGAGUUGUUUUCCC GGGUGAACAAGUCUUGCUGAAA Clivagem 
spe-miR6024-3p Sopen04g013920.1 3.0 20.412 1 22 2007 2028 UUUUAGCAAGAGUUGUUUUCCC GGGUAAACAAGUCUUGCUGAAG Clivagem 
spe-miR6024-3p Sopen10g004080.1 3.0 17.7 1 22 565 586 UUUUAGCAAGAGUUGUUUUCCC GGAAAGACAACUUUAGCUAAAA Clivagem 
spe-miR6024-3p Sopen08g015940.1 3.0 19.816 1 22 2190 2211 UUUUAGCAAGAGUUGUUUUCCC GGGUGAACAAGUCUUGCUAAAG Clivagem 
spe-miR6024-3p Sopen11g028680.1 3.0 24.421 1 22 553 574 UUUUAGCAAGAGUUGUUUUCCC GGUAAGACAACACUUGCUAAAG Tradução 
spe-miR6024-3p Sopen04g014990.1 3.0 22.107 1 22 1881 1902 UUUUAGCAAGAGUUGUUUUCCC GGGUGAACAAGUCUUGCUGAAA Clivagem 
spe-miR6024-3p Sopen09g036040.1 3.0 19.463 1 22 1738 1759 UUUUAGCAAGAGUUGUUUUCCC GGGAAAACGACAGUUGCUAGAA Tradução 
spe-miR6024-3p Sopen05g005550.1 3.0 21.018 1 22 151 172 UUUUAGCAAGAGUUGUUUUCCC GGCAAAACAACUUUGGCUAGAA Clivagem 
spe-miR6024-3p Sopen11g024570.1 3.0 23.183 1 22 442 463 UUUUAGCAAGAGUUGUUUUCCC GGUAAGACAACACUUGCUAAAG Tradução 
spe-miR6024-3p Sopen08g003590.1 3.0 20.309 1 22 637 658 UUUUAGCAAGAGUUGUUUUCCC GGUAAGACAACACUUGCUAAAG Tradução 
spe-miR6024-3p Sopen11g025550.1 3.0 20.334 1 22 610 631 UUUUAGCAAGAGUUGUUUUCCC GGUAAGACAACACUUGCUAAAG Tradução 
spe-miR6024-3p Sopen09g028110.1 3.0 16.495 1 22 196 217 UUUUAGCAAGAGUUGUUUUCCC GGGAAAACGACAAUUGCUAGAA Tradução 
spe-miR6024-3p Sopen01g010930.1 3.0 22.162 1 21 1714 1734 UUUUAGCAAGAGUUGUUUUCC GGGGAACAAGUCUUGCUGAAG Clivagem 
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spe-miR6024-5p Sopen08g023150.1 3.0 13.11 1 22 4227 4248 AGAAACAACACUUGCUAAAGGA UCCAUUAGCACGUGGUGUUUCU Clivagem 
spe-miR6024-5p Sopen08g023150.2 3.0 13.11 1 22 3705 3726 AGAAACAACACUUGCUAAAGGA UCCAUUAGCACGUGGUGUUUCU Clivagem 
spe-miR6024-5p Sopen03g006180.1 3.0 19.919 1 21 130 150 AGAAACAACACUUGCUAAAGG CCUUUUGCAGGUGGUGUUUUU Clivagem 
spe-miR6024-5p Sopen07g007280.1 3.0 15.005 1 20 3485 3504 AGAAACAACACUUGCUAAAG CUUUGGCAAGUCUUGUUUUA Tradução 
spe-miR6024-5p Sopen08g004960.1 2.5 23.873 1 22 744 765 AGAAACAACACUUGCUAAAGGA UACUUCACUAAGUGUUGUUUCU Clivagem 
spe-miR6024-5p Sopen11g025280.1 3.0 19.309 1 20 662 681 AGAAACAACACUUGCUAAAG UUGUAGCAAGUGUUGUUGCU Clivagem 
spe-miR6024-5p Sopen10g002650.1 3.0 17.1 1 20 995 1014 AGAAACAACACUUGCUAAAG CUUUGGCAAGUGCUAUUUCU Clivagem 
spe-miR6024-5p Sopen04g036620.3 3.0 17.698 1 20 443 462 AGAAACAACACUUGCUAAAG CUUUAGCUGGUGUUGCUUCU Clivagem 
spe-miR6024-5p Sopen07g030770.1 3.0 18.317 1 19 492 511 AGAAACAA-CACUUGCUAAA CUUAGCAAGUGGUUGUUUCU Tradução 
spe-miR6024-5p Sopen08g030430.1 3.0 20.907 1 22 693 714 AGAAACAACACUUGCUAAAGGA UGCUAUUGCAAGUUUUGUUUCU Tradução 
spe-miR6027-3p Sopen11g027730.1 2.0 14.204 1 22 1036 1057 UGAAUCCUUCGGCUAUCCAUAA UUAUGGAUUGCUGAAGGAUUUA Clivagem 
spe-miR6027-3p Sopen04g003320.1 2.5 20.957 1 22 1828 1849 UGAAUCCUUCGGCUAUCCAUAA UUGUGGAUGGCCGAAGGGUUUG Clivagem 
spe-miR6027-3p Sopen04g003290.1 2.5 20.957 1 22 2413 2434 UGAAUCCUUCGGCUAUCCAUAA UUGUGGAUGGCCGAAGGGUUUG Clivagem 
spe-miR6027-3p Sopen09g036080.1 2.0 16.602 1 22 2419 2440 UGAAUCCUUCGGCUAUCCAUAA UUAUGGAUUGCUGAAGGAUUCG Clivagem 
spe-miR6027-3p Sopen02g006820.1 3.0 14.236 1 22 823 844 UGAAUCCUUCGGCUAUCCAUAA UUAUGGAUGGCUGAGGGGUUCC Clivagem 
spe-miR6027-3p Sopen02g009360.1 3.0 14.348 1 22 1285 1306 UGAAUCCUUCGGCUAUCCAUAA UUAUGGAUGGCUGAGGGGUUCC Clivagem 
spe-miR6027-3p Sopen04g004290.1 3.0 24.193 1 22 657 678 UGAAUCCUUCGGCUAUCCAUAA UUGUGGAUGGCUGAAGGGUUUG Clivagem 
spe-miR6027-3p Sopen05g005440.1 2.0 19.91 1 22 1102 1123 UGAAUCCUUCGGCUAUCCAUAA UUAUGGAUCGCGGAAGGAUUCA Tradução 
spe-miR6027-3p Sopen05g008040.1 3.0 14.001 1 22 4084 4105 UGAAUCCUUCGGCUAUCCAUAA UUGUGGGUAGCUGAAGGGUUUG Clivagem 
spe-miR6027-3p Sopen04g002150.1 3.0 24.887 1 22 1189 1210 UGAAUCCUUCGGCUAUCCAUAA UUAUGGAUCGCUGAAGGUUUCA Clivagem 
spe-miR6027-3p Sopen10g017600.1 2.5 18.057 1 22 1285 1306 UGAAUCCUUCGGCUAUCCAUAA UUGUGGAUUGCGGAAGGAUUCA Tradução 
spe-miR6027-3p Sopen05g007710.1 3.0 22.749 1 22 3226 3247 UGAAUCCUUCGGCUAUCCAUAA UUGUGGAUAGCGGAAGGCUUCA Tradução 
spe-miR6027-3p Sopen01g034940.1 2.5 15.717 1 21 1328 1348 UGAAUCCUUCGGCUAUCCAUA UAUGGAUGGCAGAAGGAUUUG Tradução 
spe-miR6027-3p Sopen08g004640.1 2.5 19.359 1 22 892 913 UGAAUCCUUCGGCUAUCCAUAA UGGUGGAUAGCCGAGGGGUUUG Clivagem 
spe-miR6027-3p Sopen01g036220.1 3.0 23.561 1 22 1291 1312 UGAAUCCUUCGGCUAUCCAUAA UUAUGGAUCGCGGAAGGGUUUA Tradução 
spe-miR6027-3p Sopen09g036030.1 3.0 17.653 1 21 191 211 UGAAUCCUUCGGCUAUCCAUA UAUGGAUUGCGGAAGGAUUUG Tradução 
spe-miR6027-3p Sopen07g026570.1 2.5 15.699 1 22 1339 1360 UGAAUCCUUCGGCUAUCCAUAA UGGUGGAUAGGAGAAGGAUUCA Tradução 
spe-miR6027-3p Sopen11g016660.1 3.0 16.778 1 20 405 424 UGAAUCCUUCGGCUAUCCAU AAGGAUAGUUGAAGGGUUUA Clivagem 
spe-miR6027-3p Sopen01g051090.1 3.0 16.531 1 20 1237 1257 UGAAUCCUUCGGCUA-UCCAU AUGGAAUGGCCGGAGGAUUCA Clivagem 
spe-miR6027-3p Sopen06g022100.1 3.0 13.066 1 20 1928 1947 UGAAUCCUUCGGCUAUCCAU AUGGAAGGUGGAAGGAUUCA Tradução 
spe-miR6027-5p Sopen03g013960.1 2.5 14.202 1 22 1377 1398 AUGGGUAGCACAAGGAUUAAUG UAUUGAUUCUAGUGCUACUCAU Clivagem 
spe-miR6027-5p Sopen03g003010.1 3.0 22.159 1 22 488 509 AUGGGUAGCACAAGGAUUAAUG CAUUAGCCUUUGUGUUGCCCAU Clivagem 
spe-miR6027-5p Sopen10g019830.1 2.5 12.892 1 22 297 318 AUGGGUAGCACAAGGAUUAAUG UAUUGAUUCUAGUGCUACUCAU Clivagem 
spe-miR6027-5p Sopen07g024420.1 3.0 16.368 1 20 437 456 AUGGGUAGCACAAGGAUUAA AUGAUCCUUGUGUUAUUCAU Clivagem 
spe-miR6027-5p Sopen11g021040.1 3.0 15.315 1 22 1200 1221 AUGGGUAGCACAAGGAUUAAUG UGUUGAUACUGGUGCUACUCAU Clivagem 
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spe-miR6027-5p Sopen12g016830.1 3.0 17.472 1 21 1042 1062 AUGGGUAGCACAAGGAUUAAU GUUGAUACUGGUGCUACUCAU Clivagem 
spe-miR6027-5p Sopen08g010470.1 3.0 17.556 1 21 1105 1125 AUGGGUAGCACAAGGAUUAAU GUUGAUACUGGUGCUACUCAU Clivagem 
spe-miR6027-5p Sopen07g004430.1 3.0 15.217 1 20 1445 1464 AUGGGUAGCACAAGGAUUAA UUAAUACUUCUGCUGCCUAU Tradução 
spe-miR6027-5p Sopen08g001980.1 3.0 12.254 1 22 165 186 AUGGGUAGCACAAGGAUUAAUG CCUUAAUCCAUGCCCUACCCAU Tradução 
spe-miR6144-5p Sopen12g016080.1 2.5 12.824 1 21 2783 2803 UGGCAACUUCUUCAUCAUGUU AUUAUGAUGAAGAAGUUGCUG Clivagem 
spe-miR6144-5p Sopen12g025210.1 3.0 22.326 1 21 194 214 UGGCAACUUCUUCAUCAUGUU AACAUGAUGAAGAAGUAGACA Clivagem 
spe-miR6144-5p Sopen10g015210.1 2.5 19.607 1 20 365 384 UGGCAACUUCUUCAUCAUGU CAAUGAUGGAGAAGUUGCCA Clivagem 
spe-miR6144-5p Sopen11g016740.1 2.5 10.991 1 21 29 49 UGGCAACUUCUUCAUCAUGUU GACAUGAUGAAGAGAUUGCUA Clivagem 
spe-miR6144-5p Sopen12g004630.1 2.5 15.043 1 20 2295 2314 UGGCAACUUCUUCAUCAUGU AUAUGGUGAAGAAGCUGCCA Clivagem 
spe-miR6144-5p Sopen04g001510.1 3.0 21.752 1 21 752 772 UGGCAACUUCUUCAUCAUGUU AGCAUGAGGAGGAAGUUGCCC Clivagem 
spe-miR6144-5p Sopen01g035540.1 2.5 15.69 1 21 4075 4095 UGGCAACUUCUUCAUCAUGUU GAUAUGUUGGAGAAGUUGUCA Clivagem 
spe-miR6144-5p Sopen02g003680.1 2.5 22.445 1 21 29 49 UGGCAACUUCUUCAUCAUGUU AACUUGAAGAGGAAGUUGCCA Clivagem 
spe-miR6144-5p Sopen06g022700.1 3.0 14.108 1 20 1263 1282 UGGCAACUUCUUCAUCAUGU CUAUGGUGAGGAAGUUGUCA Clivagem 
spe-miR6144-5p Sopen05g007060.1 2.5 22.813 1 20 183 202 UGGCAACUUCUUCAUCAUGU AGAUGAUGAAGAAGUUUCCA Clivagem 
spe-miR6144-5p Sopen05g007060.2 2.5 22.837 1 20 183 202 UGGCAACUUCUUCAUCAUGU AGAUGAUGAAGAAGUUUCCA Clivagem 
spe-miR6144-5p Sopen07g033530.1 3.0 14.42 1 21 586 606 UGGCAACUUCUUCAUCAUGUU GACCUGAUGAAGAAGUUGUUU Clivagem 
spe-miR6144-5p Sopen12g026510.1 3.0 19.94 1 21 184 204 UGGCAACUUCUUCAUCAUGUU GACUUGAUGAAGAGAUUGCCA Clivagem 
spe-miR6144-5p Sopen03g037090.1 3.0 12.052 1 21 1571 1591 UGGCAACUUCUUCAUCAUGUU AACAAUAUGAGGAAGUUGCUA Clivagem 
spe-miR6144-5p Sopen03g012810.1 3.0 21.23 1 21 29 49 UGGCAACUUCUUCAUCAUGUU GACUUGAUGAAGAGAUUGCCA Clivagem 
spe-miR6144-5p Sopen01g019240.1 3.0 22.286 1 21 29 49 UGGCAACUUCUUCAUCAUGUU GACUUGAUGAAGAGAUUGCCA Clivagem 
spe-miR6144-5p Sopen09g028160.1 3.0 12.582 1 21 89 109 UGGCAACUUCUUCAUCAUGUU AGAAUGGAGAAGAAGUUGCCA Clivagem 
spe-miR6144-5p Sopen06g035240.1 3.0 11.448 1 21 89 109 UGGCAACUUCUUCAUCAUGUU AAAAUGGAGAAGAAGUUGCUA Clivagem 
spe-miR6144-5p Sopen06g003170.1 3.0 14.8 1 21 89 109 UGGCAACUUCUUCAUCAUGUU AGAAUGGAGAAGAAGUUGCCA Clivagem 
spe-miR6144-5p Sopen05g002860.1 3.0 22.77 1 21 968 988 UGGCAACUUCUUCAUCAUGUU GACAUGAGGGAGAAGUUGUUG Clivagem 
spe-miR6144-5p Sopen11g013090.1 3.0 19.808 1 21 29 49 UGGCAACUUCUUCAUCAUGUU GACUUGAUGAAGAGAUUGCCA Clivagem 
spe-miR6144-5p Sopen04g011650.1 3.0 15.94 1 21 29 49 UGGCAACUUCUUCAUCAUGUU GACUUGAUGAAGAGAUUGCCA Clivagem 
spe-miR6144-5p Sopen04g014180.1 3.0 20.664 1 21 29 49 UGGCAACUUCUUCAUCAUGUU GACAUGAAGAAGAGAUUGCCA Clivagem 
spe-miR6144-5p Sopen12g001030.1 2.5 18.037 1 21 469 489 UGGCAACUUCUUCAUCAUGUU GAGGUGAUAAAGAAGUUGCCA Clivagem 
spe-miR6144-5p Sopen09g021340.1 2.5 18.85 1 21 29 49 UGGCAACUUCUUCAUCAUGUU GACUUGAGGAAGAAGUUGCUA Clivagem 
spe-miR6144-5p Sopen05g020270.1 3.0 17.719 1 21 29 49 UGGCAACUUCUUCAUCAUGUU GACUUGAUGAAGAGAUUGCCA Clivagem 
spe-miR6144-5p Sopen07g007910.1 3.0 16.375 1 21 29 49 UGGCAACUUCUUCAUCAUGUU GACUUGAUGAAGAAAUUGCCG Clivagem 
spe-miR6144-5p Sopen11g013180.1 3.0 18.343 1 21 29 49 UGGCAACUUCUUCAUCAUGUU GACUUGAUGAAGAGAUUGCCA Clivagem 
spe-miR6144-5p Sopen10g012790.1 3.0 15.895 1 20 2076 2095 UGGCAACUUCUUCAUCAUGU ACUUGAUGAAGAGAUUGCCA Clivagem 
spe-miR6144-5p Sopen11g029090.1 2.5 11.019 1 20 1772 1791 UGGCAACUUCUUCAUCAUGU ACAAGAUUAAGGAGUUGCCA Clivagem 
spe-miR6144-5p Sopen07g017340.1 3.0 18.515 1 20 341 360 UGGCAACUUCUUCAUCAUGU ACAUGAGGAGGAAAUUGCCA Clivagem 
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spe-miR6144-5p Sopen12g007960.1 3.0 19.106 1 20 114 133 UGGCAACUUCUUCAUCAUGU GUGUGAUGUGGAAGUUGCCA Clivagem 
spe-miR6144-5p Sopen05g015100.1 3.0 24.525 1 21 29 49 UGGCAACUUCUUCAUCAUGUU GACUUGAGGAGGAAGUUGCUA Clivagem 
spe-miR6144-5p Sopen03g012930.1 3.0 21.681 1 21 29 49 UGGCAACUUCUUCAUCAUGUU GACUUGAGGAGGAAGUUGCUA Clivagem 
spe-miR6144-5p Sopen09g012740.1 3.0 18.155 1 21 1280 1300 UGGCAACUUCUUCAUCAUGUU GACCAGAUGAAGAAGUUGCUG Clivagem 
spe-miR6144-5p Sopen04g028870.1 2.5 9.956 1 21 2538 2557 UGGCAACUUCUUCAUCAUGUU GACA-GAUGAAGAAGUUGCUA Clivagem 
spe-miR6144-5p Sopen02g001940.1 3.0 24.813 1 21 29 49 UGGCAACUUCUUCAUCAUGUU GACUUGAAGAGGAAGUUGCUA Clivagem 
spe-miR6144-5p Sopen10g017730.1 3.0 23.737 1 21 13 33 UGGCAACUUCUUCAUCAUGUU GACUUGAGGAGGAAGUUGCUA Clivagem 
spe-miR6144-5p Sopen02g038660.1 3.0 11.928 1 21 1885 1905 UGGCAACUUCUUCAUCAUGUU GAAAUUGUGAAGAAGUUGUCA Clivagem 
spe-miR6144-5p Sopen09g017300.1 3.0 23.201 1 21 29 49 UGGCAACUUCUUCAUCAUGUU GACUUGAGGAGGAAGUUGCUA Clivagem 
spe-miR6144-5p Sopen07g015060.1 3.0 23.098 1 21 29 49 UGGCAACUUCUUCAUCAUGUU GACUUGAGGAGGAAGUUGCUA Clivagem 
spe-miR6144-5p Sopen02g001250.1 3.0 22.022 1 21 11 31 UGGCAACUUCUUCAUCAUGUU GACUUGAGGAGGAAGUUGCUA Clivagem 
spe-miR6144-5p Sopen09g020480.1 3.0 21.246 1 21 29 49 UGGCAACUUCUUCAUCAUGUU GACUUGAGGAGGAAGUUGCUA Clivagem 
spe-miR6144-5p Sopen01g032490.1 3.0 18.762 1 21 61 81 UGGCAACUUCUUCAUCAUGUU GACAAGAAGAAGAGGUUGUCA Clivagem 
spe-miR6144-5p Sopen06g005710.1 3.0 23.755 1 21 29 49 UGGCAACUUCUUCAUCAUGUU GACUUGAGGAGGAAGUUGCUA Clivagem 
spe-miR6144-5p Sopen05g012970.1 3.0 19.642 1 21 29 49 UGGCAACUUCUUCAUCAUGUU GACUUGAGGAAGAAGUUGUUA Clivagem 
spe-miR6144-5p Sopen03g012980.1 3.0 23.602 1 21 29 49 UGGCAACUUCUUCAUCAUGUU GACUUGAGGAGGAAGUUGCUA Clivagem 
spe-miR6144-5p Sopen06g007310.1 3.0 21.036 1 21 29 49 UGGCAACUUCUUCAUCAUGUU GACUUGAGGAGGAAGUUGCUA Clivagem 
spe-miR6144-5p Sopen01g019190.1 3.0 20.735 1 21 29 49 UGGCAACUUCUUCAUCAUGUU GACUUGAAGAGGAAGUUGCUA Clivagem 
spe-miR6144-5p Sopen06g005700.1 3.0 15.507 1 21 56 76 UGGCAACUUCUUCAUCAUGUU GACAUGAAGAGAAAGUUGCUA Tradução 
spe-miR6144-5p Sopen09g011610.1 3.0 24.874 1 21 29 49 UGGCAACUUCUUCAUCAUGUU GACUUGAGGAGGAAGUUGCUA Clivagem 
spe-miR6144-5p Sopen09g016380.1 3.0 23.273 1 21 29 49 UGGCAACUUCUUCAUCAUGUU GACUUGAGGAGGAAGUUGCUA Clivagem 
spe-miR6144-5p Sopen04g016950.1 3.0 24.237 1 21 476 496 UGGCAACUUCUUCAUCAUGUU GACUUGAGGAGGAAGUUGCUA Clivagem 
spe-miR6144-5p Sopen05g023680.1 3.0 22.086 1 21 29 49 UGGCAACUUCUUCAUCAUGUU GACUUGAGGAGGAAGUUGCUA Clivagem 
spe-miR6440b-5p Sopen05g019530.1 2.5 16.629 1 20 668 687 GAGUUUGAUCAAUUUCGAGU CCUUGAAAUUGGUUAAACUC Clivagem 
spe-miR6440b-5p Sopen02g032330.1 2.5 15.422 1 21 1373 1393 GAGUUUGAUCAAUUUCGAGUU GAGUUGAAAUUGAUCAAGUUC Clivagem 
spe-miR6440b-5p Sopen11g023890.1 3.0 12.895 1 21 3116 3136 GAGUUUGAUCAAUUUCGAGUU GAAUUGAAAUUGAUCAAGCUA Clivagem 
spe-miR6440b-5p Sopen11g023890.2 3.0 12.895 1 21 3116 3136 GAGUUUGAUCAAUUUCGAGUU GAAUUGAAAUUGAUCAAGCUA Clivagem 
spe-miR6440b-5p Sopen06g034360.1 3.0 18.648 1 20 492 511 GAGUUUGAUCAAUUUCGAGU AUUUGAAGUUGAUCCAACUC Clivagem 
spe-miR6440b-5p Sopen10g033130.1 3.0 15.889 1 21 650 670 GAGUUUGAUCAAUUUCGAGUU AACUCGGACUUGUUCAAGCUC Tradução 
spe-miR6440b-5p Sopen10g030380.1 3.0 17.802 1 21 799 819 GAGUUUGAUCAAUUUCGAGUU GACGUGGAAUUGGUCAAACUU Clivagem 
spe-miR6440b-5p Sopen09g002530.1 3.0 10.726 1 21 334 354 GAGUUUGAUCAAUUUCGAGUU AAAUCGGAACUGAUCAAAUUC Clivagem 
spe-miR6440b-5p Sopen05g014850.1 3.0 18.68 1 21 25 45 GAGUUUGAUCAAUUUCGAGUU GACUUGGAAUUAGUCAAACUU Tradução 
spe-miR6440b-5p Sopen11g021920.1 3.0 15.789 1 20 2043 2062 GAGUUUGAUCAAUUUCGAGU UCUCGAAAUUGAACAAGUUC Clivagem 
spe-miR6440b-5p Sopen03g012620.1 3.0 18.857 1 20 443 462 GAGUUUGAUCAAUUUCGAGU CCUUGAAAUUCAUUAAACUC Tradução 
spe-miR6440b-5p Sopen03g020560.1 3.0 17.311 1 20 497 516 GAGUUUGAUCAAUUUCGAGU CCUUGAAAUUCAUUAAACUC Tradução 
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spe-miR6440b-5p Sopen11g006170.1 2.5 12.977 1 20 883 902 GAGUUUGAUCAAUUUCGAGU ACUGGAAAUAGAUCAAACUU Tradução 
spe-miR6440b-5p Sopen09g028050.2 2.5 12.977 1 20 883 902 GAGUUUGAUCAAUUUCGAGU ACUGGAAAUAGAUCAAACUU Tradução 
spe-miR6440b-5p Sopen09g028050.1 2.5 12.977 1 20 883 902 GAGUUUGAUCAAUUUCGAGU ACUGGAAAUAGAUCAAACUU Tradução 
spe-miR6440b-5p Sopen03g011500.1 3.0 19.121 1 20 579 598 GAGUUUGAUCAAUUUCGAGU GUUUGAACUUGAUCAAAUUC Clivagem 
spe-miR6440b-5p Sopen01g020020.1 3.0 13.633 1 21 4256 4276 GAGUUUGAUCAAUUUCGAGUU GACUCAAAAUUGAACAAGUUC Clivagem 
spe-miR6440b-5p Sopen01g020020.2 3.0 13.633 1 21 3626 3646 GAGUUUGAUCAAUUUCGAGUU GACUCAAAAUUGAACAAGUUC Clivagem 
spe-miR6440b-5p Sopen05g033350.1 3.0 8.927 1 21 567 587 GAGUUUGAUCAAUUUCGAGUU ACCACGAAAUUUAUCAAACUC Tradução 
spe-miR6440b-5p Sopen09g016290.1 3.0 17.816 1 21 1664 1684 GAGUUUGAUCAAUUUCGAGUU AACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen04g016330.1 3.0 17.785 1 20 153 172 GAGUUUGAUCAAUUUCGAGU ACUUGAAAUCUAUCAAGCUC Tradução 
spe-miR6440b-5p Sopen11g007530.1 3.0 19.345 1 20 1032 1051 GAGUUUGAUCAAUUUCGAGU ACUCGCAAGUGAUCAGAUUC Clivagem 
spe-miR6440b-5p Sopen01g050540.1 3.0 10.324 1 20 759 778 GAGUUUGAUCAAUUUCGAGU ACUUGAAUCUGAUCAAGCUC Clivagem 
spe-miR6440b-5p Sopen12g017390.1 3.0 17.393 1 21 3263 3283 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen10g004600.1 3.0 18.497 1 21 2873 2893 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen05g028230.1 3.0 18.911 1 21 3512 3532 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen03g018850.1 3.0 19.14 1 21 3200 3220 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen08g019160.1 3.0 18.484 1 21 2522 2542 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen06g021660.1 3.0 18.497 1 21 1670 1690 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen05g028840.1 3.0 18.826 1 21 2576 2596 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen01g022910.1 3.0 18.579 1 21 2228 2248 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen11g021000.1 3.0 18.497 1 21 2261 2281 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen09g008710.1 3.0 20.788 1 21 1448 1468 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen10g005290.1 3.0 18.939 1 21 2219 2239 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen07g028550.1 3.0 19.276 1 21 3518 3538 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen11g023520.1 3.0 19.276 1 21 3518 3538 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen07g026830.1 3.0 19.276 1 21 3518 3538 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen09g007200.1 3.0 16.891 1 21 2141 2161 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen12g020400.1 3.0 18.579 1 21 1871 1891 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen03g029110.1 3.0 19.276 1 21 2966 2986 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen08g018520.1 3.0 15.423 1 21 1517 1537 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAACAAACUC Tradução 
spe-miR6440b-5p Sopen06g017710.1 3.0 19.183 1 21 1463 1483 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen10g011970.1 3.0 13.945 1 21 1985 2005 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAACAAACUC Tradução 
spe-miR6440b-5p Sopen11g023550.2 3.0 18.497 1 21 1670 1690 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen10g024000.1 3.0 11.739 1 21 1466 1486 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAACAAACUC Tradução 
spe-miR6440b-5p Sopen05g025160.1 3.0 18.356 1 21 926 946 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen01g015950.1 3.0 7.924 1 21 1577 1597 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAACAAACUC Tradução 
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spe-miR6440b-5p Sopen01g021600.1 3.0 16.776 1 21 2312 2332 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen11g023550.1 3.0 18.497 1 21 1331 1351 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen12g020770.1 3.0 17.074 1 21 1448 1468 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen04g029560.1 3.0 16.351 1 21 623 643 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen05g026920.1 3.0 20.896 1 21 1607 1627 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAACAAACUC Tradução 
spe-miR6440b-5p Sopen09g019330.1 3.0 18.588 1 21 395 415 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen05g008810.1 3.0 16.203 1 21 647 667 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen03g008070.1 3.0 15.372 1 21 1301 1321 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAACAAACUC Tradução 
spe-miR6440b-5p Sopen00g008030.1 3.0 16.21 1 21 29 49 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen03g021090.1 3.0 18.497 1 21 647 667 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen00g010870.1 3.0 18.494 1 21 134 154 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAGCAAACUC Tradução 
spe-miR6440b-5p Sopen10g020750.2 3.0 17.0 1 21 53 73 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAACAAACUC Tradução 
spe-miR6440b-5p Sopen10g007130.1 3.0 16.641 1 21 53 73 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAACAAACUC Tradução 
spe-miR6440b-5p Sopen03g008070.2 3.0 15.372 1 21 422 442 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAACAAACUC Tradução 
spe-miR6440b-5p Sopen01g005680.1 3.0 6.988 1 21 35 55 GAGUUUGAUCAAUUUCGAGUU GACUCCAAAUUAAACAAACUC Tradução 
spe-miR6478-5p Sopen05g017220.1 3.0 15.715 1 21 122 142 CCGACCUUAGCUCAGUUGGUA UGACAACUGAGUUAGGGUUGG Clivagem 
spe-miR6478-5p Sopen03g008330.1 3.0 15.982 1 21 629 649 CCGACCUUAGCUCAGUUGGUA UGCGAACUGAGCUUAGGUUGG Clivagem 
spe-miR7696c-3p Sopen05g033780.1 3.0 12.159 1 20 1007 1026 UUUUGAAUUAUGAGUACUUG CAAGUAUUCAUAGUUUGGAG Clivagem 
spe-miR7696c-3p Sopen05g033780.3 3.0 12.159 1 20 1007 1026 UUUUGAAUUAUGAGUACUUG CAAGUAUUCAUAGUUUGGAG Clivagem 
spe-miR7696c-3p Sopen05g033780.2 3.0 12.159 1 20 1007 1026 UUUUGAAUUAUGAGUACUUG CAAGUAUUCAUAGUUUGGAG Clivagem 
spe-miR7696c-3p Sopen05g010470.1 2.5 16.149 1 20 1331 1350 UUUUGAAUUAUGAGUACUUG CCAGUACUCGUGAUUCAAGA Clivagem 
spe-miR7696c-3p Sopen10g028650.1 3.0 10.275 1 21 104 124 UUUUGAAUUAUGAGUACUUGA UCAAGUACUCAAGUUUCAAGA Tradução 
spe-miR7696c-3p Sopen11g028070.1 3.0 10.15 1 20 272 291 UUUUGAAUUAUGAGUACUUG CUAGUACUUGUGAUUCAAGA Clivagem 
spe-miR7696c-3p Sopen12g032830.1 3.0 9.417 1 20 1645 1664 UUUUGAAUUAUGAGUACUUG CAAAUACUCAUAAUUCAUGA Clivagem 
spe-miR7696c-3p Sopen03g009490.1 3.0 19.539 1 20 2363 2382 UUUUGAAUUAUGAGUACUUG CAGGUGCUCUUAAUUCAGGA Tradução 
spe-miR7696c-3p Sopen11g001480.1 3.0 6.505 1 20 40 59 UUUUGAAUUAUGAGUACUUG CAAUUAAUUGUAAUUCAAAA Clivagem 
spe-miR7696c-3p Sopen02g022290.2 3.0 20.241 1 20 695 714 UUUUGAAUUAUGAGUACUUG UAAGUACUACUAAUUCAAAG Tradução 
spe-miR7696c-3p Sopen02g022290.1 3.0 20.241 1 20 698 717 UUUUGAAUUAUGAGUACUUG UAAGUACUACUAAUUCAAAG Tradução 
spe-miR7696c-3p Sopen04g022100.1 3.0 9.615 1 20 437 456 UUUUGAAUUAUGAGUACUUG UAACUACUUAUUAUUCAAAA Tradução 
spe-miR7696c-3p Sopen10g022900.1 3.0 23.615 1 20 71 90 UUUUGAAUUAUGAGUACUUG CCAGUGCUCAUACUUCAGAA Clivagem 
spe-miR7696c-3p Sopen10g025530.1 3.0 15.867 1 20 455 474 UUUUGAAUUAUGAGUACUUG UAACUACUUAUUAUUCAAAA Tradução 
spe-miR7696c-3p Sopen05g030290.1 3.0 15.867 1 20 440 459 UUUUGAAUUAUGAGUACUUG UAACUACUUAUUAUUCAAAA Tradução 
spe-miR7696c-3p Sopen12g001410.1 3.0 16.212 1 20 443 462 UUUUGAAUUAUGAGUACUUG UAACUACUUAUUAUUCAAAA Tradução 
spe-miR7980b-1-5p Sopen01g039780.1 2.5 13.569 1 24 2221 2245 GAGAUGGAAUCAGUGU-UUGGACAU AUUUUCAAUACACUGAUUUCAUCUC Clivagem 
spe-miR7980b-1-5p Sopen07g023160.1 2.5 15.553 1 21 597 617 GAGAUGGAAUCAGUGUUUGGA UGCAGAUGCUGAUUCCAUCUC Clivagem 
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spe-miR7980b-1-5p Sopen05g022670.1 2.5 16.038 1 21 9 29 GAGAUGGAAUCAGUGUUUGGA UUCAAGCAGUGAUUCCAUUUC Clivagem 
spe-miR7980b-1-5p Sopen11g024970.1 3.0 19.259 1 21 1854 1874 GAGAUGGAAUCAGUGUUUGGA UCCAGACACGGAUUCUGUCUU Clivagem 
spe-miR7980b-1-5p Sopen01g040280.1 3.0 15.58 1 21 196 216 GAGAUGGAAUCAGUGUUUGGA UCCGAACAUCGGUUCCAUUUC Clivagem 
spe-miR7980b-1-5p Sopen09g005560.1 2.5 16.09 1 20 3798 3817 GAGAUGGAAUCAGUGUUUGG UCAAGAACUGAUUUCAUCUC Clivagem 
spe-miR7980b-1-5p Sopen09g005560.2 2.5 16.09 1 20 3771 3790 GAGAUGGAAUCAGUGUUUGG UCAAGAACUGAUUUCAUCUC Clivagem 
spe-miR7980b-1-5p Sopen05g005910.1 2.5 21.82 1 20 1084 1103 GAGAUGGAAUCAGUGUUUGG CCAAAUUCUGAUUCCGUCUU Clivagem 
spe-miR7980b-1-5p Sopen01g028370.1 3.0 9.745 1 20 103 122 GAGAUGGAAUCAGUGUUUGG GCAAUUACUGAUUUCAUCUC Clivagem 
spe-miR7980b-1-5p Sopen10g030460.1 3.0 15.591 1 20 1402 1421 GAGAUGGAAUCAGUGUUUGG UCAAAAAGUGAUUCUAUCUC Clivagem 
spe-miR7980b-1-5p Sopen11g015610.1 3.0 9.809 1 20 496 515 GAGAUGGAAUCAGUGUUUGG CCAAAUACAAAUUCCAUUUC Tradução 
spe-miR7980b-2-5p Sopen01g039780.1 2.5 13.569 1 24 2221 2245 GAGAUGGAAUCAGUGU-UUGGACAU AUUUUCAAUACACUGAUUUCAUCUC Clivagem 
spe-miR7980b-2-5p Sopen07g023160.1 2.5 15.553 1 21 597 617 GAGAUGGAAUCAGUGUUUGGA UGCAGAUGCUGAUUCCAUCUC Clivagem 
spe-miR7980b-2-5p Sopen05g022670.1 2.5 16.038 1 21 9 29 GAGAUGGAAUCAGUGUUUGGA UUCAAGCAGUGAUUCCAUUUC Clivagem 
spe-miR7980b-2-5p Sopen11g024970.1 3.0 19.259 1 21 1854 1874 GAGAUGGAAUCAGUGUUUGGA UCCAGACACGGAUUCUGUCUU Clivagem 
spe-miR7980b-2-5p Sopen01g040280.1 3.0 15.58 1 21 196 216 GAGAUGGAAUCAGUGUUUGGA UCCGAACAUCGGUUCCAUUUC Clivagem 
spe-miR7980b-2-5p Sopen09g005560.1 2.5 16.09 1 20 3798 3817 GAGAUGGAAUCAGUGUUUGG UCAAGAACUGAUUUCAUCUC Clivagem 
spe-miR7980b-2-5p Sopen09g005560.2 2.5 16.09 1 20 3771 3790 GAGAUGGAAUCAGUGUUUGG UCAAGAACUGAUUUCAUCUC Clivagem 
spe-miR7980b-2-5p Sopen05g005910.1 2.5 21.82 1 20 1084 1103 GAGAUGGAAUCAGUGUUUGG CCAAAUUCUGAUUCCGUCUU Clivagem 
spe-miR7980b-2-5p Sopen01g028370.1 3.0 9.745 1 20 103 122 GAGAUGGAAUCAGUGUUUGG GCAAUUACUGAUUUCAUCUC Clivagem 
spe-miR7980b-2-5p Sopen10g030460.1 3.0 15.591 1 20 1402 1421 GAGAUGGAAUCAGUGUUUGG UCAAAAAGUGAUUCUAUCUC Clivagem 
spe-miR7980b-2-5p Sopen11g015610.1 3.0 9.809 1 20 496 515 GAGAUGGAAUCAGUGUUUGG CCAAAUACAAAUUCCAUUUC Tradução 
spe-miR7980b-3-3p Sopen10g031150.1 1.5 24.592 1 22 438 459 GUCCAAACACUGAUUCCAUCUC GAGAUGGAAUCAGUGUAUGGAC Clivagem 
spe-miR7980b-3-3p Sopen12g004980.1 3.0 20.913 1 22 695 716 GUCCAAACACUGAUUCCAUCUC GGCAUGGAAUCGGUGUUUGGGA Clivagem 
spe-miR7980b-3-3p Sopen05g027340.1 2.5 22.074 1 20 1464 1483 GUCCAAACACUGAUUCCAUC GAUGGAAUCGUUGUUUGGGU Tradução 
spe-miR7980b-3-3p Sopen03g007890.1 3.0 12.717 1 20 1407 1426 GUCCAAACACUGAUUCCAUC GAUGGAGUCACUCUUUGGAU Tradução 
spe-miR7980b-4-3p Sopen10g031150.1 1.5 24.592 1 22 438 459 GUCCAAACACUGAUUCCAUCUC GAGAUGGAAUCAGUGUAUGGAC Clivagem 
spe-miR7980b-4-3p Sopen12g004980.1 3.0 20.913 1 22 695 716 GUCCAAACACUGAUUCCAUCUC GGCAUGGAAUCGGUGUUUGGGA Clivagem 
spe-miR7980b-4-3p Sopen05g027340.1 2.5 22.074 1 20 1464 1483 GUCCAAACACUGAUUCCAUC GAUGGAAUCGUUGUUUGGGU Tradução 
spe-miR7980b-4-3p Sopen03g007890.1 3.0 12.717 1 20 1407 1426 GUCCAAACACUGAUUCCAUC GAUGGAGUCACUCUUUGGAU Tradução 
spe-miR7980b-5-5p Sopen10g031150.1 1.5 24.592 1 24 436 459 GUCCAAACACUGAUUCCAUCUCAG CGGAGAUGGAAUCAGUGUAUGGAC Clivagem 
spe-miR7980b-5-5p Sopen12g004980.1 3.0 20.913 1 22 695 716 GUCCAAACACUGAUUCCAUCUC GGCAUGGAAUCGGUGUUUGGGA Clivagem 
spe-miR7980b-5-5p Sopen05g027340.1 2.5 22.074 1 20 1464 1483 GUCCAAACACUGAUUCCAUC GAUGGAAUCGUUGUUUGGGU Tradução 
spe-miR7980b-5-5p Sopen03g007890.1 3.0 12.717 1 20 1407 1426 GUCCAAACACUGAUUCCAUC GAUGGAGUCACUCUUUGGAU Tradução 
spe-miR7980b-6-3p Sopen01g039780.1 2.5 13.569 1 24 2221 2245 GAGAUGGAAUCAGUGU-UUGGACAU AUUUUCAAUACACUGAUUUCAUCUC Clivagem 
spe-miR7980b-6-3p Sopen07g023160.1 2.5 15.553 1 21 597 617 GAGAUGGAAUCAGUGUUUGGA UGCAGAUGCUGAUUCCAUCUC Clivagem 
spe-miR7980b-6-3p Sopen05g022670.1 2.5 16.038 1 21 9 29 GAGAUGGAAUCAGUGUUUGGA UUCAAGCAGUGAUUCCAUUUC Clivagem 
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spe-miR7980b-6-3p Sopen11g024970.1 3.0 19.259 1 21 1854 1874 GAGAUGGAAUCAGUGUUUGGA UCCAGACACGGAUUCUGUCUU Clivagem 
spe-miR7980b-6-3p Sopen01g040280.1 3.0 15.58 1 21 196 216 GAGAUGGAAUCAGUGUUUGGA UCCGAACAUCGGUUCCAUUUC Clivagem 
spe-miR7980b-6-3p Sopen09g005560.1 2.5 16.09 1 20 3798 3817 GAGAUGGAAUCAGUGUUUGG UCAAGAACUGAUUUCAUCUC Clivagem 
spe-miR7980b-6-3p Sopen09g005560.2 2.5 16.09 1 20 3771 3790 GAGAUGGAAUCAGUGUUUGG UCAAGAACUGAUUUCAUCUC Clivagem 
spe-miR7980b-6-3p Sopen05g005910.1 2.5 21.82 1 20 1084 1103 GAGAUGGAAUCAGUGUUUGG CCAAAUUCUGAUUCCGUCUU Clivagem 
spe-miR7980b-6-3p Sopen01g028370.1 3.0 9.745 1 20 103 122 GAGAUGGAAUCAGUGUUUGG GCAAUUACUGAUUUCAUCUC Clivagem 
spe-miR7980b-6-3p Sopen10g030460.1 3.0 15.591 1 20 1402 1421 GAGAUGGAAUCAGUGUUUGG UCAAAAAGUGAUUCUAUCUC Clivagem 
spe-miR7980b-6-3p Sopen11g015610.1 3.0 9.809 1 20 496 515 GAGAUGGAAUCAGUGUUUGG CCAAAUACAAAUUCCAUUUC Tradução 
spe-miR7981-3p Sopen05g007160.1 3.0 14.905 1 21 410 430 AUAGGACUUUAGUUUAGUUAA UUAACAAAGCUGAAGUUCUGU Clivagem 
spe-miR7981-5p Sopen07g011890.1 3.0 14.951 1 24 812 834 CUUAACUAAACUAAGGUCCUAUUA UGAUAGGACCUUA-UUUAGUUAAC Tradução 
spe-miR7981-5p Sopen07g025370.1 3.0 19.307 1 20 632 651 CUUAACUAAACUAAGGUCCU AGGAUCUUAGUUUGUUUGAG Clivagem 
spe-miR7981-5p Sopen03g037860.1 3.0 13.574 1 20 2696 2715 CUUAACUAAACUAAGGUCCU AGGACAUUGGUUUAGUUGAU Clivagem 
spe-miR7983-1-3p Sopen01g006360.1 0.0 13.938 1 24 2539 2562 ACUAAUGCCGGUAAAGACUUUAAC GCUAAAGUCUUUACCGGCAUUAGU Clivagem 
spe-miR7983-1-5p Sopen09g011810.1 3.0 18.925 1 23 1874 1896 UAAAGCCUUUAGCGACAUUGGUU AAGCAAUGUCGUCACAGGCUUUG Tradução 
spe-miR7983-1-5p Sopen10g009310.1 3.0 18.657 1 21 56 76 UAAAGCCUUUAGCGACAUUGG UCAGUGUCGGUAAAGGAUUUA Clivagem 
spe-miR7983-1-5p Sopen03g017620.1 3.0 16.512 1 21 733 753 UAAAGCCUUUAGCGACAUUGG CCAAUUUCUCUGAAGGUUUUA Clivagem 
spe-miR7983-2-3p Sopen01g006360.1 0.0 13.938 1 24 2539 2562 ACUAAUGCCGGUAAAGACUUUAAC GCUAAAGUCUUUACCGGCAUUAGU Clivagem 
spe-miR7983-2-5p Sopen09g011810.1 3.0 18.925 1 23 1874 1896 UAAAGCCUUUAGCGACAUUGGUU AAGCAAUGUCGUCACAGGCUUUG Tradução 
spe-miR7983-2-5p Sopen10g009310.1 3.0 18.657 1 21 56 76 UAAAGCCUUUAGCGACAUUGG UCAGUGUCGGUAAAGGAUUUA Clivagem 
spe-miR7983-2-5p Sopen03g017620.1 3.0 16.512 1 21 733 753 UAAAGCCUUUAGCGACAUUGG CCAAUUUCUCUGAAGGUUUUA Clivagem 
spe-miR7983-3-3p Sopen01g006360.1 0.0 13.938 1 24 2539 2562 ACUAAUGCCGGUAAAGACUUUAAC GCUAAAGUCUUUACCGGCAUUAGU Clivagem 
spe-miR7983-3-5p Sopen00g008820.1 2.5 18.585 1 24 377 400 UAAAGCCUUUAGCGAAAUUGGUUG CGGUUGAUUUAGCUAGAGGCUUUA Clivagem 
spe-miR7983-3-5p Sopen03g017620.1 2.0 16.512 1 21 733 753 UAAAGCCUUUAGCGAAAUUGG CCAAUUUCUCUGAAGGUUUUA Clivagem 
spe-miR7983-3-5p Sopen01g026370.1 3.0 20.862 1 21 1302 1322 UAAAGCCUUUAGCGAAAUUGG CCAACUUCGGAAAAGGCUUUA Tradução 
spe-miR7983-4-3p Sopen01g006360.1 1.0 13.938 1 24 2539 2562 ACUAAUGCCGAUAAAGACUUUAAC GCUAAAGUCUUUACCGGCAUUAGU Tradução 
spe-miR7983-4-5p Sopen05g003800.1 2.5 11.164 1 21 68 88 UAAAGUCUUUAGCGACAUUGG UCAAUGCUGCUAAAGAUUUUG Clivagem 
spe-miR7983-4-5p Sopen09g034420.1 3.0 10.331 1 24 2207 2230 UAAAGUCUUUAGCGACAUUGGUUC GUAUCAAUGUCGCUGUUGAUUUUA Tradução 
spe-miR7983-4-5p Sopen08g027810.1 3.0 15.249 1 20 960 979 UAAAGUCUUUAGCGACAUUG UAGUGUUGCUAGGGAUUUUA Clivagem 
spe-miR7983-5-3p Sopen01g006360.1 1.0 13.938 1 24 2539 2562 ACUAAUGCCGAUAAAGACUUUAAC GCUAAAGUCUUUACCGGCAUUAGU Tradução 
spe-miR7983-5-5p Sopen05g003800.1 2.5 11.164 1 21 68 88 UAAAGUCUUUAGCGACAUUGG UCAAUGCUGCUAAAGAUUUUG Clivagem 
spe-miR7983-5-5p Sopen09g034420.1 3.0 10.331 1 24 2207 2230 UAAAGUCUUUAGCGACAUUGGUUC GUAUCAAUGUCGCUGUUGAUUUUA Tradução 
spe-miR7983-5-5p Sopen08g027810.1 3.0 15.249 1 20 960 979 UAAAGUCUUUAGCGACAUUG UAGUGUUGCUAGGGAUUUUA Clivagem 
spe-miR7983-6-3p Sopen01g006360.1 0.0 13.938 1 24 2539 2562 ACUAAUGCCGGUAAAGACUUUAGU GCUAAAGUCUUUACCGGCAUUAGU Clivagem 
spe-miR7983-6-5p Sopen05g003800.1 2.5 11.164 1 21 68 88 UAAAGUCUUUAGCGACAUUGG UCAAUGCUGCUAAAGAUUUUG Clivagem 
spe-miR7983-6-5p Sopen09g034420.1 3.0 10.331 1 24 2207 2230 UAAAGUCUUUAGCGACAUUGGUUC GUAUCAAUGUCGCUGUUGAUUUUA Tradução 
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spe-miR7983-6-5p Sopen08g027810.1 3.0 15.249 1 20 960 979 UAAAGUCUUUAGCGACAUUG UAGUGUUGCUAGGGAUUUUA Clivagem 
spe-miR7983-7-3p Sopen01g006360.1 0.0 13.938 1 24 2539 2562 ACUAAUGCCGGUAAAGACUUUAAC GCUAAAGUCUUUACCGGCAUUAGU Clivagem 
spe-miR7983-7-5p Sopen09g011810.1 3.0 18.925 1 23 1874 1896 UAAAGCCUUUAGCGACAUUGGUU AAGCAAUGUCGUCACAGGCUUUG Tradução 
spe-miR7983-7-5p Sopen10g009310.1 3.0 18.657 1 21 56 76 UAAAGCCUUUAGCGACAUUGG UCAGUGUCGGUAAAGGAUUUA Clivagem 
spe-miR7983-7-5p Sopen03g017620.1 3.0 16.512 1 21 733 753 UAAAGCCUUUAGCGACAUUGG CCAAUUUCUCUGAAGGUUUUA Clivagem 
spe-miR7984-3p Sopen08g026080.1 3.0 18.339 1 24 11122 11145 CAAUUUCGGUCAAAGUUCAGAUAU AUAUCUGAACUAAGACUGAAGUUG Clivagem 
spe-miR7984-3p Sopen01g019530.1 3.0 20.359 1 21 2136 2156 CAAUUUCGGUCAAAGUUCAGA UCUCAGCGUUGACCGAAGUUG Clivagem 
spe-miR7984-3p Sopen12g018600.1 3.0 20.973 1 24 31 55 CAAUUUCGGUCAAAGU-UCAGAUAU AUGCUUGAUACUUUGAACGAAAUUG Tradução 
spe-miR7984-3p Sopen12g012420.1 2.5 20.35 1 20 5013 5032 CAAUUUCGGUCAAAGUUCAG CAGAACUUUUACUGAAAUUG Tradução 
spe-miR7984-5p Sopen01g013390.1 2.5 21.709 1 22 494 515 AUCCCAAACUUUGGAAAUGACU AUUCGUCUCCAAAGUUUGGGAA Clivagem 
spe-miR7984-5p Sopen12g015830.1 2.5 16.029 1 20 344 363 AUCCCAAACUUUGGAAAUGA UCGUUUCUAGAAUUUGGGAU Tradução 
spe-miR7984-5p Sopen12g013250.1 3.0 18.859 1 20 722 741 AUCCCAAACUUUGGAAAUGA CCAUUUCUAGAAUUUGGGAU Tradução 
spe-miR7984-5p Sopen04g012680.1 3.0 15.442 1 20 76 95 AUCCCAAACUUUGGAAAUGA UCACUUCCAAGGUUUGAGAU Clivagem 
spe-miR7984-5p Sopen01g017900.1 2.5 17.42 1 20 1305 1324 AUCCCAAACUUUGGAAAUGA UCAGCUCCAAGGUUUGGGAU Clivagem 
spe-miR7984b-3p Sopen02g025270.1 3.0 19.582 1 23 649 671 GGUCUUUCAUAAAAUUUGGUAUU GAUACCAAAUUUUAUGAGAUAUU Clivagem 
spe-miR7984b-3p Sopen01g037160.1 3.0 18.725 1 23 769 791 GGUCUUUCAUAAAAUUUGGUAUU GGUGCUAAAUUUUAUGGAAUACC Clivagem 
spe-miR7984b-3p Sopen10g006240.1 2.5 19.418 1 24 620 643 GGUCUUUCAUAAAAUUUGGUAUUG UGAAACUACAUUUUGUGGAAGACC Clivagem 
spe-miR7984b-3p Sopen01g020830.1 3.0 17.921 1 24 939 962 GGUCUUUCAUAAAAUUUGGUAUUG CCAUACCAAACUAUAUGAGAGACU Clivagem 
spe-miR7984b-3p Sopen08g013730.1 2.5 22.686 1 22 1448 1468 GGUCUUUCAUAAAAUUUGGUAU AUACCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen01g022620.1 3.0 21.465 1 24 1419 1442 GGUCUUUCAUAAAAUUUGGUAUUG CCGUACCAAACUGUAUGAGAGACU Clivagem 
spe-miR7984b-3p Sopen11g023390.1 3.0 17.531 1 24 2604 2627 GGUCUUUCAUAAAAUUUGGUAUUG CAGGACCAAACUGUAUGAGAGACU Clivagem 
spe-miR7984b-3p Sopen12g019410.2 3.0 15.742 1 22 743 763 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen09g010110.1 3.0 14.904 1 22 350 370 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen09g019880.1 3.0 19.372 1 22 680 700 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen12g019410.1 3.0 16.033 1 22 743 763 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen09g015470.1 3.0 20.108 1 22 893 913 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen08g013600.1 3.0 12.919 1 22 1529 1549 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen09g008880.1 3.0 14.022 1 22 947 967 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen08g014250.1 3.0 12.915 1 22 1361 1381 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen01g019400.1 3.0 15.246 1 22 1823 1843 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen10g014070.1 3.0 16.355 1 22 1625 1645 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen05g025630.2 3.0 20.217 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen03g018340.1 3.0 14.332 1 22 1427 1447 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen11g015070.1 3.0 11.92 1 22 1202 1222 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen11g014060.1 3.0 15.089 1 22 1664 1684 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
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spe-miR7984b-3p Sopen05g022320.1 3.0 15.736 1 22 1535 1555 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen11g011840.1 3.0 13.553 1 22 1745 1765 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen07g015470.1 3.0 19.268 1 22 1706 1726 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen10g026340.1 3.0 12.609 1 22 1463 1483 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen01g025620.1 3.0 15.22 1 22 1562 1582 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen09g013540.1 3.0 20.276 1 22 1553 1573 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen10g017180.1 3.0 14.92 1 22 1703 1723 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen07g007940.1 3.0 20.276 1 22 1703 1723 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen05g014230.1 3.0 17.564 1 22 860 880 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen10g014610.1 3.0 17.511 1 22 1655 1675 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen07g016260.1 3.0 19.718 1 22 1808 1828 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen04g009730.1 3.0 20.276 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen11g021790.1 3.0 20.276 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen07g010730.1 3.0 20.276 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen00g004260.1 3.0 20.276 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen06g011090.1 3.0 20.276 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen02g002300.1 3.0 16.744 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen01g014130.1 3.0 18.264 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen01g021100.1 3.0 19.577 1 22 2069 2089 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen02g009480.1 3.0 13.765 1 22 197 217 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAGUUU-AUGAAAGACC Tradução 
spe-miR7984b-3p Sopen06g017730.1 3.0 13.956 1 22 1664 1684 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen01g019820.1 3.0 18.72 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen05g017370.1 3.0 17.165 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen02g004540.1 3.0 14.972 1 22 518 538 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen07g012200.1 3.0 19.655 1 22 1754 1774 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen06g011890.1 3.0 20.276 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen11g015230.1 3.0 18.918 1 22 1736 1756 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen08g018360.1 3.0 20.276 1 22 2090 2110 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen08g014840.1 3.0 22.442 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen03g011640.1 3.0 18.631 1 22 995 1015 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen04g015010.1 3.0 19.817 1 22 1733 1753 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen08g005980.1 3.0 20.276 1 22 2483 2503 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen12g015450.1 3.0 18.936 1 22 1700 1720 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen09g014290.1 3.0 17.007 1 22 1145 1165 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen10g025400.1 3.0 13.627 1 22 878 898 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
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spe-miR7984b-3p Sopen10g014060.1 3.0 19.818 1 22 2300 2320 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen02g007210.1 3.0 20.276 1 22 2324 2344 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen10g016000.1 3.0 13.336 1 22 2366 2386 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen05g013380.1 3.0 15.897 1 22 1616 1636 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen01g025870.1 3.0 15.171 1 22 1421 1441 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen10g019140.1 3.0 20.276 1 22 1748 1768 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen04g008950.1 3.0 18.128 1 22 2618 2638 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen09g011420.1 3.0 20.276 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen02g008240.1 3.0 17.631 1 22 1748 1768 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen06g008510.1 3.0 18.762 1 22 1841 1861 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen00g007400.1 3.0 17.991 1 22 857 877 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen01g027670.1 3.0 20.178 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen11g018620.1 3.0 20.276 1 22 1610 1630 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen05g013720.1 3.0 20.276 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen03g026400.1 3.0 12.033 1 22 1415 1435 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen07g007720.1 3.0 11.775 1 22 1460 1480 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen12g026710.1 3.0 19.829 1 22 2126 2146 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen07g007830.1 3.0 17.019 1 22 2057 2077 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen04g010810.1 3.0 18.762 1 22 1682 1702 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen08g014790.1 3.0 15.167 1 22 2123 2143 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen04g014540.1 3.0 15.508 1 22 1478 1498 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen03g017830.1 3.0 17.748 1 22 1313 1333 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen05g031640.1 3.0 15.585 1 22 2825 2845 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen01g022230.1 3.0 20.276 1 22 722 742 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen04g014130.2 3.0 18.57 1 22 884 904 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen10g009470.1 3.0 14.169 1 22 1895 1915 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen09g012500.1 3.0 18.147 1 22 1526 1546 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen08g008760.1 3.0 13.184 1 22 1307 1327 GGUCUUUCAUAAAAUUUGGUAU AUACCAAGUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen04g014500.1 3.0 15.635 1 22 1112 1132 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen04g022410.1 3.0 20.276 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen12g014940.1 3.0 12.326 1 22 1520 1540 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAGUUU-AUGAAAGACC Tradução 
spe-miR7984b-3p Sopen12g035000.1 3.0 20.276 1 22 2972 2992 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen07g011450.1 3.0 14.315 1 22 1280 1300 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen03g012500.1 3.0 16.829 1 22 1658 1678 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen01g019940.1 3.0 20.276 1 22 989 1009 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
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spe-miR7984b-3p Sopen03g017750.1 3.0 22.073 1 22 1424 1444 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen09g009950.1 3.0 14.79 1 22 2309 2329 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen03g017960.1 3.0 17.797 1 22 1475 1495 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen12g024620.1 3.0 20.276 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen05g018430.1 3.0 18.865 1 22 821 841 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen06g016390.1 3.0 19.866 1 22 1559 1579 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen08g007960.1 3.0 16.777 1 22 2693 2713 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen05g024880.1 3.0 12.193 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen04g020480.1 3.0 16.25 1 22 1754 1774 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen10g009760.1 3.0 19.549 1 22 3584 3604 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen05g023570.1 3.0 15.095 1 22 1670 1690 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen07g014400.1 3.0 19.829 1 22 1478 1498 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen04g018840.1 3.0 19.083 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen11g011760.1 3.0 20.276 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen05g019600.1 3.0 20.276 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen05g023150.1 3.0 17.391 1 22 1505 1525 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen05g010150.1 3.0 20.562 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen03g014150.1 3.0 18.99 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen12g019480.2 3.0 15.503 1 22 1571 1591 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen08g006630.1 3.0 20.276 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen08g006250.1 3.0 20.219 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen05g019040.1 3.0 12.183 1 22 1547 1567 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen10g007000.1 3.0 18.424 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen07g016480.1 3.0 18.408 1 22 1820 1840 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen02g005270.1 3.0 20.412 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen11g024020.1 3.0 19.496 1 22 1718 1738 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen07g020670.2 3.0 18.866 1 22 1604 1624 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen05g021220.1 3.0 20.219 1 22 1748 1768 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen03g013780.1 3.0 20.276 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen07g019300.1 3.0 17.877 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen12g017330.1 3.0 19.504 1 22 2126 2146 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen07g015790.1 3.0 16.297 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen10g021120.1 3.0 15.722 1 22 3848 3868 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen11g017830.1 3.0 15.334 1 22 1775 1795 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen03g026570.1 3.0 21.191 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
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spe-miR7984b-3p Sopen05g022050.1 3.0 20.276 1 22 2057 2077 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen01g020380.1 3.0 20.276 1 22 3494 3514 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen07g020580.1 3.0 18.762 1 22 2261 2281 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen07g008190.1 3.0 13.03 1 22 3284 3304 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen06g013880.1 3.0 18.762 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen12g015050.1 3.0 21.412 1 22 2105 2125 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen10g011350.1 3.0 16.54 1 22 4151 4171 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen12g014690.1 3.0 11.389 1 22 2348 2368 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen07g010500.1 3.0 19.372 1 22 1883 1903 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen07g008300.1 3.0 22.121 1 22 2057 2077 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen10g008810.2 3.0 19.01 1 22 2240 2260 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen08g014240.1 3.0 17.264 1 22 2483 2503 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen01g016030.1 3.0 18.984 1 22 2717 2737 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen01g011260.1 3.0 9.915 1 22 2270 2290 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen07g007660.1 3.0 20.829 1 22 2711 2731 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen03g011200.1 3.0 14.1 1 22 644 664 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen02g008800.1 3.0 20.276 1 22 4205 4225 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen05g013340.1 3.0 15.886 1 22 1715 1735 GGUCUUUCAUAAAAUUUGGUAU AUACCAAGUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen05g025630.1 3.0 20.217 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen07g011170.1 3.0 21.191 1 22 1844 1864 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen02g009000.1 3.0 16.691 1 22 3293 3313 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen04g016530.1 3.0 20.219 1 22 1754 1774 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen01g017350.1 3.0 13.268 1 22 1994 2014 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen01g017350.1 3.0 16.882 1 22 4871 4891 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen03g020670.1 3.0 12.517 1 22 4211 4231 GGUCUUUCAUAAAAUUUGGUAU AUACCAAGUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen12g027450.1 3.0 15.417 1 22 4403 4423 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen07g016520.1 3.0 12.669 1 22 707 727 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen07g016520.1 3.0 17.956 1 22 4448 4468 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen07g019170.1 3.0 13.815 1 22 1547 1567 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen05g024920.1 3.0 20.276 1 22 4208 4228 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen12g018790.1 3.0 20.276 1 22 5630 5650 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen07g007670.1 3.0 19.71 1 22 3386 3406 GGUCUUUCAUAAAAUUUGGUAU AUGCCAA-UUUUAUGAAAGAUC Clivagem 
spe-miR7984b-3p Sopen03g014300.1 3.0 20.219 1 22 4481 4501 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen03g014140.1 3.0 19.422 1 22 5273 5293 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen01g020980.1 3.0 18.03 1 22 1433 1453 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
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spe-miR7984b-3p Sopen01g020980.1 3.0 20.276 1 22 4127 4147 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen01g020980.1 3.0 12.949 1 22 6656 6676 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen00g001450.1 3.0 19.714 1 22 4304 4324 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen04g010440.1 3.0 17.34 1 22 4538 4558 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen02g003000.1 3.0 20.276 1 22 2102 2122 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen02g009520.1 3.0 15.654 1 22 1181 1201 GGUCUUUCAUAAAAUUUGGUAU AUACCAAGUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen06g013300.1 3.0 17.356 1 22 7547 7567 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen08g012200.1 3.0 20.276 1 22 3965 3985 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen06g014290.1 3.0 16.858 1 22 5858 5878 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAGUUU-AUGAAAGACC Tradução 
spe-miR7984b-3p Sopen05g020090.1 3.0 18.958 1 22 4565 4585 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen08g010640.1 3.0 14.783 1 22 5846 5866 GGUCUUUCAUAAAAUUUGGUAU AUACCAAGUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen07g010080.1 3.0 20.276 1 22 638 658 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen07g010080.1 3.0 18.053 1 22 7661 7681 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-3p Sopen12g016220.1 3.0 21.068 1 22 7907 7927 GGUCUUUCAUAAAAUUUGGUAU AUGCCAAAUUU-AUGAAAGAUC Tradução 
spe-miR7984b-5p Sopen11g022870.1 3.0 11.547 1 20 7 26 AUAUCAAACUUUGGAAAUGA CGUUUUCCAAAGUUUGAUAU Clivagem 
spe-miR7984b-5p Sopen08g006300.1 2.5 18.313 1 23 546 569 AUAUCAAACUUU-GGAAAUGACCU GGAUCGUUUCCCAAAGUUUGAUAU Clivagem 
spe-miR7984b-5p Sopen06g012970.1 2.5 15.848 1 23 3 26 AUAUCAAACUUU-GGAAAUGACCU GGAUCGUUUCCCAAAGUUUGAUAU Clivagem 
spe-miR7984b-5p Sopen10g023000.1 2.5 17.314 1 23 1143 1166 AUAUCAAACUUU-GGAAAUGACCU GGAUCGUUUCCCAAAGUUUGAUAU Clivagem 
spe-miR7984b-5p Sopen06g022890.1 2.0 18.481 1 20 94 113 AUAUCAAACUUUGGAAAUGA UCAUUUCAUAAGUUUGAUAU Clivagem 
spe-miR7984b-5p Sopen07g017980.1 3.0 14.884 1 23 3 26 AUAUCAAACUUU-GGAAAUGACCU GGAUCGUUUCCCGAAGUUUGAUAU Clivagem 
spe-miR7984b-5p Sopen04g012680.1 3.0 15.442 1 24 72 95 AUAUCAAACUUUGGAAAUGACCUU AACUUCACUUCCAAGGUUUGAGAU Clivagem 
spe-miR7984b-5p Sopen06g014230.1 3.0 12.571 1 21 1275 1295 AUAUCAAACUUUGGAAAUGAC GUGGUUUCCCAAGUUUGAUGU Clivagem 
spe-miR7984b-5p Sopen07g030620.1 3.0 10.239 1 23 928 950 AUAUCAAACUUUGGAAAUGACCU AGUUCAGUCCCCAAGUUUGAUAU Clivagem 
spe-miR7984b-5p Sopen07g029350.1 3.0 13.667 1 20 184 203 AUAUCAAACUUUGGAAAUGA UUAUUUGGAAGGUUUGAUAU Clivagem 
spe-miR7984b-5p Sopen08g026550.1 3.0 19.463 1 20 154 173 AUAUCAAACUUUGGAAAUGA UCACUUCAAAGGUUUGGUAU Clivagem 
spe-miR7984c-3p Sopen05g002430.1 2.0 11.783 1 22 865 886 CCUUCAUAAAGUUUGGUAUCGU AUGACACCAAAUUUUGUGAAGG Clivagem 
spe-miR7984c-3p Sopen01g006260.1 3.0 23.33 1 22 566 587 CCUUCAUAAAGUUUGGUAUCGU AGGGUACCGGGGUUUAUGAAGG Tradução 
spe-miR7984c-3p Sopen09g005350.1 3.0 21.015 1 21 1391 1412 CCUUCAUAAAG-UUUGGUAUCG UGGUACCAAAACUUUGUGAAGG Clivagem 
spe-miR7984c-3p Sopen10g032250.1 2.5 14.336 1 20 1374 1393 CCUUCAUAAAGUUUGGUAUC GAUACGAGACUUGAUGAAGG Clivagem 
spe-miR7984c-3p Sopen04g032190.1 3.0 18.474 1 23 1342 1364 CCUUCAUAAAGUUUGGUAUCGUA UCUGAAAUGAAACUUUAUGGAGG Clivagem 
spe-miR7984c-3p Sopen08g024770.1 3.0 16.767 1 21 329 349 CCUUCAUAAAGUUUGGUAUCG UGAUUGUAAACUUUGUGAAGG Clivagem 
spe-miR7984c-3p Sopen07g003460.1 3.0 13.013 1 23 1698 1721 CCUUCAU-AAAGUUUGGUAUCGUA UAUCAAACCAAACUUUUAUGAAGG Clivagem 
spe-miR7984c-3p Sopen04g007980.1 3.0 10.983 1 20 382 401 CCUUCAUAAAGUUUGGUAUC GUUACCAAAGUUUAUGAAGA Tradução 
spe-miR7987-5p Sopen12g028680.2 3.0 13.833 1 21 1860 1880 ACACUAGUUGAUCUUAUUGAU AUCAAUAAGAUCAACUCCUGU Clivagem 
spe-miR7987-5p Sopen12g028680.1 3.0 13.833 1 21 1722 1742 ACACUAGUUGAUCUUAUUGAU AUCAAUAAGAUCAACUCCUGU Clivagem 
 393 
 
spe-miR7987-5p Sopen10g004960.2 3.0 23.974 1 20 2962 2981 ACACUAGUUGAUCUUAUUGA UCAAGAAGAUCAGUUAGUGG Clivagem 
spe-miR7987-5p Sopen01g032380.2 3.0 23.974 1 20 2962 2981 ACACUAGUUGAUCUUAUUGA UCAAGAAGAUCAGUUAGUGG Clivagem 
spe-miR7987-5p Sopen07g025180.1 3.0 21.31 1 20 2908 2927 ACACUAGUUGAUCUUAUUGA UCAAGAAGAUCAGUUAGUGG Clivagem 
spe-miR7987-5p Sopen05g005590.1 3.0 21.349 1 20 2572 2591 ACACUAGUUGAUCUUAUUGA UCAAGAAGAUCAGUUAGUGG Clivagem 
spe-miR7987-5p Sopen05g009390.1 3.0 21.31 1 20 2527 2546 ACACUAGUUGAUCUUAUUGA UCAAGAAGAUCAGUUAGUGG Clivagem 
spe-miR7987-5p Sopen01g032380.1 3.0 21.655 1 20 2607 2626 ACACUAGUUGAUCUUAUUGA UCAAGAAGAUCAGUUAGUGG Clivagem 
spe-miR7987-5p Sopen10g004960.3 3.0 23.974 1 20 1603 1622 ACACUAGUUGAUCUUAUUGA UCAAGAAGAUCAGUUAGUGG Clivagem 
spe-miR7987-5p Sopen12g022070.1 3.0 23.974 1 20 1183 1202 ACACUAGUUGAUCUUAUUGA UCAAGAAGAUCAGUUAGUGG Clivagem 
spe-miR7987-5p Sopen00g014010.1 3.0 19.285 1 20 1239 1258 ACACUAGUUGAUCUUAUUGA UCAAGAAGAUCAGUUAGUGG Clivagem 
spe-miR7987-5p Sopen01g010260.1 3.0 20.416 1 23 4101 4123 ACACUAGUUGAUCUUAUUGAUGA UUUUGAAGAAGGUCAAUUAGUGU Clivagem 
spe-miR7987-5p Sopen06g028710.1 3.0 17.78 1 20 1924 1943 ACACUAGUUGAUCUUAUUGA UCAGUUAGGUCAAUUGGUGU Clivagem 
spe-miR7987-5p Sopen12g027530.1 3.0 22.951 1 23 1632 1654 ACACUAGUUGAUCUUAUUGAUGA UUUUGAAGAGGGUCAACUAGUGU Clivagem 
spe-miR7987-5p Sopen04g012440.1 3.0 14.998 1 20 655 674 ACACUAGUUGAUCUUAUUGA UCUAUAAGAAUAACUGGUGU Tradução 
spe-miR7990a-1-3p Sopen01g015170.1 3.0 14.674 1 24 243 266 UUCAAAUGAUCGUAACUUUGGCCU AGAUCAAGGUUCUGAUUGUUUGAA Clivagem 
spe-miR7990a-1-3p Sopen01g034990.1 3.0 18.805 1 24 1509 1532 UUCAAAUGAUCGUAACUUUGGCCU AGAUCAAGGUUCUGAUUGUUUGAA Clivagem 
spe-miR7990a-1-3p Sopen03g022250.1 3.0 18.805 1 24 1509 1532 UUCAAAUGAUCGUAACUUUGGCCU AGAUCAAGGUUCUGAUUGUUUGAA Clivagem 
spe-miR7990a-1-3p Sopen04g029940.1 3.0 18.805 1 24 1509 1532 UUCAAAUGAUCGUAACUUUGGCCU AGAUCAAGGUUCUGAUUGUUUGAA Clivagem 
spe-miR7990a-1-3p Sopen09g029870.1 3.0 18.805 1 24 1509 1532 UUCAAAUGAUCGUAACUUUGGCCU AGAUCAAGGUUCUGAUUGUUUGAA Clivagem 
spe-miR7990a-1-3p Sopen12g008340.1 3.0 18.805 1 24 1509 1532 UUCAAAUGAUCGUAACUUUGGCCU AGAUCAAGGUUCUGAUUGUUUGAA Clivagem 
spe-miR7990a-1-3p Sopen01g009560.1 3.0 18.358 1 24 2169 2192 UUCAAAUGAUCGUAACUUUGGCCU AGAUCAAGGUUCUGAUUGUUUGAA Clivagem 
spe-miR7990a-1-3p Sopen03g023000.1 3.0 20.429 1 23 208 230 UUCAAAUGAUCGUAACUUUGGCC GACCGAUGUUAUGAUAAUUUGAA Clivagem 
spe-miR7990a-2-3p Sopen01g015170.1 3.0 14.674 1 24 243 266 UUCAAAUGAUCGUAACUUUGGCCU AGAUCAAGGUUCUGAUUGUUUGAA Clivagem 
spe-miR7990a-2-3p Sopen01g034990.1 3.0 18.805 1 24 1509 1532 UUCAAAUGAUCGUAACUUUGGCCU AGAUCAAGGUUCUGAUUGUUUGAA Clivagem 
spe-miR7990a-2-3p Sopen03g022250.1 3.0 18.805 1 24 1509 1532 UUCAAAUGAUCGUAACUUUGGCCU AGAUCAAGGUUCUGAUUGUUUGAA Clivagem 
spe-miR7990a-2-3p Sopen04g029940.1 3.0 18.805 1 24 1509 1532 UUCAAAUGAUCGUAACUUUGGCCU AGAUCAAGGUUCUGAUUGUUUGAA Clivagem 
spe-miR7990a-2-3p Sopen09g029870.1 3.0 18.805 1 24 1509 1532 UUCAAAUGAUCGUAACUUUGGCCU AGAUCAAGGUUCUGAUUGUUUGAA Clivagem 
spe-miR7990a-2-3p Sopen12g008340.1 3.0 18.805 1 24 1509 1532 UUCAAAUGAUCGUAACUUUGGCCU AGAUCAAGGUUCUGAUUGUUUGAA Clivagem 
spe-miR7990a-2-3p Sopen01g009560.1 3.0 18.358 1 24 2169 2192 UUCAAAUGAUCGUAACUUUGGCCU AGAUCAAGGUUCUGAUUGUUUGAA Clivagem 
spe-miR7990a-2-3p Sopen03g023000.1 3.0 20.429 1 23 208 230 UUCAAAUGAUCGUAACUUUGGCC GACCGAUGUUAUGAUAAUUUGAA Clivagem 
spe-miR7992-3p Sopen03g010670.1 1.0 20.351 1 20 5065 5084 UGUCUAGAUGUGCACUCCAA AUGGAGUGCACAUCUAGACA Clivagem 
spe-miR7992-3p Sopen11g023600.1 3.0 21.498 1 20 555 574 UGUCUAGAUGUGCACUCCAA UUGGGGUGCAUGUCUAGAAA Clivagem 
spe-miR7992-3p Sopen04g025510.1 2.5 19.821 1 23 592 614 UGUCUAGAUGUGCACUCCAAAGU GCAUUUGGGUGCUCAUCUAGACA Tradução 
spe-miR7992-3p Sopen07g012580.1 3.0 20.508 1 20 1356 1375 UGUCUAGAUGUGCACUCCAA UUGGGGUGCAUGUCUAGAAA Clivagem 
spe-miR7992-3p Sopen05g034210.1 2.5 21.073 1 22 596 617 UGUCUAGAUGUGCACUCCAAAG CAUUUGGGUGCUCAUCUAGACA Tradução 
spe-miR7992-3p Sopen00g010680.1 3.0 22.643 1 20 344 363 UGUCUAGAUGUGCACUCCAA UUGGACUGCACGGCUGGACA Clivagem 
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spe-miR7993a-3p Sopen03g017710.1 2.5 16.701 1 20 467 486 AUAUUUUAUGUGGUUAACUU AAGUUGACCACAUGAAAUUU Clivagem 
spe-miR7993a-3p Sopen11g002790.1 3.0 12.642 1 24 2854 2877 AUAUUUUAUGUGGUUAACUUAAAU ACUGAAGCUGACCACAUUAAAUAU Clivagem 
spe-miR7993a-3p Sopen06g004010.1 3.0 19.673 1 20 619 638 AUAUUUUAUGUGGUUAACUU AAGUCAGCCACAAAAAGUAU Clivagem 
spe-miR7993b-1-5p Sopen04g007980.1 3.0 14.288 1 23 2207 2229 UUAAGUUAACCACAUACAGUAUG CAUACUCUAUGCGGUUAACUUGG Clivagem 
spe-miR7993b-1-5p Sopen01g049550.1 2.5 16.705 1 24 419 442 UUAAGUUAACCACAUACAGUAUGU GUGAAUUGUAUGUGGCUAAUUUAG Tradução 
spe-miR7993b-1-5p Sopen01g049550.2 2.5 16.705 1 24 419 442 UUAAGUUAACCACAUACAGUAUGU GUGAAUUGUAUGUGGCUAAUUUAG Tradução 
spe-miR7993b-1-5p Sopen02g034050.1 3.0 14.456 1 20 12022 12040 UUAAGUUAACCACAUACAGU ACUGUAUGUGGUUG-CUUAA Clivagem 
spe-miR7993b-2-5p Sopen04g005540.1 2.5 15.443 1 24 2923 2946 AUAUUUUAUGUGGUUAACGUAAUU GGUAACGUAGACGACAUAAAAUAU Clivagem 
spe-miR7993b-2-5p Sopen10g034550.1 3.0 13.63 1 20 203 222 AUAUUUUAUGUGGUUAACGU UUGUUAAUCAUGUAAAAUAU Clivagem 
spe-miR7997a-1-5p Sopen04g001920.1 1.5 10.329 1 21 310 330 AUGCUGCUCGGACUCUUCAAA UUUGAAGAGUCCGAGCAACAU Clivagem 
spe-miR7997a-1-5p Sopen03g005640.1 1.5 24.714 1 21 850 870 AUGCUGCUCGGACUCUUCAAA UUUGAAGAGUCCGAGCAACAU Clivagem 
spe-miR7997a-1-5p Sopen00g008820.1 2.0 24.739 1 20 92 111 AUGCUGCUCGGACUCUUCAA UUGAAGAGUCUGAGCAACAU Clivagem 
spe-miR7997a-1-5p Sopen08g023050.1 2.5 14.854 1 21 64 84 AUGCUGCUCGGACUCUUCAAA UUGGAAGAGUCCGAGCAACAU Clivagem 
spe-miR7997a-1-5p Sopen01g001200.1 2.5 22.048 1 20 1091 1110 AUGCUGCUCGGACUCUUCAA GUGAAGAGUCCGAGCAACAU Clivagem 
spe-miR7997a-1-5p Sopen09g035370.1 3.0 13.616 1 21 118 138 AUGCUGCUCGGACUCUUCAAA UUUGAUGAGUCUGAGCAGAAU Clivagem 
spe-miR7997a-1-5p Sopen04g032170.1 3.0 16.688 1 20 1262 1281 AUGCUGCUCGGACUCUUCAA AAGAAGAGUUUGAGCAGCAU Clivagem 
spe-miR7997a-1-5p Sopen02g028690.1 3.0 17.35 1 20 11 30 AUGCUGCUCGGACUCUUCAA UUCAGGAUUUCGAGCAGCAU Clivagem 
spe-miR7997a-1-5p Sopen02g028690.2 3.0 17.35 1 20 11 30 AUGCUGCUCGGACUCUUCAA UUCAGGAUUUCGAGCAGCAU Clivagem 
spe-miR7997a-2-5p Sopen04g001920.1 1.5 10.329 1 21 310 330 AUGCUGCUCGGACUCUUCAAA UUUGAAGAGUCCGAGCAACAU Clivagem 
spe-miR7997a-2-5p Sopen03g005640.1 1.5 24.714 1 21 850 870 AUGCUGCUCGGACUCUUCAAA UUUGAAGAGUCCGAGCAACAU Clivagem 
spe-miR7997a-2-5p Sopen00g008820.1 2.0 24.739 1 20 92 111 AUGCUGCUCGGACUCUUCAA UUGAAGAGUCUGAGCAACAU Clivagem 
spe-miR7997a-2-5p Sopen08g023050.1 2.5 14.854 1 21 64 84 AUGCUGCUCGGACUCUUCAAA UUGGAAGAGUCCGAGCAACAU Clivagem 
spe-miR7997a-2-5p Sopen01g001200.1 2.5 22.048 1 20 1091 1110 AUGCUGCUCGGACUCUUCAA GUGAAGAGUCCGAGCAACAU Clivagem 
spe-miR7997a-2-5p Sopen09g035370.1 3.0 13.616 1 21 118 138 AUGCUGCUCGGACUCUUCAAA UUUGAUGAGUCUGAGCAGAAU Clivagem 
spe-miR7997a-2-5p Sopen04g032170.1 3.0 16.688 1 20 1262 1281 AUGCUGCUCGGACUCUUCAA AAGAAGAGUUUGAGCAGCAU Clivagem 
spe-miR7997a-2-5p Sopen02g028690.1 3.0 17.35 1 20 11 30 AUGCUGCUCGGACUCUUCAA UUCAGGAUUUCGAGCAGCAU Clivagem 
spe-miR7997a-2-5p Sopen02g028690.2 3.0 17.35 1 20 11 30 AUGCUGCUCGGACUCUUCAA UUCAGGAUUUCGAGCAGCAU Clivagem 
spe-miR7997a-5p Sopen04g001920.1 1.5 10.329 1 21 310 330 AUGCUGCUCGGACUCUUCAAA UUUGAAGAGUCCGAGCAACAU Clivagem 
spe-miR7997a-5p Sopen03g005640.1 1.5 24.714 1 21 850 870 AUGCUGCUCGGACUCUUCAAA UUUGAAGAGUCCGAGCAACAU Clivagem 
spe-miR7997a-5p Sopen00g008820.1 2.0 24.739 1 20 92 111 AUGCUGCUCGGACUCUUCAA UUGAAGAGUCUGAGCAACAU Clivagem 
spe-miR7997a-5p Sopen08g023050.1 2.5 14.854 1 21 64 84 AUGCUGCUCGGACUCUUCAAA UUGGAAGAGUCCGAGCAACAU Clivagem 
spe-miR7997a-5p Sopen01g001200.1 2.5 22.048 1 20 1091 1110 AUGCUGCUCGGACUCUUCAA GUGAAGAGUCCGAGCAACAU Clivagem 
spe-miR7997a-5p Sopen09g035370.1 3.0 13.616 1 21 118 138 AUGCUGCUCGGACUCUUCAAA UUUGAUGAGUCUGAGCAGAAU Clivagem 
spe-miR7997a-5p Sopen04g032170.1 3.0 16.688 1 20 1262 1281 AUGCUGCUCGGACUCUUCAA AAGAAGAGUUUGAGCAGCAU Clivagem 
spe-miR7997a-5p Sopen02g028690.1 3.0 17.35 1 20 11 30 AUGCUGCUCGGACUCUUCAA UUCAGGAUUUCGAGCAGCAU Clivagem 
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spe-miR7997a-5p Sopen02g028690.2 3.0 17.35 1 20 11 30 AUGCUGCUCGGACUCUUCAA UUCAGGAUUUCGAGCAGCAU Clivagem 
spe-miR8001a-5p Sopen04g005290.1 2.5 12.293 1 20 1824 1843 UCCUGGGGAUUAGUAUGAAA CUUCAUACUAUUCCUCAGGA Tradução 
spe-miR8001b-1-3p Sopen06g008960.1 3.0 11.437 1 23 2544 2567 GGAUUUUCAU-ACUAAUUCCUAGG CUUGGGAAUUAUUGAUGAAAAUCC Tradução 
spe-miR8001b-1-3p Sopen06g023760.1 3.0 18.307 1 20 2142 2161 GGAUUUUCAUACUAAUUCCU AGGGAUUGGUGUGAAAGUUU Clivagem 
spe-miR8001b-1-3p Sopen09g030610.2 3.0 18.545 1 20 1059 1078 GGAUUUUCAUACUAAUUCCU AGGAAUUCGUGUGAAAAUUA Clivagem 
spe-miR8001b-1-3p Sopen09g030610.1 3.0 18.545 1 20 1059 1078 GGAUUUUCAUACUAAUUCCU AGGAAUUCGUGUGAAAAUUA Clivagem 
spe-miR8001b-1-3p Sopen07g004840.1 3.0 20.667 1 20 1511 1530 GGAUUUUCAUACUAAUUCCU AGGAAUUAGGGUGGGAGUCC Tradução 
spe-miR8001b-1-3p Sopen11g003770.1 2.5 11.78 1 20 1570 1589 GGAUUUUCAUACUAAUUCCU AGGAAUUGGCAAGAAAAUCC Tradução 
spe-miR8001b-1-3p Sopen01g012150.1 3.0 16.574 1 20 3320 3339 GGAUUUUCAUACUAAUUCCU AGGGAUGGGUAUCAAAAUCC Clivagem 
spe-miR8001b-2-5p Sopen04g036630.1 1.5 20.431 1 20 1139 1158 AUGGGGAUUAGUAUGAAAAU AUUUUCAUGCUGAUCCUCAU Clivagem 
spe-miR8001b-2-5p Sopen10g027460.1 3.0 20.428 1 21 1206 1226 AUGGGGAUUAGUAUGAAAAUU AAUUUUUGUGCUGAUUUCCAU Clivagem 
spe-miR8001b-2-5p Sopen07g023200.1 3.0 2.604 1 23 565 587 AUGGGGAUUAGUAUGAAAAUUUG CCAAUUCUUAUAUUAAUCCCCAA Clivagem 
spe-miR8001b-2-5p Sopen09g033620.1 2.5 9.412 1 20 840 859 AUGGGGAUUAGUAUGAAAAU AUCUUCAUACUGGUCUCCAU Clivagem 
spe-miR8001b-2-5p Sopen03g005640.1 3.0 9.681 1 20 20 39 AUGGGGAUUAGUAUGAAAAU GUUUUCGUACUAAUUCCAAU Clivagem 
spe-miR8001b-2-5p Sopen07g010250.1 3.0 10.918 1 23 1377 1399 AUGGGGAUUAGUAUGAAAAUUUG CACAUUUUCAUAUGUAUCCUCAU Tradução 
spe-miR8001b-2-5p Sopen10g032270.1 3.0 11.17 1 21 973 993 AUGGGGAUUAGUAUGAAAAUU GAUUUUGAUACUGAUCCACAU Clivagem 
spe-miR8001b-2-5p Sopen03g036460.1 3.0 14.116 1 20 143 162 AUGGGGAUUAGUAUGAAAAU GUUCUCGUACUAAUCCUUAU Clivagem 
spe-miR8005-3p.1 Sopen05g015980.1 3.0 19.134 1 22 1475 1496 UUUAGAGUUUAGGGUUUAGGGU GUCCUAGACCAUUGACUCUAAA Tradução 
spe-miR8005-3p.2 Sopen09g009940.1 2.5 11.981 1 20 457 476 UUUAGGGUUUAAGGAUUAGG CCUAAUUCUGAAGCUCUAAA Tradução 
spe-miR8005-3p.2 Sopen08g014800.1 3.0 16.487 1 23 661 683 UUUAGGGUUUAAGGAUUAGGCUU GAUCCUAGUUCUGAAGCUCUAAA Tradução 
spe-miR8005-3p.2 Sopen12g022880.1 3.0 18.363 1 23 67 89 UUUAGGGUUUAAGGAUUAGGCUU AAUCCUAAACCUGGAACCCUAAG Tradução 
spe-miR8005-3p.2 Sopen08g011020.1 3.0 12.934 1 20 811 830 UUUAGGGUUUAAGGAUUAGG CCUAAUUCUAAAGCUUUAAA Tradução 
spe-miR8005-3p.2 Sopen09g017460.1 3.0 23.944 1 23 1123 1145 UUUAGGGUUUAAGGAUUAGGCUU GAACUUAAUACUCAAACCCUAGA Tradução 
spe-miR8005-3p.2 Sopen07g027840.1 3.0 10.048 1 23 86 108 UUUAGGGUUUAAGGAUUAGGCUU AGACCAAAUCUGUAAACCCUAGA Clivagem 
spe-miR8005-3p.2 Sopen02g024540.1 3.0 1.455 1 20 29 48 UUUAGGGUUUAAGGAUUAGG CCAAAACCUUAAACCCUAAU Clivagem 
spe-miR8005-3p.2 Sopen06g003880.1 3.0 13.278 1 20 88 107 UUUAGGGUUUAAGGAUUAGG CCGAAUUCUAAAACCCUAGA Tradução 
spe-miR8005-5p Sopen12g011510.1 3.0 20.964 1 22 287 308 UUUAGAGUUUAGGAUUUAGUGU ACACUAGAUCCUACACUUUGGA Tradução 
spe-miR8005-5p Sopen06g002080.1 3.0 17.83 1 20 13 32 UUUAGAGUUUAGGAUUUAGU ACAAAGUUCUUAACUCUAAA Tradução 
spe-miR8006-3p Sopen12g023030.1 2.5 11.58 1 20 47 66 UAGUUUUUGGACGGCAGGGG CGCCUAUCGUCCAAAAACUA Clivagem 
spe-miR8007a-3p Sopen02g026720.1 3.0 16.318 1 22 882 903 CGAAAAAUGAAAAGUGCCACAU AAGUGGCACUCUUGAUUUUUCC Tradução 
spe-miR8007a-3p Sopen03g028600.1 3.0 19.522 1 22 2157 2178 CGAAAAAUGAAAAGUGCCACAU AAGUGGCACUGCUUAUUUUUUG Tradução 
spe-miR8007a-5p Sopen07g025500.1 3.0 10.176 1 24 580 603 AUGUGACACUUUUCGGAUUUCGAG CUCGAAAUUCAAAAAGUUUCACAU Clivagem 
spe-miR8007a-5p Sopen06g014220.2 2.0 16.401 1 23 195 217 AUGUGACACUUUUCGGAUUUCGA UGGAAAUCUGAAAGGUGUUGCAU Clivagem 
spe-miR8007a-5p Sopen06g014220.1 2.0 16.401 1 23 915 937 AUGUGACACUUUUCGGAUUUCGA UGGAAAUCUGAAAGGUGUUGCAU Clivagem 
spe-miR8007a-5p Sopen03g026000.1 2.0 16.997 1 20 642 661 AUGUGACACUUUUCGGAUUU AAAUUUGAAAGGUGUUACAU Clivagem 
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spe-miR8007a-5p Sopen09g024740.1 3.0 13.453 1 24 918 941 AUGUGACACUUUUCGGAUUUCGAG CUCAGAAUCCCAAAAGGGUUACAU Clivagem 
spe-miR8007a-5p Sopen11g002750.1 3.0 19.014 1 23 90 112 AUGUGACACUUUUCGGAUUUCGA UGGAAAUCCGAAUAGUGUUACGA Tradução 
spe-miR8007a-5p Sopen07g011150.2 3.0 18.163 1 21 3882 3902 AUGUGACACUUUUCGGAUUUC GAAAUUUGAAAAUUGUUGCAU Tradução 
spe-miR8007a-5p Sopen10g023000.1 3.0 20.703 1 22 4199 4220 AUGUGACACUUUUCGGAUUUCG CCAGGUCUGGAAGGUGUUACAU Clivagem 
spe-miR8008-1-3p Sopen06g017420.1 2.0 16.399 1 22 2297 2318 AUUUCAAGGAAAGCGACAGACA UAUCUGUUGUUUUCCUUGAAAA Clivagem 
spe-miR8008-1-3p Sopen04g024980.1 3.0 23.316 1 20 2860 2879 AUUUCAAGGAAAGCGACAGA UCUGUUGCUUUCUUUGGAGG Clivagem 
spe-miR8008-1-3p Sopen02g036040.1 2.5 17.718 1 20 323 342 AUUUCAAGGAAAGCGACAGA UCGGUCGCUUUCCUUGGAAA Clivagem 
spe-miR8008-1-3p Sopen11g029230.1 2.5 24.803 1 20 778 797 AUUUCAAGGAAAGCGACAGA UUUGCUGCUUUUCUUGAAAU Clivagem 
spe-miR8008-1-3p Sopen09g001990.1 2.5 20.748 1 20 643 662 AUUUCAAGGAAAGCGACAGA UUUGCUGCUUUUCUUGAAAU Clivagem 
spe-miR8008-1-5p Sopen02g024400.1 2.5 21.495 1 24 1360 1383 AAACCCAGAAAAGCGACGGACAAG UUUUCCUGUCUCUUUUCUGGGUUU Clivagem 
spe-miR8008-1-5p Sopen09g029330.1 2.0 13.939 1 20 10 29 AAACCCAGAAAAGCGACGGA UCCGUCGUUUUGUUGGGUUU Tradução 
spe-miR8008-1-5p Sopen11g029250.2 3.0 15.935 1 24 3078 3101 AAACCCAGAAAAGCGACGGACAAG CUACUCCUUUGAUUUUUUGGGUUU Clivagem 
spe-miR8008-1-5p Sopen11g029250.1 3.0 15.935 1 24 2979 3002 AAACCCAGAAAAGCGACGGACAAG CUACUCCUUUGAUUUUUUGGGUUU Clivagem 
spe-miR8008-1-5p Sopen01g026780.1 3.0 22.747 1 20 210 230 AAACCCAGAAAA-GCGACGGA UUUGUCGCGUUUUCUGGGUUU Clivagem 
spe-miR8008-2-3p Sopen01g023950.1 3.0 17.687 1 21 126 146 AUUUCCAGAAAAGUGACGGAC GUCUGUUUUUUUUCUGGGAAU Clivagem 
spe-miR8008-2-3p Sopen03g040920.1 3.0 21.085 1 20 621 640 AUUUCCAGAAAAGUGACGGA UCCGUCGCUUUGCUGGAAGG Tradução 
spe-miR8008-2-3p Sopen09g016960.1 3.0 21.935 1 20 566 585 AUUUCCAGAAAAGUGACGGA UCCUUCACAUUUUUGGAGAU Clivagem 
spe-miR8008-2-3p Sopen02g010450.1 3.0 17.549 1 24 1424 1447 AUUUCCAGAAAAGUGACGGACAGU AAUUUACUUCACAUUUCUGGAAAU Clivagem 
spe-miR8008-2-3p Sopen09g023670.1 3.0 18.474 1 24 1939 1962 AUUUCCAGAAAAGUGACGGACAGU AGUUUACUUCACAUUUCUGGAAAU Clivagem 
spe-miR8008-2-3p Sopen10g032250.1 3.0 19.449 1 20 506 525 AUUUCCAGAAAAGUGACGGA UGCAUCACUUAUCUGGAAAU Tradução 
spe-miR8008-2-5p Sopen02g024400.1 3.0 21.495 1 24 1360 1383 AAACUCAGAAAAGCGACGGACAGA UUUUCCUGUCUCUUUUCUGGGUUU Clivagem 
spe-miR8008-2-5p Sopen12g032720.1 2.5 18.509 1 21 33 53 AAACUCAGAAAAGCGACGGAC GUACGAUGCUUUUCUGAGUUU Clivagem 
spe-miR8008-2-5p Sopen09g029330.1 2.5 13.939 1 20 10 29 AAACUCAGAAAAGCGACGGA UCCGUCGUUUUGUUGGGUUU Tradução 
spe-miR8008-2-5p Sopen12g032710.1 3.0 13.565 1 21 33 53 AAACUCAGAAAAGCGACGGAC GUACGAUGUUUUUCUGAGUUU Clivagem 
spe-miR8008a-1-3p Sopen12g023700.1 3.0 21.416 1 21 1052 1072 AUUUCCAGAAAAGCGACGAAC GUUCUUCGAUUUCCUGGAAAU Tradução 
spe-miR8008a-1-3p Sopen11g009610.1 3.0 14.081 1 20 378 397 AUUUCCAGAAAAGCGACGAA UUCGUUGAUUUCUUGGAAAU Tradução 
spe-miR8008a-1-3p Sopen11g005910.2 3.0 13.699 1 19 1634 1653 AUUUCCAG-AAAAGCGACGA UUGUUGCUUUUGCUGGAAAU Tradução 
spe-miR8008a-1-3p Sopen11g005910.1 3.0 13.699 1 19 1598 1617 AUUUCCAG-AAAAGCGACGA UUGUUGCUUUUGCUGGAAAU Tradução 
spe-miR8008a-2-5p Sopen12g023700.1 3.0 21.416 1 21 1052 1072 AUUUCCAGAAAAGCGACGAAC GUUCUUCGAUUUCCUGGAAAU Tradução 
spe-miR8008a-2-5p Sopen11g009610.1 3.0 14.081 1 20 378 397 AUUUCCAGAAAAGCGACGAA UUCGUUGAUUUCUUGGAAAU Tradução 
spe-miR8008a-2-5p Sopen11g005910.2 3.0 13.699 1 19 1634 1653 AUUUCCAG-AAAAGCGACGA UUGUUGCUUUUGCUGGAAAU Tradução 
spe-miR8008a-2-5p Sopen11g005910.1 3.0 13.699 1 19 1598 1617 AUUUCCAG-AAAAGCGACGA UUGUUGCUUUUGCUGGAAAU Tradução 
spe-miR8008b-1-5p Sopen02g024400.1 2.5 21.495 1 24 1360 1383 AAACCCAGAAAAGCGACGGACAGG UUUUCCUGUCUCUUUUCUGGGUUU Clivagem 
spe-miR8008b-1-5p Sopen09g029330.1 2.0 13.939 1 20 10 29 AAACCCAGAAAAGCGACGGA UCCGUCGUUUUGUUGGGUUU Tradução 
spe-miR8008b-1-5p Sopen01g026780.1 3.0 22.747 1 20 210 230 AAACCCAGAAAA-GCGACGGA UUUGUCGCGUUUUCUGGGUUU Clivagem 
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spe-miR8008b-1-5p Sopen11g029250.2 3.0 15.935 1 20 3082 3101 AAACCCAGAAAAGCGACGGA UCCUUUGAUUUUUUGGGUUU Clivagem 
spe-miR8008b-1-5p Sopen11g029250.1 3.0 15.935 1 20 2983 3002 AAACCCAGAAAAGCGACGGA UCCUUUGAUUUUUUGGGUUU Clivagem 
spe-miR8008b-2-5p Sopen02g024400.1 2.0 21.495 1 20 1364 1383 AAACCCAGAAAAGCGACAGA CCUGUCUCUUUUCUGGGUUU Clivagem 
spe-miR8008b-2-5p Sopen01g026780.1 2.5 22.747 1 23 207 230 AAACCCAGAAAA-GCGACAGACUU GAAUUUGUCGCGUUUUCUGGGUUU Clivagem 
spe-miR8008b-3-5p Sopen09g029330.1 2.0 13.939 1 20 10 29 AAACCCAGAAAAGCGACGGA UCCGUCGUUUUGUUGGGUUU Tradução 
spe-miR8008b-3-5p Sopen02g024400.1 2.5 21.495 1 20 1364 1383 AAACCCAGAAAAGCGACGGA CCUGUCUCUUUUCUGGGUUU Clivagem 
spe-miR8008b-3-5p Sopen01g026780.1 3.0 22.747 1 20 210 230 AAACCCAGAAAA-GCGACGGA UUUGUCGCGUUUUCUGGGUUU Clivagem 
spe-miR8008b-3-5p Sopen11g029250.2 3.0 15.935 1 20 3082 3101 AAACCCAGAAAAGCGACGGA UCCUUUGAUUUUUUGGGUUU Clivagem 
spe-miR8008b-3-5p Sopen11g029250.1 3.0 15.935 1 20 2983 3002 AAACCCAGAAAAGCGACGGA UCCUUUGAUUUUUUGGGUUU Clivagem 
spe-miR8011-3p Sopen02g031400.1 2.5 16.234 1 21 939 959 ACAAAAAGAAGUCUCACACAA UUGUGUGAGACUUCUUUUAGC Clivagem 
spe-miR8011-3p Sopen11g005360.1 3.0 13.147 1 22 452 473 ACAAAAAGAAGUCUCACACAAC GUCGUGUGAGACCUCUUUUUGA Tradução 
spe-miR8011-5p Sopen08g027880.2 2.5 13.595 1 21 1075 1095 ACUCAUUUUUGUCUCACAAAA UUUUGUGAUAGGAAAAUGAGU Tradução 
spe-miR8011-5p Sopen08g027880.1 2.5 13.595 1 21 1036 1056 ACUCAUUUUUGUCUCACAAAA UUUUGUGAUAGGAAAAUGAGU Tradução 
spe-miR8011-5p Sopen06g020190.1 3.0 14.191 1 21 472 492 ACUCAUUUUUGUCUCACAAAA UUUUUUGGUACAAAAGUGAGU Clivagem 
spe-miR8011-5p Sopen06g027730.1 3.0 17.953 1 21 279 298 ACUCAUUUUUGUCUCACAAAA UUUUGUG-GAUAAAGAUGAGU Clivagem 
spe-miR8011-5p Sopen06g017590.2 3.0 13.247 1 20 1509 1528 ACUCAUUUUUGUCUCACAAA UUUGUCUGACAAGGAUGAGU Clivagem 
spe-miR8011-5p Sopen06g017590.1 3.0 13.247 1 20 1506 1525 ACUCAUUUUUGUCUCACAAA UUUGUCUGACAAGGAUGAGU Clivagem 
spe-miR8011-5p Sopen04g008660.1 3.0 16.6 1 20 3698 3717 ACUCAUUUUUGUCUCACAAA UUGAUGAGAAAAAAAUGAGU Tradução 
spe-miR8011a-1-3p Sopen10g025120.1 3.0 14.67 1 24 1613 1636 AAUAAAAAGAAGUCUCACGCAACU AGUCGUGUGAGAUCUGUUUUUAUU Tradução 
spe-miR8011a-1-3p Sopen07g029080.1 3.0 14.142 1 24 1592 1615 AAUAAAAAGAAGUCUCACGCAACU AGUCUUGUGAGAUUUGUUUUUAUU Tradução 
spe-miR8011a-1-3p Sopen07g031980.1 3.0 14.142 1 24 1592 1615 AAUAAAAAGAAGUCUCACGCAACU AGUCUUGUGAGAUUUGUUUUUAUU Tradução 
spe-miR8011a-1-3p Sopen01g027350.1 3.0 14.142 1 24 1592 1615 AAUAAAAAGAAGUCUCACGCAACU AGUCUUGUGAGAUUUGUUUUUAUU Tradução 
spe-miR8011a-1-5p Sopen04g034190.1 3.0 15.209 1 24 393 416 UUGUGUGAGGUCUCUUUUUGUUUU AAGGCAAAAAGAGUCCUCAUGUGA Tradução 
spe-miR8011a-1-5p Sopen08g004800.1 3.0 17.651 1 23 541 563 UUGUGUGAGGUCUCUUUUUGUUU AAGCAAAAAGACACCUCGAACAA Clivagem 
spe-miR8011a-1-5p Sopen01g052440.1 3.0 18.16 1 23 1119 1141 UUGUGUGAGGUCUCUUUUUGUUU GAACAAAAGGAAAUCUUACAUAA Clivagem 
spe-miR8011a-1-5p Sopen02g021060.1 3.0 18.998 1 24 190 213 UUGUGUGAGGUCUCUUUUUGUUUU GAGGCAGAAAUAGGCCUUGCACAA Clivagem 
spe-miR8011a-1-5p Sopen10g002310.1 3.0 12.53 1 22 370 391 UUGUGUGAGGUCUCUUUUUGUU GACAGAAAGGGACCUUACAUGG Clivagem 
spe-miR8011a-1-5p Sopen06g033450.1 2.5 18.133 1 21 2531 2551 UUGUGUGAGGUCUCUUUUUGU GCAGAGGGAGACCUCGUACAA Clivagem 
spe-miR8011a-1-5p Sopen10g017620.1 3.0 11.402 1 24 646 669 UUGUGUGAGGUCUCUUUUUGUUUU AACGAGAAAAGAGAGCUCAUACAA Tradução 
spe-miR8011a-1-5p Sopen03g029250.1 3.0 13.494 1 24 498 521 UUGUGUGAGGUCUCUUUUUGUUUU GGGGGAAGAAGAGACUACACACAA Clivagem 
spe-miR8011a-1-5p Sopen10g033720.1 3.0 17.824 1 22 879 900 UUGUGUGAGGUCUCUUUUUGUU GGCAAAGAGUGAUCUCGUACAA Clivagem 
spe-miR8011a-1-5p Sopen05g031760.1 3.0 18.666 1 20 250 269 UUGUGUGAGGUCUCUUUUUG AAGAAAGAGACCACAUACAA Clivagem 
spe-miR8011a-2-3p Sopen07g007410.1 2.5 17.855 1 21 815 835 AAUAAAAAGAAGCCUCACAGA UUUGUGAGGUUUCUUGUUAUU Clivagem 
spe-miR8011a-2-3p Sopen08g019750.1 2.5 17.774 1 21 1214 1234 AAUAAAAAGAAGCCUCACAGA UUUGUGAGGUUUCUUGUUAUU Clivagem 
spe-miR8011a-2-3p Sopen07g029080.1 3.0 14.142 1 24 1592 1615 AAUAAAAAGAAGCCUCACAGAACU AGUCUUGUGAGAUUUGUUUUUAUU Tradução 
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spe-miR8011a-2-3p Sopen01g027350.1 3.0 14.142 1 24 1592 1615 AAUAAAAAGAAGCCUCACAGAACU AGUCUUGUGAGAUUUGUUUUUAUU Tradução 
spe-miR8011a-2-3p Sopen07g031980.1 3.0 14.142 1 24 1592 1615 AAUAAAAAGAAGCCUCACAGAACU AGUCUUGUGAGAUUUGUUUUUAUU Tradução 
spe-miR8013-3p Sopen05g031930.1 3.0 20.592 1 23 240 262 AGAAGAAAAUCGCUUCGUCAGGA UCAUGGAGAAGCGGUUUUCUUCC Clivagem 
spe-miR8013-3p Sopen04g012040.3 2.5 9.346 1 20 2187 2206 AGAAGAAAAUCGCUUCGUCA UGAUGAAGAGAUUUUUUUUU Clivagem 
spe-miR8013-3p Sopen06g014210.1 2.5 12.108 1 20 2631 2650 AGAAGAAAAUCGCUUCGUCA UGAUGAAGAGAUUUUUUUUU Clivagem 
spe-miR8013-3p Sopen02g006340.1 2.5 15.126 1 20 3015 3034 AGAAGAAAAUCGCUUCGUCA UGAUGAAGAGAUUUUUUUUU Clivagem 
spe-miR8013-3p Sopen06g012790.1 2.5 10.213 1 20 3093 3112 AGAAGAAAAUCGCUUCGUCA UGAUGAAGAGAUUUUUUUUU Clivagem 
spe-miR8013-3p Sopen01g022020.1 2.5 6.497 1 20 3707 3726 AGAAGAAAAUCGCUUCGUCA UGAUGAAGAGAUUUUUUUUU Clivagem 
spe-miR8013-3p Sopen07g004910.1 2.5 10.596 1 20 3819 3838 AGAAGAAAAUCGCUUCGUCA UGAUGAAGAGAUUUUUUUUU Clivagem 
spe-miR8013-3p Sopen04g012040.2 2.5 9.346 1 20 3912 3931 AGAAGAAAAUCGCUUCGUCA UGAUGAAGAGAUUUUUUUUU Clivagem 
spe-miR8013-3p Sopen04g019950.1 3.0 20.29 1 21 1582 1602 AGAAGAAAAUCGCUUCGUCAG UUGGUCAAGGGAUUUUCUUCU Clivagem 
spe-miR8013-3p Sopen06g031830.2 3.0 10.65 1 20 414 433 AGAAGAAAAUCGCUUCGUCA UCACCAAGCGAUUUUCUUCA Clivagem 
spe-miR8013-3p Sopen06g031830.1 3.0 10.65 1 20 414 433 AGAAGAAAAUCGCUUCGUCA UCACCAAGCGAUUUUCUUCA Clivagem 
spe-miR8013-3p Sopen04g025150.2 3.0 20.235 1 20 2797 2816 AGAAGAAAAUCGCUUCGUCA GGAAGAAGAGAUUUUCUUCU Clivagem 
spe-miR8013-3p Sopen04g025150.1 3.0 20.235 1 20 2818 2837 AGAAGAAAAUCGCUUCGUCA GGAAGAAGAGAUUUUCUUCU Clivagem 
spe-miR8013-3p Sopen03g022900.2 3.0 10.601 1 20 4578 4597 AGAAGAAAAUCGCUUCGUCA UAACGAAGGGCUUUUCUUCU Tradução 
spe-miR8013-3p Sopen03g022900.1 3.0 10.601 1 20 4581 4600 AGAAGAAAAUCGCUUCGUCA UAACGAAGGGCUUUUCUUCU Tradução 
spe-miR8016-3p Sopen06g027450.1 3.0 22.673 1 22 1527 1548 AUUUUUGAAUGGAAGGCCCAUG CAUGGGCCUUCCAUUUACAGGU Clivagem 
spe-miR8016-3p Sopen03g023080.1 3.0 14.19 1 24 2050 2073 AUUUUUGAAUGGAAGGCCCAUGUG UAUAUGGGCCUACCAUCUGAAAAU Clivagem 
spe-miR8016-3p Sopen04g031030.1 3.0 20.506 1 21 473 493 AUUUUUGAAUGGAAGGCCCAU AUGGGCGUUUCAUUCAAAGAA Clivagem 
spe-miR8016-3p Sopen01g053980.1 2.5 24.467 1 23 525 547 AUUUUUGAAUGGAAGGCCCAUGU GCUUGUGCCUUCCAUUCAACAAU Clivagem 
spe-miR8016-3p Sopen01g037560.1 3.0 21.318 1 23 656 678 AUUUUUGAAUGGAAGGCCCAUGU ACCUGGGACCUUUAUUCAAAAAU Clivagem 
spe-miR8016-3p Sopen11g008100.1 3.0 19.552 1 21 3419 3439 AUUUUUGAAUGGAAGGCCCAU AUGGGUAUUUCUUUCAAAAAU Tradução 
spe-miR8016-3p Sopen08g015240.1 3.0 20.274 1 21 647 667 AUUUUUGAAUGGAAGGCCCAU AUGGGUAUUUCUUUCAAAAAU Tradução 
spe-miR8019 Sopen00g003330.1 2.5 11.567 1 23 513 535 UAAAGAAUGACCUGGUUUGAGUU AAAACAAAUCAGAUCAUUCUUUA Tradução 
spe-miR8019 Sopen05g022460.1 2.5 10.025 1 23 1269 1291 UAAAGAAUGACCUGGUUUGAGUU AAAACAAAUCAGAUCAUUCUUUA Tradução 
spe-miR8019 Sopen01g048140.1 3.0 18.535 1 23 363 385 UAAAGAAUGACCUGGUUUGAGUU AAAUCAAACUAGAUUCUUCUUUA Tradução 
spe-miR8019 Sopen01g033290.1 3.0 9.435 1 21 121 141 UAAAGAAUGACCUGGUUUGAG UUUAAAACAGUUCGUUCUUUA Tradução 
spe-miR8020-5p Sopen11g005690.1 3.0 19.5 1 24 936 959 AAUUUCAUUGAGUAUGUUGUUGUU AGCAACAACAUUCUCAAUGAAGCU Clivagem 
spe-miR8020-5p Sopen06g016060.1 2.5 9.751 1 24 478 501 AAUUUCAUUGAGUAUGUUGUUGUU GAGAAUAAUAUAUUCAAUGAAAUG Clivagem 
spe-miR8020-5p Sopen04g014310.1 2.0 14.032 1 21 74 94 AAUUUCAUUGAGUAUGUUGUU AACAACAUAUUCAAUGGAAUC Clivagem 
spe-miR8020-5p Sopen04g021990.1 3.0 15.543 1 24 808 831 AAUUUCAUUGAGUAUGUUGUUGUU GAGAAUAAUAUAUUUAAUGAAAUG Clivagem 
spe-miR8020-5p Sopen10g011800.1 2.5 15.606 1 24 760 783 AAUUUCAUUGAGUAUGUUGUUGUU GAGGAUAAUAUAUUCAAUGAAAUG Clivagem 
spe-miR8020-5p Sopen09g022720.1 3.0 13.896 1 24 634 657 AAUUUCAUUGAGUAUGUUGUUGUU GGUAAUAAUAUACUGAGUGAAGUU Tradução 
spe-miR8020-5p Sopen10g020240.1 3.0 20.953 1 24 727 750 AAUUUCAUUGAGUAUGUUGUUGUU GAAGAUAAUGUAUUCAAUGAAAUG Clivagem 
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spe-miR8020-5p Sopen02g019190.1 3.0 16.494 1 22 1074 1095 AAUUUCAUUGAGUAUGUUGUUG CAACAAGAUACCCAGUGGAAUU Tradução 
spe-miR8020-5p Sopen09g027820.3 2.5 18.49 1 20 1142 1161 AAUUUCAUUGAGUAUGUUGU AUGAUAUAUUCAAUGAGAUU Clivagem 
spe-miR8020-5p Sopen09g027790.1 2.5 17.124 1 20 113 132 AAUUUCAUUGAGUAUGUUGU AUGAUAUAUUCAAUGAGAUU Clivagem 
spe-miR8020-5p Sopen10g001380.1 3.0 19.029 1 24 262 285 AAUUUCAUUGAGUAUGUUGUUGUU GGUGAAUACAUACUUGAUGAAAUU Clivagem 
spe-miR8020-5p Sopen03g034790.1 3.0 15.205 1 20 1328 1347 AAUUUCAUUGAGUAUGUUGU CCAAUGUACUUAAUGAAGUU Clivagem 
spe-miR8020-5p Sopen05g006140.1 3.0 14.077 1 22 72 93 AAUUUCAUUGAGUAUGUUGUUG UGAGAAUGUACUUGAUGAAAUU Clivagem 
spe-miR8020-5p Sopen04g008930.1 3.0 13.863 1 22 185 206 AAUUUCAUUGAGUAUGUUGUUG CAACACCAUUGUCAAUGAAAUU Clivagem 
spe-miR8020-5p Sopen03g019320.1 3.0 12.665 1 21 583 603 AAUUUCAUUGAGUAUGUUGUU GAAAAUAUAUUCAAUGAAAUG Clivagem 
spe-miR8020-5p Sopen01g048360.1 3.0 19.595 1 20 203 222 AAUUUCAUUGAGUAUGUUGU AUGACGUAUUCGAUGGAAUU Clivagem 
spe-miR8020-5p Sopen12g016250.1 3.0 15.337 1 21 1097 1117 AAUUUCAUUGAGUAUGUUGUU AACAACCUAUACAAUGGAAUU Tradução 
spe-miR8024-3p Sopen12g025220.1 3.0 16.216 1 24 3410 3433 UUGGAGGAUUUGAAGACUUCAACU GGUUGAAGUAUUCAAAUACUCUAA Clivagem 
spe-miR8024-3p Sopen12g020090.1 1.5 9.303 1 21 1221 1241 UUGGAGGAUUUGAAGACUUCA UGAAGUCGUCAAAUCCUUCAA Clivagem 
spe-miR8024-3p Sopen07g022060.1 3.0 16.659 1 22 272 293 UUGGAGGAUUUGAAGACUUCAA UUGAUGUCUUGAAAUUCUUCAA Clivagem 
spe-miR8024-3p Sopen06g020550.1 3.0 22.141 1 21 717 737 UUGGAGGAUUUGAAGACUUCA UGGAGUUUACAAAUUCUUCAA Clivagem 
spe-miR8024-3p Sopen11g014030.1 2.5 19.501 1 22 458 479 UUGGAGGAUUUGAAGACUUCAA UGGAAAUCUUUAAGUUCUCCAA Clivagem 
spe-miR8024-3p Sopen12g013080.1 3.0 17.795 1 20 17 36 UUGGAGGAUUUGAAGACUUC GAGGUCUUCAAGUUCUCUAU Clivagem 
spe-miR8024-3p Sopen10g003050.1 2.5 21.806 1 20 1431 1450 UUGGAGGAUUUGAAGACUUC GAAGCCUUCAGGUCCUUCAA Clivagem 
spe-miR8024-3p Sopen08g018650.1 2.5 19.454 1 20 511 530 UUGGAGGAUUUGAAGACUUC GAAGCCUUCAAAUCCUUUGA Clivagem 
spe-miR8024-3p Sopen05g015140.2 2.5 18.272 1 20 723 742 UUGGAGGAUUUGAAGACUUC GAGGUUUGCAGAUCCUCCAA Clivagem 
spe-miR8024-3p Sopen05g015140.4 2.5 18.272 1 20 642 661 UUGGAGGAUUUGAAGACUUC GAGGUUUGCAGAUCCUCCAA Clivagem 
spe-miR8024-3p Sopen05g015140.3 2.5 18.272 1 20 639 658 UUGGAGGAUUUGAAGACUUC GAGGUUUGCAGAUCCUCCAA Clivagem 
spe-miR8024-3p Sopen04g007800.2 3.0 8.357 1 20 1809 1828 UUGGAGGAUUUGAAGACUUC UAAGACUUCAAGUUCUCCAA Clivagem 
spe-miR8024-3p Sopen04g007800.2 3.0 10.488 1 20 2283 2302 UUGGAGGAUUUGAAGACUUC UAAGACUUCAAGUUCUCCAA Clivagem 
spe-miR8024-3p Sopen04g007800.1 3.0 8.357 1 20 1809 1828 UUGGAGGAUUUGAAGACUUC UAAGACUUCAAGUUCUCCAA Clivagem 
spe-miR8024-3p Sopen08g029950.1 3.0 16.021 1 24 717 740 UUGGAGGAUUUGAAGACUUCAACU AGGAGAAGUAUCCGAAUCUUCCAA Clivagem 
spe-miR8024-3p Sopen12g004840.1 3.0 13.558 1 24 221 244 UUGGAGGAUUUGAAGACUUCAACU AAUCGAAGUCCUUAACUCCUCUAA Tradução 
spe-miR8024-5p.1 Sopen12g025220.1 2.0 16.216 1 24 3410 3433 UUGGAGUAUUUGAAGACUUUAGCU GGUUGAAGUAUUCAAAUACUCUAA Clivagem 
spe-miR8024-5p.1 Sopen06g014220.2 2.0 18.09 1 22 2030 2051 UUGGAGUAUUUGAAGACUUUAG CUAAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024-5p.1 Sopen06g014220.1 2.0 18.09 1 22 2750 2771 UUGGAGUAUUUGAAGACUUUAG CUAAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024-5p.1 Sopen05g026130.2 2.5 17.895 1 22 23 44 UUGGAGUAUUUGAAGACUUUAG CUGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024-5p.1 Sopen06g011480.1 2.5 21.98 1 22 890 911 UUGGAGUAUUUGAAGACUUUAG CUGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024-5p.1 Sopen05g023250.2 2.5 23.507 1 22 962 983 UUGGAGUAUUUGAAGACUUUAG CUGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024-5p.1 Sopen01g022390.1 2.5 21.191 1 22 1157 1178 UUGGAGUAUUUGAAGACUUUAG CUGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024-5p.1 Sopen00g008330.1 2.5 20.636 1 22 1154 1175 UUGGAGUAUUUGAAGACUUUAG CUGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024-5p.1 Sopen10g011960.1 2.5 21.587 1 22 1172 1193 UUGGAGUAUUUGAAGACUUUAG CUGAAGUAUUCAAAUACUUUAA Clivagem 
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spe-miR8024-5p.1 Sopen03g026040.1 2.5 22.285 1 22 1448 1469 UUGGAGUAUUUGAAGACUUUAG CUGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024-5p.1 Sopen11g011880.1 2.5 20.749 1 22 2240 2261 UUGGAGUAUUUGAAGACUUUAG CUGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024-5p.1 Sopen05g026130.1 2.5 21.503 1 22 2705 2726 UUGGAGUAUUUGAAGACUUUAG CUGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024-5p.1 Sopen05g023250.1 2.5 23.507 1 22 3203 3224 UUGGAGUAUUUGAAGACUUUAG CUGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024-5p.1 Sopen05g013910.1 2.5 23.867 1 22 3416 3437 UUGGAGUAUUUGAAGACUUUAG CUGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024-5p.1 Sopen06g011460.1 2.5 22.658 1 22 3506 3527 UUGGAGUAUUUGAAGACUUUAG CUGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024-5p.1 Sopen04g025080.1 3.0 14.67 1 23 43 65 UUGGAGUAUUUGAAGACUUUAGC GUUGAGGUCAUCAAAUACUUCAG Clivagem 
spe-miR8024-5p.1 Sopen04g025080.1 3.0 13.381 1 23 499 521 UUGGAGUAUUUGAAGACUUUAGC GUUGAGGUCAUCAAAUACUUCAG Clivagem 
spe-miR8024-5p.1 Sopen06g013860.1 3.0 17.6 1 24 144 167 UUGGAGUAUUUGAAGACUUUAGCU AGCCAAGGUCAUCAAAUACUGCAA Clivagem 
spe-miR8024-5p.1 Sopen04g023980.1 2.5 20.673 1 21 219 239 UUGGAGUAUUUGAAGACUUUA UGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024-5p.1 Sopen04g010770.1 3.0 20.453 1 24 405 428 UUGGAGUAUUUGAAGACUUUAGCU AACUAAAGUAUUCAAACACUUUAA Clivagem 
spe-miR8024-5p.1 Sopen04g014800.1 3.0 19.611 1 24 450 473 UUGGAGUAUUUGAAGACUUUAGCU AACUAAAGUAUUCAAACACUUUAA Clivagem 
spe-miR8024-5p.1 Sopen07g016630.1 3.0 13.07 1 24 193 216 UUGGAGUAUUUGAAGACUUUAGCU AGCAAAAGCCUACAAAUGCUUCAA Clivagem 
spe-miR8024-5p.1 Sopen00g003220.1 2.5 15.87 1 21 530 550 UUGGAGUAUUUGAAGACUUUA UUAAGUCUUCGAAUAUUCUAA Clivagem 
spe-miR8024-5p.1 Sopen01g012780.1 2.5 21.034 1 21 1233 1253 UUGGAGUAUUUGAAGACUUUA UGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024-5p.1 Sopen07g005830.1 3.0 14.992 1 24 1573 1596 UUGGAGUAUUUGAAGACUUUAGCU AGCAAAAGCCUACAAAUGCUUCAA Clivagem 
spe-miR8024-5p.1 Sopen04g013960.1 3.0 18.225 1 22 1364 1385 UUGGAGUAUUUGAAGACUUUAG CUGAAGUAUUCAAACACUUCAA Clivagem 
spe-miR8024-5p.1 Sopen03g019980.1 3.0 18.377 1 22 2735 2756 UUGGAGUAUUUGAAGACUUUAG CUAAAAUAUUCAAAUACUUUAA Clivagem 
spe-miR8024-5p.1 Sopen01g053050.1 3.0 14.025 1 20 30 49 UUGGAGUAUUUGAAGACUUU GAAGUCUUCAGAUAUUCCCA Clivagem 
spe-miR8024-5p.1 Sopen12g024200.1 3.0 15.875 1 20 708 727 UUGGAGUAUUUGAAGACUUU GAAGUCUUCAGAUGUUUCAG Clivagem 
spe-miR8024-5p.1 Sopen01g041600.1 3.0 11.784 1 20 432 451 UUGGAGUAUUUGAAGACUUU UAGUUCUUCAAAUGCUCCAA Clivagem 
spe-miR8024-5p.1 Sopen01g041610.1 3.0 11.784 1 20 432 451 UUGGAGUAUUUGAAGACUUU UAGUUCUUCAAAUGCUCCAA Clivagem 
spe-miR8024-5p.1 Sopen03g032440.1 3.0 18.856 1 20 954 973 UUGGAGUAUUUGAAGACUUU AAAGGCUUCAAAUGUUCCAC Clivagem 
spe-miR8024-5p.1 Sopen08g017350.1 3.0 16.6 1 20 6397 6416 UUGGAGUAUUUGAAGACUUU GAAGUCAUUAAAUACUUUAA Clivagem 
spe-miR8024-5p.1 Sopen05g033120.1 3.0 18.798 1 20 1359 1378 UUGGAGUAUUUGAAGACUUU AAAGGCUUUGGAUAUUCCAA Clivagem 
spe-miR8024-5p.1 Sopen05g034750.1 3.0 16.565 1 20 715 734 UUGGAGUAUUUGAAGACUUU AAAGUUCUCAGGUACUUCAA Clivagem 
spe-miR8024-5p.1 Sopen12g028710.1 2.5 3.196 1 20 180 199 UUGGAGUAUUUGAAGACUUU AAUCUCUUCAAAUACUUCAA Clivagem 
spe-miR8024-5p.1 Sopen03g032890.1 3.0 14.64 1 20 574 593 UUGGAGUAUUUGAAGACUUU AAGGUUUUCAAGAACUUCAA Clivagem 
spe-miR8024-5p.1 Sopen02g022400.1 3.0 15.939 1 24 578 601 UUGGAGUAUUUGAAGACUUUAGCU AGAAAAAGUGGUCAGAUGCUCCAA Clivagem 
spe-miR8024-5p.2 Sopen09g022470.1 3.0 20.692 1 23 544 566 UUGGAGGAUUUAAAGACUUCAGC GUUGAAGAUUUUAAGUUCUUCAA Clivagem 
spe-miR8024-5p.2 Sopen09g025680.1 3.0 17.297 1 24 596 619 UUGGAGGAUUUAAAGACUUCAGCU AAUUGAAGUUUUUAGGUCUUUCAG Clivagem 
spe-miR8024-5p.2 Sopen08g028750.1 3.0 23.883 1 23 955 977 UUGGAGGAUUUAAAGACUUCAGC GCCGAGGUCUUUGAAUUUUUCAG Clivagem 
spe-miR8024-5p.2 Sopen01g004760.1 3.0 13.211 1 23 933 955 UUGGAGGAUUUAAAGACUUCAGC GAUGAAGUUGUUAGAUUCUCCAG Clivagem 
spe-miR8024-5p.2 Sopen11g014030.1 2.0 19.501 1 20 460 479 UUGGAGGAUUUAAAGACUUC GAAAUCUUUAAGUUCUCCAA Clivagem 
spe-miR8024-5p.2 Sopen12g020090.1 2.5 9.303 1 21 1221 1241 UUGGAGGAUUUAAAGACUUCA UGAAGUCGUCAAAUCCUUCAA Clivagem 
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spe-miR8024-5p.2 Sopen09g014590.1 3.0 19.656 1 20 3564 3583 UUGGAGGAUUUAAAGACUUC UGAGUCUUUGGAUCCUCCGA Clivagem 
spe-miR8024-5p.2 Sopen07g022060.1 3.0 16.659 1 22 272 293 UUGGAGGAUUUAAAGACUUCAG UUGAUGUCUUGAAAUUCUUCAA Clivagem 
spe-miR8024-5p.2 Sopen04g007450.1 3.0 17.106 1 22 200 221 UUGGAGGAUUUAAAGACUUCAG UUGCAUUCUUUAAAUCUUCUAA Clivagem 
spe-miR8024-5p.2 Sopen04g007480.1 3.0 18.373 1 22 191 212 UUGGAGGAUUUAAAGACUUCAG UUGCAUUCUUUAAAUCUUCUAA Clivagem 
spe-miR8024-5p.2 Sopen04g007460.1 3.0 17.439 1 22 182 203 UUGGAGGAUUUAAAGACUUCAG UUGCAUUCUUUAAAUCUUCUAA Clivagem 
spe-miR8024-5p.2 Sopen04g031570.1 3.0 11.516 1 24 6 28 UUGGAGGAUUUAAAGACUUCAGCU ACUUGAAG-CUUUGAAUUCUCCAA Clivagem 
spe-miR8024-5p.2 Sopen12g004840.1 2.5 13.558 1 20 225 244 UUGGAGGAUUUAAAGACUUC GAAGUCCUUAACUCCUCUAA Tradução 
spe-miR8024-5p.2 Sopen06g003870.1 3.0 22.194 1 22 1327 1348 UUGGAGGAUUUAAAGACUUCAG CGGAAGGCUUUAGACCCUCCAG Clivagem 
spe-miR8024a-3p.1 Sopen12g020090.1 2.5 9.303 1 22 1220 1241 UUGAAUGAUUUGAAGACUUCAU AUGAAGUCGUCAAAUCCUUCAA Clivagem 
spe-miR8024a-3p.1 Sopen10g002900.1 2.0 22.583 1 20 478 497 UUGAAUGAUUUGAAGACUUC GAGGUCUUUGGAUCAUUCAA Clivagem 
spe-miR8024a-3p.2 Sopen09g002050.1 3.0 16.641 1 24 248 271 UUGGAGGAUUUGAAGAUUUCAACU AGUUGAAAUCUUCAGGUCCUUUAU Clivagem 
spe-miR8024a-3p.2 Sopen07g003790.1 3.0 21.944 1 22 913 934 UUGGAGGAUUUGAAGAUUUCAA UUGAAAUCUUCAAAUGAUCCAA Clivagem 
spe-miR8024a-3p.2 Sopen11g014030.1 1.5 19.501 1 22 458 479 UUGGAGGAUUUGAAGAUUUCAA UGGAAAUCUUUAAGUUCUCCAA Clivagem 
spe-miR8024a-3p.2 Sopen09g003790.1 3.0 15.105 1 24 2057 2080 UUGGAGGAUUUGAAGAUUUCAACU AUUUGAAAUCUCCAAAUCUUUUAG Clivagem 
spe-miR8024a-3p.2 Sopen12g020090.1 2.0 9.303 1 21 1221 1241 UUGGAGGAUUUGAAGAUUUCA UGAAGUCGUCAAAUCCUUCAA Clivagem 
spe-miR8024a-3p.2 Sopen10g031280.1 2.5 11.494 1 21 969 989 UUGGAGGAUUUGAAGAUUUCA UGAAAUCUUCAAAACCUUUAG Clivagem 
spe-miR8024a-3p.2 Sopen07g006580.1 3.0 6.029 1 20 210 229 UUGGAGGAUUUGAAGAUUUC UUCAUCUUCAAAUCCUCCAA Clivagem 
spe-miR8024a-3p.2 Sopen04g036150.1 3.0 13.594 1 23 1444 1466 UUGGAGGAUUUGAAGAUUUCAAC GCUGAAAUCUUUGAAGCUUUCAA Clivagem 
spe-miR8024a-3p.2 Sopen05g008830.1 2.5 19.162 1 24 4183 4206 UUGGAGGAUUUGAAGAUUUCAACU AGACGAGAUAUUCAGGUCCUCCAA Clivagem 
spe-miR8024a-3p.2 Sopen06g010830.1 3.0 19.864 1 24 1074 1097 UUGGAGGAUUUGAAGAUUUCAACU GGAUGAAAUCUACCAAUCUUCCAG Tradução 
spe-miR8024a-3p.2 Sopen06g024840.1 3.0 14.723 1 20 840 859 UUGGAGGAUUUGAAGAUUUC CAAAUCUUCAGAUUCUUCAG Clivagem 
spe-miR8024a-3p.2 Sopen00g008760.2 3.0 18.092 1 20 189 208 UUGGAGGAUUUGAAGAUUUC UAAAUCUUCAGAUUCUUCAG Clivagem 
spe-miR8024a-3p.2 Sopen00g008760.1 3.0 18.024 1 20 189 208 UUGGAGGAUUUGAAGAUUUC UAAAUCUUCAGAUUCUUCAG Clivagem 
spe-miR8024a-3p.2 Sopen04g014060.1 3.0 2.152 1 20 332 351 UUGGAGGAUUUGAAGAUUUC CAAACCUUCAAAUCCUCCAU Clivagem 
spe-miR8024a-3p.2 Sopen01g033720.1 3.0 5.483 1 20 411 430 UUGGAGGAUUUGAAGAUUUC AAAAUCUUCUAGUCCUUCAA Tradução 
spe-miR8024a-3p.2 Sopen09g004560.1 3.0 16.569 1 20 2982 3001 UUGGAGGAUUUGAAGAUUUC GAAAUCUUCAAAGCCUACAG Clivagem 
spe-miR8024a-3p.2 Sopen03g010960.1 3.0 18.786 1 20 171 190 UUGGAGGAUUUGAAGAUUUC CAAAUCUUUUAGUCCUCCAA Tradução 
spe-miR8024a-3p.2 Sopen10g003050.1 3.0 21.806 1 20 1431 1450 UUGGAGGAUUUGAAGAUUUC GAAGCCUUCAGGUCCUUCAA Clivagem 
spe-miR8024a-3p.2 Sopen08g018650.1 3.0 19.454 1 20 511 530 UUGGAGGAUUUGAAGAUUUC GAAGCCUUCAAAUCCUUUGA Clivagem 
spe-miR8024a-3p.2 Sopen05g015140.2 3.0 18.272 1 20 723 742 UUGGAGGAUUUGAAGAUUUC GAGGUUUGCAGAUCCUCCAA Clivagem 
spe-miR8024a-3p.2 Sopen10g006860.1 2.5 18.277 1 20 144 163 UUGGAGGAUUUGAAGAUUUC GAUAUCUUCAAUUCCUUCAA Tradução 
spe-miR8024a-3p.2 Sopen05g015140.4 3.0 18.272 1 20 642 661 UUGGAGGAUUUGAAGAUUUC GAGGUUUGCAGAUCCUCCAA Clivagem 
spe-miR8024a-3p.2 Sopen05g015140.3 3.0 18.272 1 20 639 658 UUGGAGGAUUUGAAGAUUUC GAGGUUUGCAGAUCCUCCAA Clivagem 
spe-miR8024a-5p.1 Sopen06g011460.1 2.5 22.658 1 22 3506 3527 UUAAAGAAUUUGAAGACUUCAG CUGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.1 Sopen05g013910.1 2.5 23.867 1 22 3416 3437 UUAAAGAAUUUGAAGACUUCAG CUGAAGUAUUCAAAUACUUUAA Clivagem 
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spe-miR8024a-5p.1 Sopen05g023250.1 2.5 23.507 1 22 3203 3224 UUAAAGAAUUUGAAGACUUCAG CUGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.1 Sopen05g026130.1 2.5 21.503 1 22 2705 2726 UUAAAGAAUUUGAAGACUUCAG CUGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.1 Sopen11g011880.1 2.5 20.749 1 22 2240 2261 UUAAAGAAUUUGAAGACUUCAG CUGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.1 Sopen03g026040.1 2.5 22.285 1 22 1448 1469 UUAAAGAAUUUGAAGACUUCAG CUGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.1 Sopen10g011960.1 2.5 21.587 1 22 1172 1193 UUAAAGAAUUUGAAGACUUCAG CUGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.1 Sopen00g008330.1 2.5 20.636 1 22 1154 1175 UUAAAGAAUUUGAAGACUUCAG CUGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.1 Sopen01g022390.1 2.5 21.191 1 22 1157 1178 UUAAAGAAUUUGAAGACUUCAG CUGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.1 Sopen05g023250.2 2.5 23.507 1 22 962 983 UUAAAGAAUUUGAAGACUUCAG CUGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.1 Sopen06g011480.1 2.5 21.98 1 22 890 911 UUAAAGAAUUUGAAGACUUCAG CUGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.1 Sopen05g026130.2 2.5 17.895 1 22 23 44 UUAAAGAAUUUGAAGACUUCAG CUGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.1 Sopen01g012780.1 2.5 21.034 1 21 1233 1253 UUAAAGAAUUUGAAGACUUCA UGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.1 Sopen07g004450.1 3.0 12.356 1 21 650 670 UUAAAGAAUUUGAAGACUUCA UGAAGUUUUUGGAUUUUUUGA Clivagem 
spe-miR8024a-5p.1 Sopen08g018650.1 3.0 19.454 1 24 507 530 UUAAAGAAUUUGAAGACUUCAGCU GGCAGAAGCCUUCAAAUCCUUUGA Clivagem 
spe-miR8024a-5p.1 Sopen04g023980.1 2.5 20.673 1 21 219 239 UUAAAGAAUUUGAAGACUUCA UGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.1 Sopen02g023450.1 3.0 21.156 1 23 123 145 UUAAAGAAUUUGAAGACUUCAGC GCCGGAGAUUUCAAGUUUUUUAA Clivagem 
spe-miR8024a-5p.1 Sopen12g019620.1 3.0 14.717 1 23 301 323 UUAAAGAAUUUGAAGACUUCAGC GAUGAAGUAUUCAAAGUUUUUGA Clivagem 
spe-miR8024a-5p.1 Sopen08g007060.1 3.0 15.963 1 21 153 173 UUAAAGAAUUUGAAGACUUCA UGAAGAAUUCGGAUUCUUUAA Clivagem 
spe-miR8024a-5p.1 Sopen01g016700.1 3.0 17.172 1 21 216 236 UUAAAGAAUUUGAAGACUUCA UGAAGUGUUCAAAGUUUUUGA Clivagem 
spe-miR8024a-5p.1 Sopen08g017350.1 3.0 16.6 1 20 6397 6416 UUAAAGAAUUUGAAGACUUC GAAGUCAUUAAAUACUUUAA Clivagem 
spe-miR8024a-5p.1 Sopen09g021360.1 2.5 13.843 1 20 5467 5486 UUAAAGAAUUUGAAGACUUC GAUGUCUUCAGUUUCUUUAA Tradução 
spe-miR8024a-5p.1 Sopen00g008680.1 2.5 16.76 1 20 1912 1931 UUAAAGAAUUUGAAGACUUC GUAGGCUUUAAAUUCUUUAA Clivagem 
spe-miR8024a-5p.1 Sopen08g005320.1 3.0 14.74 1 20 1256 1275 UUAAAGAAUUUGAAGACUUC GAAGUCGUCAAGUUCUUGAA Clivagem 
spe-miR8024a-5p.1 Sopen03g016960.1 3.0 14.973 1 20 1586 1605 UUAAAGAAUUUGAAGACUUC GAAGCUUUCAAAUUCUUAAA Clivagem 
spe-miR8024a-5p.1 Sopen06g005300.1 3.0 20.941 1 22 5456 5477 UUAAAGAAUUUGAAGACUUCAG CAGAAGUAUUCAAGCUUUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen12g025220.1 2.5 16.216 1 24 3410 3433 UUAAAGUAUUUGAAGACUUCAACU GGUUGAAGUAUUCAAAUACUCUAA Clivagem 
spe-miR8024a-5p.2 Sopen06g011460.1 1.0 22.658 1 21 3507 3527 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen05g013910.1 1.0 23.867 1 21 3417 3437 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen05g023250.1 1.0 23.507 1 21 3204 3224 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen05g026130.1 1.0 21.503 1 21 2706 2726 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen11g011880.1 1.0 20.749 1 21 2241 2261 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen03g026040.1 1.0 22.285 1 21 1449 1469 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen01g012780.1 1.0 21.034 1 21 1233 1253 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen10g011960.1 1.0 21.587 1 21 1173 1193 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen00g008330.1 1.0 20.636 1 21 1155 1175 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen01g022390.1 1.0 21.191 1 21 1158 1178 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAAUACUUUAA Clivagem 
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spe-miR8024a-5p.2 Sopen05g023250.2 1.0 23.507 1 21 963 983 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen06g011480.1 1.0 21.98 1 21 891 911 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen04g023980.1 1.0 20.673 1 21 219 239 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen05g026130.2 1.0 17.895 1 21 24 44 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen08g017350.1 1.5 16.6 1 20 6397 6416 UUAAAGUAUUUGAAGACUUC GAAGUCAUUAAAUACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen03g016180.1 2.0 19.287 1 21 5253 5273 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAACACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen12g016700.1 2.0 21.109 1 21 6039 6059 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAACACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen04g019810.1 2.0 15.434 1 21 4275 4295 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAACACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen02g010600.1 2.0 20.832 1 21 1440 1460 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAACACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen02g010600.2 2.0 20.832 1 21 219 239 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAACACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen12g025350.1 2.5 23.871 1 21 2814 2834 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAAUACAUUAA Clivagem 
spe-miR8024a-5p.2 Sopen06g014220.1 2.0 18.09 1 21 2751 2771 UUAAAGUAUUUGAAGACUUCA UAAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen12g009970.1 2.5 20.665 1 21 1380 1400 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAAUACUUUCA Clivagem 
spe-miR8024a-5p.2 Sopen06g014220.2 2.0 18.09 1 21 2031 2051 UUAAAGUAUUUGAAGACUUCA UAAAGUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen08g019790.1 2.0 21.233 1 21 1449 1469 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAACACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen02g001800.1 2.0 22.002 1 21 1356 1376 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCCAAUACUUUAA Tradução 
spe-miR8024a-5p.2 Sopen09g016130.1 2.0 23.379 1 21 1059 1079 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAACACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen10g011790.1 2.0 20.052 1 21 885 905 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAACACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen01g022530.1 2.0 18.097 1 21 909 929 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAACACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen12g021450.2 2.0 18.978 1 21 780 800 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAACACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen01g012140.1 2.0 16.162 1 21 909 929 UUAAAGUAUUUGAAGACUUCA UGAAGUACUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen08g019780.1 2.0 19.788 1 21 219 239 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAACACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen01g009150.1 3.0 15.497 1 22 1289 1310 UUAAAGUAUUUGAAGACUUCAA UUGAAGCUUUCAAAAGCUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen10g021260.1 3.0 18.29 1 22 767 788 UUAAAGUAUUUGAAGACUUCAA UUGAAGCUUUCAAAAGCUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen01g009120.1 3.0 16.119 1 22 881 902 UUAAAGUAUUUGAAGACUUCAA UUGAAGCUUUCAAACGCUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen05g027450.1 3.0 17.452 1 22 401 422 UUAAAGUAUUUGAAGACUUCAA UUGAAGCUUUCAAAAGCUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen08g018050.1 2.5 16.678 1 21 1449 1469 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAACAUUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen01g022380.1 3.0 17.956 1 21 3594 3614 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUUAAAUACUUUUA Clivagem 
spe-miR8024a-5p.2 Sopen11g019790.1 2.5 18.498 1 21 3495 3515 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAACAUUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen10g013210.1 2.5 17.046 1 21 3051 3071 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAACAUUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen01g006350.1 2.5 17.085 1 21 1263 1283 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAACAUUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen06g004600.1 2.5 17.595 1 21 1173 1193 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAACAUUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen04g010040.1 2.5 15.994 1 21 1215 1235 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAACAUUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen05g008270.1 2.5 16.051 1 21 120 140 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCAAACAUUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen01g030120.1 3.0 10.347 1 22 1457 1478 UUAAAGUAUUUGAAGACUUCAA UAGAAGUCUUUGAAUAUUUGAA Clivagem 
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spe-miR8024a-5p.2 Sopen02g004530.1 3.0 12.833 1 24 3923 3946 UUAAAGUAUUUGAAGACUUCAACU AGAAGAGGUCUUCCAAUGCUUUAU Tradução 
spe-miR8024a-5p.2 Sopen01g045110.1 3.0 19.501 1 23 1612 1634 UUAAAGUAUUUGAAGACUUCAAC GGUGAAGCCUAUAAAUACUUUGA Clivagem 
spe-miR8024a-5p.2 Sopen05g018420.1 2.0 14.723 1 20 1117 1136 UUAAAGUAUUUGAAGACUUC GAAGUAUUCAAACACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen04g014340.1 3.0 12.885 1 21 128 148 UUAAAGUAUUUGAAGACUUCA UGGAGGCUUUAACUACUUUAA Tradução 
spe-miR8024a-5p.2 Sopen01g015800.1 2.5 20.513 1 20 5212 5231 UUAAAGUAUUUGAAGACUUC GAAGUAUUCAAACAUUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen12g020010.1 2.5 19.903 1 20 4606 4625 UUAAAGUAUUUGAAGACUUC GAAGUAUUCAAACAUUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen02g013570.1 3.0 15.83 1 20 1245 1264 UUAAAGUAUUUGAAGACUUC GGAGUUUGCAAAUGCUUUAG Clivagem 
spe-miR8024a-5p.2 Sopen02g023030.1 3.0 17.226 1 20 576 595 UUAAAGUAUUUGAAGACUUC GGAGUCUUUAGAGACUUUGA Clivagem 
spe-miR8024a-5p.2 Sopen03g021620.1 2.5 16.862 1 20 1120 1139 UUAAAGUAUUUGAAGACUUC GAAGUAUUCAAACAUUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen08g018650.1 3.0 19.454 1 20 511 530 UUAAAGUAUUUGAAGACUUC GAAGCCUUCAAAUCCUUUGA Clivagem 
spe-miR8024a-5p.2 Sopen03g019980.1 3.0 18.377 1 21 2736 2756 UUAAAGUAUUUGAAGACUUCA UAAAAUAUUCAAAUACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen04g010510.1 3.0 17.95 1 21 1449 1469 UUAAAGUAUUUGAAGACUUCA UGAAGUAUUCCAACACUUUAA Tradução 
spe-miR8024a-5p.2 Sopen05g021850.1 3.0 19.955 1 21 888 908 UUAAAGUAUUUGAAGACUUCA UGAUGUAUUCAAACACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen04g014800.1 3.0 19.611 1 21 453 473 UUAAAGUAUUUGAAGACUUCA UAAAGUAUUCAAACACUUUAA Clivagem 
spe-miR8024a-5p.2 Sopen04g010770.1 3.0 20.453 1 21 408 428 UUAAAGUAUUUGAAGACUUCA UAAAGUAUUCAAACACUUUAA Clivagem 
spe-miR8025-3p Sopen04g002800.2 3.0 14.23 1 21 307 327 UUUAAUUGCAUGCCGAGUGUC GACCUUCAGCAUGUAAUUAAA Clivagem 
spe-miR8025-3p Sopen04g002800.1 3.0 14.23 1 21 307 327 UUUAAUUGCAUGCCGAGUGUC GACCUUCAGCAUGUAAUUAAA Clivagem 
spe-miR8026-3p Sopen04g009310.1 3.0 17.433 1 21 1877 1897 AUGUAGAGAAUAUGUGGUAAC GUUGUCAUAUAUGCUCUGCAU Tradução 
spe-miR8026-3p Sopen02g034660.1 3.0 20.197 1 20 3728 3747 AUGUAGAGAAUAUGUGGUAA UUACCACAAGUUCUCUACCU Clivagem 
spe-miR8026-3p Sopen02g010900.1 3.0 13.206 1 20 67 86 AUGUAGAGAAUAUGUGGUAA CUACCAGCUAUUCUCUACAU Clivagem 
spe-miR8026-3p Sopen07g012180.1 3.0 13.206 1 20 67 86 AUGUAGAGAAUAUGUGGUAA CUACCAGCUAUUCUCUACAU Clivagem 
spe-miR8026-3p Sopen07g022990.1 3.0 13.206 1 20 67 86 AUGUAGAGAAUAUGUGGUAA CUACCAGCUAUUCUCUACAU Clivagem 
spe-miR8026-3p Sopen06g032620.1 3.0 16.323 1 20 5263 5282 AUGUAGAGAAUAUGUGGUAA CUACCAGCUAUUCUCUACAU Clivagem 
spe-miR8036-3p Sopen10g032410.1 2.5 21.225 1 20 2180 2199 UAUGUCUUUCCGAUGCCUCC GGAGACGUCGGAAAGGCAUG Clivagem 
spe-miR8036-3p Sopen03g022970.1 3.0 18.346 1 20 226 245 UAUGUCUUUCCGAUGCCUCC GGGGGAACUGGAAAGACAUA Clivagem 
spe-miR8036-3p Sopen11g025290.1 3.0 18.968 1 20 385 404 UAUGUCUUUCCGAUGCCUCC GGGGGAACUGGAAAGACAUA Clivagem 
spe-miR8038a-5p Sopen04g004650.2 1.5 18.262 1 22 1807 1828 CCUUGUGAGUAAGUUGGAUCUC GAGAUUCAACUUUCUCACAAGG Tradução 
spe-miR8038a-5p Sopen04g004650.1 1.5 18.262 1 22 1816 1837 CCUUGUGAGUAAGUUGGAUCUC GAGAUUCAACUUUCUCACAAGG Tradução 
spe-miR8038a-5p Sopen04g031240.1 2.5 12.462 1 22 1036 1057 CCUUGUGAGUAAGUUGGAUCUC GAGAUCCAAUUUAUUGACAAGG Clivagem 
spe-miR8038a-5p Sopen04g004640.1 2.5 10.956 1 22 256 277 CCUUGUGAGUAAGUUGGAUCUC GACAUUCAACUUAAUCACAAGG Tradução 
spe-miR8038a-5p Sopen09g010540.1 3.0 15.135 1 21 1226 1246 CCUUGUGAGUAAGUUGGAUCU AGAUUCAGCUUGCUCAUAAGU Clivagem 
spe-miR8038a-5p Sopen06g011250.1 3.0 16.735 1 21 1307 1327 CCUUGUGAGUAAGUUGGAUCU AGAUUCAGCUUGCUCAUAAGU Clivagem 
spe-miR8038a-5p Sopen01g006550.1 3.0 17.964 1 21 2945 2965 CCUUGUGAGUAAGUUGGAUCU AGAUUCAGCUUGCUCAUAAGU Clivagem 
spe-miR8038a-5p Sopen04g004660.2 3.0 18.928 1 22 1984 2005 CCUUGUGAGUAAGUUGGAUCUC GAUAUUCAACUUUCUCAUAAGG Tradução 
spe-miR8038a-5p Sopen04g004660.3 3.0 18.928 1 22 1993 2014 CCUUGUGAGUAAGUUGGAUCUC GAUAUUCAACUUUCUCAUAAGG Tradução 
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spe-miR8038a-5p Sopen04g004660.1 3.0 18.928 1 22 2002 2023 CCUUGUGAGUAAGUUGGAUCUC GAUAUUCAACUUUCUCAUAAGG Tradução 
spe-miR8038a-5p Sopen05g013790.1 3.0 17.571 1 21 272 292 CCUUGUGAGUAAGUUGGAUCU AGAGCCAAUUUACUGACAAGG Clivagem 
spe-miR8038a-5p Sopen01g016330.1 3.0 7.423 1 20 2290 2309 CCUUGUGAGUAAGUUGGAUC UUUCCAACAUACUCACAAGG Clivagem 
spe-miR8038a-5p Sopen10g023930.1 3.0 22.377 1 20 211 230 CCUUGUGAGUAAGUUGGAUC GAUUCGGUGUACUCACAAGG Clivagem 
spe-miR8039-5p Sopen03g034600.1 3.0 22.441 1 21 253 273 UUUCCUAUCUGAACUAUCACC GGUGAUAGUUUAGCUGGGAAU Clivagem 
spe-miR8039-5p Sopen05g034600.1 3.0 13.44 1 21 1453 1473 UUUCCUAUCUGAACUAUCACC GGUGAUGGUUCAUAUAGGGAU Tradução 
spe-miR8039-5p Sopen02g020620.2 2.5 20.792 1 20 374 393 UUUCCUAUCUGAACUAUCAC GUGUCAGUUCAGAUAGGGAA Clivagem 
spe-miR8039-5p Sopen02g020620.1 2.5 20.792 1 20 374 393 UUUCCUAUCUGAACUAUCAC GUGUCAGUUCAGAUAGGGAA Clivagem 
spe-miR8039-5p Sopen10g024210.1 3.0 13.566 1 20 562 581 UUUCCUAUCUGAACUAUCAC GUGAUAGUACGGAUAGCAAA Clivagem 
spe-miR8039-5p Sopen05g021640.1 3.0 16.866 1 20 961 981 UUUCCUA-UCUGAACUAUCAC GUGAUAGUUCAGAAUGGGGAA Clivagem 
spe-miR8039-5p Sopen06g024150.1 3.0 13.767 1 20 860 879 UUUCCUAUCUGAACUAUCAC GUGUUUGUUCAGAUAGGAAU Clivagem 
spe-miR8039-5p Sopen01g033720.1 3.0 20.536 1 20 1606 1625 UUUCCUAUCUGAACUAUCAC GUGAAAGCUCAGGUGGGAAA Clivagem 
spe-miR8039-5p Sopen08g003900.1 3.0 13.253 1 20 1372 1391 UUUCCUAUCUGAACUAUCAC GUGAAAGCUCAAAUAGGAAA Tradução 
spe-miR8042-3p Sopen02g023740.1 2.5 17.025 1 21 339 359 AUUAGACUGAAAUGCUGAUCU AGAUGAGCAUUUCAGCCUAAU Clivagem 
spe-miR8042-3p Sopen02g025810.2 3.0 11.778 1 20 718 737 AUUAGACUGAAAUGCUGAUC GAUCAUCAUUUUAGUCUCAU Clivagem 
spe-miR8042-3p Sopen12g008060.1 3.0 10.924 1 21 160 180 AUUAGACUGAAAUGCUGAUCU GGUUCAGGAUUUCAGUCUAAG Clivagem 
spe-miR8042-3p Sopen04g031540.1 3.0 21.776 1 21 2833 2853 AUUAGACUGAAAUGCUGAUCU GGAUAUGCAUUUCAGUCUAAC Clivagem 
spe-miR8042-3p Sopen02g016790.1 3.0 11.919 1 20 233 252 AUUAGACUGAAAUGCUGAUC CAUCAUCAUCUCAGUCUAAU Tradução 
spe-miR8045-3p Sopen01g002710.2 1.0 10.974 1 21 555 575 AUUGAUAGUUGAGGUGUGUUU AAACACACUUCAACUAUCAGU Clivagem 
spe-miR8045-3p Sopen06g004790.1 3.0 17.505 1 21 1414 1434 AUUGAUAGUUGAGGUGUGUUU GGACAUGCCUCAACUGUUGAU Clivagem 
spe-miR8045-3p Sopen06g004790.2 3.0 17.505 1 21 1414 1434 AUUGAUAGUUGAGGUGUGUUU GGACAUGCCUCAACUGUUGAU Clivagem 
spe-miR8045-3p Sopen03g041730.1 3.0 13.749 1 20 5 24 AUUGAUAGUUGAGGUGUGUU GGCACACCUCAACUACUAAU Clivagem 
spe-miR8045-3p Sopen03g038800.1 3.0 20.018 1 21 3118 3138 AUUGAUAGUUGAGGUGUGUUU GAACUUACCUCGGCUGUCAAU Clivagem 
spe-miR8045-3p Sopen03g033970.1 3.0 10.611 1 20 855 874 AUUGAUAGUUGAGGUGUGUU CACAAACUUCAACUAUCGAU Clivagem 
spe-miR8047-5p Sopen02g035770.2 2.0 17.635 1 21 893 913 CCAUUUUUUCGAAAUUAGACC GGCCUAAUUUUGAGAAAAUGG Clivagem 
spe-miR8047-5p Sopen02g035770.1 2.0 17.635 1 21 893 913 CCAUUUUUUCGAAAUUAGACC GGCCUAAUUUUGAGAAAAUGG Clivagem 
spe-miR8047-5p Sopen06g023650.2 2.5 11.263 1 20 1500 1519 CCAUUUUUUCGAAAUUAGAC GUCUAAUUUUGAAAAGUUGG Clivagem 
spe-miR8047-5p Sopen06g023650.1 2.5 11.263 1 20 1500 1519 CCAUUUUUUCGAAAUUAGAC GUCUAAUUUUGAAAAGUUGG Clivagem 
spe-miR8047-5p Sopen05g021200.1 2.5 17.008 1 20 111 130 CCAUUUUUUCGAAAUUAGAC GUCUAAUUUUGAGAUAAUGG Clivagem 
spe-miR8047-5p Sopen12g001830.1 2.5 16.137 1 20 44 63 CCAUUUUUUCGAAAUUAGAC GUGUAGUUUCUAAAAAAUGG Tradução 
spe-miR8047-5p Sopen12g001830.2 2.5 16.137 1 20 44 63 CCAUUUUUUCGAAAUUAGAC GUGUAGUUUCUAAAAAAUGG Tradução 
spe-miR8047-5p Sopen12g009640.1 3.0 24.237 1 20 51 70 CCAUUUUUUCGAAAUUAGAC GUCUAAUGUGGAAAAGGUGG Tradução 
spe-miR8047-5p Sopen03g027750.1 2.5 14.661 1 20 1007 1025 CCAUUUUUUCGAAAUUAGAC GUCUAAUUUC-AAAAAGUGG Tradução 
spe-miR8047-5p Sopen03g027750.2 2.5 14.661 1 20 368 386 CCAUUUUUUCGAAAUUAGAC GUCUAAUUUC-AAAAAGUGG Tradução 
spe-miR8047-5p Sopen08g011120.1 3.0 19.031 1 20 51 70 CCAUUUUUUCGAAAUUAGAC GUCUAAUGACGAAAAGGUGG Clivagem 
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spe-miR8051-5p Sopen10g022990.1 2.0 20.383 1 20 296 315 UAGUAUGGUAGAAAGAUUCA UGGAUCUUUCUACCGUGUUA Clivagem 
spe-miR8051-5p Sopen03g028060.1 2.5 23.259 1 20 3209 3228 UAGUAUGGUAGAAAGAUUCA UGGAUGUUUCUACCAUAUUG Clivagem 
spe-miR8051-5p Sopen12g006480.1 3.0 19.037 1 20 1056 1075 UAGUAUGGUAGAAAGAUUCA UGAAGCUUUCUACAAUGCUA Clivagem 
spe-miR8051-5p Sopen09g005560.2 3.0 15.377 1 20 1100 1119 UAGUAUGGUAGAAAGAUUCA UGAAUCUUUUAGCCAUGCUG Tradução 
spe-miR8051-5p Sopen09g005560.1 3.0 15.377 1 20 1127 1146 UAGUAUGGUAGAAAGAUUCA UGAAUCUUUUAGCCAUGCUG Tradução 
spe-miR8051-5p Sopen01g006610.1 3.0 15.03 1 20 333 352 UAGUAUGGUAGAAAGAUUCA UGAAUCUUACAACCAUGUUA Tradução 
spe-miR8051-5p Sopen03g003730.1 3.0 17.122 1 20 2264 2283 UAGUAUGGUAGAAAGAUUCA UGGAACUUUCUCCCAUGCUA Tradução 
spe-miR8175-1-5p Sopen03g018060.1 3.0 23.781 1 20 498 517 GAUCCCCGGCAACGGCGCCA UGGCGCCGUUGCCGGGAACC Clivagem 
spe-miR8175-1-5p Sopen08g015010.1 3.0 21.606 1 20 39 58 GAUCCCCGGCAACGGCGCCA UGGUGUCGCUGCUGGGGAUU Clivagem 
spe-miR8175-2-3p Sopen03g018060.1 3.0 23.781 1 20 498 517 GAUCCCCGGCAACGGCGCCA UGGCGCCGUUGCCGGGAACC Clivagem 
spe-miR8175-2-3p Sopen08g015010.1 3.0 21.606 1 20 39 58 GAUCCCCGGCAACGGCGCCA UGGUGUCGCUGCUGGGGAUU Clivagem 
spe-miR827-3p Sopen03g016360.1 2.5 15.447 1 21 906 926 UUAGAUGAACAUCAACAAACA UGUUUGUUGGUGUCCAUUUAG Clivagem 
spe-miR827-3p Sopen01g011390.1 3.0 19.589 1 20 1803 1822 UUAGAUGAACAUCAACAAAC CUUUGUUGUUGUUUAUCUAG Clivagem 
spe-miR827-3p Sopen09g004850.1 3.0 19.021 1 21 144 164 UUAGAUGAACAUCAACAAACA UGUUUGUUCUUCUUCAUCUAA Tradução 
spe-miR827-3p Sopen11g028800.1 3.0 16.905 1 20 15 34 UUAGAUGAACAUCAACAAAC GUAUGUUGAUGAUCAUUUGA Tradução 
spe-miR827-3p Sopen08g025130.1 3.0 13.283 1 20 513 532 UUAGAUGAACAUCAACAAAC GCUUGUUGAGGUUCAUCUGG Tradução 
spe-miR827-5p Sopen07g017540.2 3.0 16.406 1 21 1652 1672 UUUGUUGAUGGUCAUCUAUUC GAGUAGAUGAUCAUCAAAGAA Clivagem 
spe-miR827-5p Sopen07g017540.1 3.0 16.406 1 21 1211 1231 UUUGUUGAUGGUCAUCUAUUC GAGUAGAUGAUCAUCAAAGAA Clivagem 
spe-miR827-5p Sopen05g003600.1 3.0 13.678 1 21 914 934 UUUGUUGAUGGUCAUCUAUUC GAAUAGUUGGCCAUCAAGAAA Clivagem 
spe-miR827-5p Sopen09g033010.1 2.5 12.54 1 20 1778 1797 UUUGUUGAUGGUCAUCUAUU AACAGAUGACCGUCAGCAGA Clivagem 
spe-miR827-5p Sopen05g030030.1 2.5 11.381 1 20 1609 1628 UUUGUUGAUGGUCAUCUAUU AACAGAUGGUCAUCAACGAA Clivagem 
spe-miR827-5p Sopen05g014970.1 3.0 19.694 1 21 11 31 UUUGUUGAUGGUCAUCUAUUC GAAUACAUGGCAAUCAGCAAA Tradução 
spe-miR827-5p Sopen05g014970.2 3.0 19.694 1 21 11 31 UUUGUUGAUGGUCAUCUAUUC GAAUACAUGGCAAUCAGCAAA Tradução 
spe-miR827-5p Sopen09g006930.1 3.0 18.691 1 20 284 303 UUUGUUGAUGGUCAUCUAUU AAGGGAUGGCUGUCAACAAA Clivagem 
spe-miR827-5p Sopen09g006930.2 3.0 18.691 1 20 284 303 UUUGUUGAUGGUCAUCUAUU AAGGGAUGGCUGUCAACAAA Clivagem 
spe-miR827-5p Sopen05g017840.1 3.0 13.11 1 20 315 334 UUUGUUGAUGGUCAUCUAUU AGGACAUGGCCAUCAACAAA Clivagem 
spe-miR827-5p Sopen12g023800.1 3.0 10.395 1 20 930 949 UUUGUUGAUGGUCAUCUAUU AAUAGAAGAUGGUCAACAAA Tradução 
spe-miR827-5p Sopen10g033640.1 3.0 12.602 1 20 100 119 UUUGUUGAUGGUCAUCUAUU ACUAGAUGUCCAUCAGCAGA Clivagem 
spe-miR827-5p Sopen01g034140.1 3.0 20.388 1 20 677 696 UUUGUUGAUGGUCAUCUAUU AAUGGCUGAGCAUCAACAAG Tradução 
spe-miR827-5p Sopen04g030840.1 3.0 9.443 1 20 753 772 UUUGUUGAUGGUCAUCUAUU AAUAAAUAAGCAUCAACAAA Tradução 
spe-miR827-5p Sopen04g020660.1 3.0 9.432 1 20 409 427 UUUGUUGAUGGUCAUCUAUU AAUA-AUGAUCAUCAACAAG Clivagem 
spe-miR828a-3p Sopen11g016020.1 3.0 12.536 1 20 441 460 AGAUACUCAUUUGGGUAAGA UCUUACUCAUAUGGGUAUCA Tradução 
spe-miR828a-3p Sopen01g006360.1 3.0 16.71 1 20 827 846 AGAUACUCAUUUGGGUAAGA UCUUGCCAAAAUGUGUAUCU Clivagem 
spe-miR828a-3p Sopen04g021440.1 3.0 16.743 1 20 2355 2374 AGAUACUCAUUUGGGUAAGA UCCGGUCCAAAUGAGUAUCU Clivagem 
spe-miR828a-5p Sopen10g001530.1 3.0 17.18 1 22 328 349 UCUUGCUCAAAUGAGUAUUCCA UGGAAUACUCAUUUGAAGAAGA Clivagem 
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spe-miR828a-5p Sopen08g031120.1 2.5 11.877 1 22 322 343 UCUUGCUCAAAUGAGUAUUCCA UGGAAUACGCAUUUGAUCAAGA Clivagem 
spe-miR828a-5p Sopen11g025350.1 3.0 18.75 1 22 164 185 UCUUGCUCAAAUGAGUAUUCCA UGGAAUGUUUAUUUGAUCAAGA Clivagem 
spe-miR828a-5p Sopen12g005270.1 2.5 15.8 1 21 411 431 UCUUGCUCAAAUGAGUAUUCC GGAAGGUUUAUUUGAGCAAGA Clivagem 
spe-miR828a-5p Sopen11g015280.1 2.5 18.684 1 21 2822 2842 UCUUGCUCAAAUGAGUAUUCC GGGAUGUUGAUUUGAGCAAGA Clivagem 
spe-miR828a-5p Sopen06g011830.1 3.0 17.59 1 21 2067 2087 UCUUGCUCAAAUGAGUAUUCC GAAAGACUUGUUUGAGCAAGA Clivagem 
spe-miR828a-5p Sopen02g037610.1 3.0 16.471 1 20 972 991 UCUUGCUCAAAUGAGUAUUC GAAUGGUCAUUUGGGCAAGU Clivagem 
spe-miR828a-5p Sopen03g011260.1 3.0 14.081 1 20 807 826 UCUUGCUCAAAUGAGUAUUC GAAUACUCACUUGAGUAACA Tradução 
spe-miR9469-3p Sopen02g023090.1 3.0 18.551 1 20 1902 1921 AUUCGGUCUUCUUAUAUGGA GCCAUACAAGAAGAUUGAAU Clivagem 
spe-miR9469-3p Sopen09g027930.1 3.0 14.856 1 20 444 463 AUUCGGUCUUCUUAUAUGGA UCCAGAUGAGAAGAUUGAGU Clivagem 
spe-miR9469-3p Sopen04g013580.1 3.0 22.499 1 20 1254 1273 AUUCGGUCUUCUUAUAUGGA UCGAUAUGAGAAGACCGCAU Clivagem 
spe-miR9469-3p Sopen03g030520.1 3.0 16.174 1 20 231 250 AUUCGGUCUUCUUAUAUGGA UCCAUUGAAGGAGACUGAAU Clivagem 
spe-miR9469-3p Sopen04g005080.2 3.0 17.381 1 20 165 184 AUUCGGUCUUCUUAUAUGGA UUCAAUUAAGAAGACUGAAU Clivagem 
spe-miR9469-3p Sopen04g005080.1 3.0 17.381 1 20 165 184 AUUCGGUCUUCUUAUAUGGA UUCAAUUAAGAAGACUGAAU Clivagem 
spe-miR9469-5p Sopen07g027790.1 2.5 18.241 1 20 201 220 CCAUAUAAGGAGACCAAAUU GAUUUGGUUUCUAUAUAUGG Clivagem 
spe-miR9471b-3p Sopen04g024360.1 1.0 19.063 1 21 18 38 UUGGCUGAGUGAGCAUCACUG UAGUGAUGCUCACUCAGCCAC Clivagem 
spe-miR9471b-3p Sopen09g024730.1 3.0 22.158 1 21 765 785 UUGGCUGAGUGAGCAUCACUG CAGUGCUGUUCGCUCAGCCAU Clivagem 
spe-miR9471b-3p Sopen08g031080.1 3.0 20.921 1 21 936 956 UUGGCUGAGUGAGCAUCACUG UAUUGAUGCUUACUCGGCUGA Clivagem 
spe-miR9471b-3p Sopen10g026410.1 3.0 24.463 1 20 2028 2047 UUGGCUGAGUGAGCAUCACU AGCGAUGCUUGUUCAGCCGA Clivagem 
spe-miR9473-1-5p Sopen05g008970.1 3.0 12.633 1 21 479 499 UGGCUGUAAAUCUGAACUCGU AAGAGUUUAGAUUGACAGUCA Clivagem 
spe-miR9473-2-3p Sopen09g033590.1 3.0 20.381 1 20 36 55 AAACGAGUUCAGAUUUACAG UUGUGAAUCUGAACUUUUUU Clivagem 
spe-miR9473-2-3p Sopen08g022910.1 3.0 13.81 1 21 868 888 AAACGAGUUCAGAUUUACAGC GCAGUAAUUCUGGACUUGUUU Clivagem 
spe-miR9476-1-3p Sopen02g018520.1 2.5 17.51 1 20 74 93 AAAAAAAUGCAGGACUAGAC GUCUAGUUCUGCGUUUUGUU Clivagem 
spe-miR9476-1-3p Sopen06g024200.1 3.0 20.25 1 20 1064 1083 AAAAAAAUGCAGGACUAGAC GUCUGGUUCUGAAUUUUUUG Tradução 
spe-miR9476-1-5p Sopen06g002350.1 3.0 18.839 1 20 1072 1091 UCUAGUCCUGCAUCUCUUUU AAAAGGGAUGCAGGACUACU Clivagem 
spe-miR9476-1-5p Sopen01g045390.1 3.0 12.753 1 21 652 672 UCUAGUCCUGCAUCUCUUUUU AAAAAGAGAUUUAGGACUAAA Tradução 
spe-miR9476-1-5p Sopen09g033330.1 3.0 17.247 1 21 1091 1111 UCUAGUCCUGCAUCUCUUUUU AGAAAGAGAUUCUGGACUGGA Tradução 
spe-miR9476-1-5p Sopen08g025150.1 3.0 12.925 1 21 691 711 UCUAGUCCUGCAUCUCUUUUU AAGAAGAAACGCAGGAUUAGA Clivagem 
spe-miR9476-1-5p Sopen01g041170.1 3.0 18.772 1 20 256 275 UCUAGUCCUGCAUCUCUUUU GAAAGAGAUGCACGGCUAGC Clivagem 
spe-miR9476-1-5p Sopen07g007170.1 3.0 16.453 1 20 60 79 UCUAGUCCUGCAUCUCUUUU AAGAGAGAUUCAGGACAAGA Tradução 
spe-miR9476-1-5p Sopen12g023890.1 3.0 22.233 1 20 2352 2371 UCUAGUCCUGCAUCUCUUUU AAAGGAGUUCCAGGACUGGA Tradução 
spe-miR9476-1-5p Sopen04g031800.1 3.0 12.008 1 20 211 230 UCUAGUCCUGCAUCUCUUUU AGAGGAGUUGGAGGACUAGA Tradução 
spe-miR9476-1-5p Sopen10g034820.1 3.0 9.905 1 21 1173 1193 UCUAGUCCUGCAUCUCUUUUU GAAAACAGAUGAUGGACUAGA Tradução 
spe-miR9476-1-5p Sopen07g019440.1 3.0 16.795 1 20 245 264 UCUAGUCCUGCAUCUCUUUU ACAAGAGUUACAGGACUAGA Tradução 
spe-miR9476-2-3p Sopen08g006390.1 3.0 18.63 1 20 2241 2260 AAAGAGAUGCAGGACUAGAC CACUAAUCCUGCAUCUCUUU Clivagem 
spe-miR9476-2-3p Sopen12g034640.1 3.0 17.82 1 21 881 901 AAAGAGAUGCAGGACUAGACC GGCCUAUUCCUGAAUCUCUUU Tradução 
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spe-miR9476-2-3p Sopen06g028710.1 3.0 22.839 1 20 2421 2440 AAAGAGAUGCAGGACUAGAC UUCUAGCCCUUCAUCUCUUU Tradução 
spe-miR9476-2-3p Sopen11g030240.1 3.0 15.498 1 19 1786 1805 AAAGAGAU-GCAGGACUAGA UCUAGUCCUUCCAUCUCUUU Tradução 
spe-miR9476-2-5p Sopen12g009280.1 2.0 23.461 1 21 1902 1922 UCUAGUCCUGCAUUUUUUUUU AAAAGAAAGUGUAGGACUGGA Clivagem 
spe-miR9476-2-5p Sopen12g032490.1 2.0 23.919 1 21 1941 1961 UCUAGUCCUGCAUUUUUUUUU AAAAGAAACUGUAGGACUAGA Clivagem 
spe-miR9476-2-5p Sopen08g016040.1 2.0 21.813 1 21 975 995 UCUAGUCCUGCAUUUUUUUUU AAAAGAAACUGUAGGACUAGA Clivagem 
spe-miR9476-2-5p Sopen07g026950.1 2.0 19.002 1 21 587 607 UCUAGUCCUGCAUUUUUUUUU AGAAAAAAAUGGAGGACUGGA Tradução 
spe-miR9476-2-5p Sopen05g002910.1 3.0 11.765 1 21 1533 1553 UCUAGUCCUGCAUUUUUUUUU AAAGAAAGAUGCAGGAUCAGA Clivagem 
spe-miR9476-2-5p Sopen06g009570.1 2.5 16.264 1 21 442 462 UCUAGUCCUGCAUUUUUUUUU AAGAAAAAAAGUAGGAUUAGA Clivagem 
spe-miR9476-2-5p Sopen08g025150.1 2.5 12.925 1 21 691 711 UCUAGUCCUGCAUUUUUUUUU AAGAAGAAACGCAGGAUUAGA Clivagem 
spe-miR9476-2-5p Sopen06g019610.1 3.0 20.764 1 21 64 84 UCUAGUCCUGCAUUUUUUUUU AGGAGAAGAUGCAGGAUUAGG Clivagem 
spe-miR9476-2-5p Sopen05g019280.1 2.0 13.453 1 21 392 412 UCUAGUCCUGCAUUUUUUUUU GAAAAAAAAUGCAUGAUUGGA Clivagem 
spe-miR9476-2-5p Sopen03g038580.1 3.0 14.223 1 21 1717 1737 UCUAGUCCUGCAUUUUUUUUU AAAAAAAGACGCAGGACUGGU Clivagem 
spe-miR9476-2-5p Sopen08g005570.1 2.5 23.619 1 21 1932 1952 UCUAGUCCUGCAUUUUUUUUU GAAAGAAACUGUAGGACUGGA Clivagem 
spe-miR9476-2-5p Sopen04g027640.1 3.0 6.864 1 21 662 682 UCUAGUCCUGCAUUUUUUUUU AGGAAAGAAUGGAGGACUGGA Tradução 
spe-miR9476-2-5p Sopen09g015910.1 3.0 22.794 1 21 384 404 UCUAGUCCUGCAUUUUUUUUU GGAAAAAGAUGCAGCACUAGG Clivagem 
spe-miR9476-2-5p Sopen11g015320.1 3.0 17.871 1 21 9 29 UCUAGUCCUGCAUUUUUUUUU GAGGAGAAAUGCAGGAGUAGA Clivagem 
spe-miR9476-2-5p Sopen07g008460.1 3.0 15.543 1 20 2170 2189 UCUAGUCCUGCAUUUUUUUU AAAAAGAAUGCAGAACUGGG Clivagem 
spe-miR9476-2-5p Sopen10g035000.1 3.0 6.385 1 20 819 838 UCUAGUCCUGCAUUUUUUUU AAAGGAAAUGCAGGAUGAGA Clivagem 
spe-miR9476-2-5p Sopen05g031950.1 2.5 13.677 1 20 333 352 UCUAGUCCUGCAUUUUUUUU AAAGAAAAUGCAUGAUUGGA Clivagem 
spe-miR9476-2-5p Sopen04g030780.1 3.0 19.303 1 21 648 668 UCUAGUCCUGCAUUUUUUUUU AAAAAAAAUUGCUGGGCUGGA Tradução 
spe-miR9476-2-5p Sopen07g002760.1 3.0 15.464 1 21 242 262 UCUAGUCCUGCAUUUUUUUUU GAGAAAAGAUGAAGGAUUGGA Tradução 
spe-miR9476-2-5p Sopen00g005970.1 3.0 19.303 1 21 462 482 UCUAGUCCUGCAUUUUUUUUU AAAAAAAAUUGCUGGGCUGGA Tradução 
spe-miR9476-2-5p Sopen00g005810.1 3.0 17.696 1 21 213 233 UCUAGUCCUGCAUUUUUUUUU AAAAAAAAUUGCUGGGCUGGA Tradução 
spe-miR9476-2-5p Sopen06g023920.1 3.0 14.785 1 21 327 347 UCUAGUCCUGCAUUUUUUUUU AAAAGAAUAUGCAAGAUUAGA Clivagem 
spe-miR9476-2-5p Sopen10g028340.1 3.0 10.877 1 21 307 327 UCUAGUCCUGCAUUUUUUUUU AAAAAGAAAUCUAAGACUAGA Tradução 
spe-miR9476-2-5p Sopen09g014590.1 3.0 15.725 1 21 4003 4023 UCUAGUCCUGCAUUUUUUUUU GAAGAGAAAGGGAGGACUAGA Tradução 
spe-miR9476-2-5p Sopen00g006180.1 3.0 19.599 1 20 193 212 UCUAGUCCUGCAUUUUUUUU GAACAACAUGCAGGACUGGA Clivagem 
spe-miR9477-3p Sopen09g027230.1 3.0 17.034 1 24 48 71 UUGGGAAAGGGAACAACUGAUAGU AUUAUCAGUUGUUCACGUUUCCGA Tradução 
spe-miR9477-3p Sopen07g014230.1 2.5 18.992 1 23 1585 1607 UUGGGAAAGGGAACAACUGAUAG CUUUCAAUUGGUCCUUUUCCCAA Clivagem 
spe-miR9477-3p Sopen04g027660.1 2.5 13.826 1 23 454 476 UUGGGAAAGGGAACAACUGAUAG CAAUUAGUUGGUCCCCUUCCCAA Clivagem 
spe-miR9477-3p Sopen04g014070.1 2.5 17.253 1 20 2603 2622 UUGGGAAAGGGAACAACUGA UCAGUUGGUCUCUUUUUCAA Clivagem 
spe-miR9477-3p Sopen04g014070.1 2.5 17.054 1 20 5120 5139 UUGGGAAAGGGAACAACUGA UCAGUUGGUCUCUUUUUCAA Clivagem 
spe-miR9477-3p Sopen12g016570.1 2.5 21.177 1 20 3161 3180 UUGGGAAAGGGAACAACUGA UCAGUUGGUCUCUUUUUCAA Clivagem 
spe-miR9477-3p Sopen11g010840.1 2.5 19.307 1 20 311 330 UUGGGAAAGGGAACAACUGA UCAGUUGGUCUCUUUUUCAA Clivagem 
spe-miR9477-3p Sopen08g003550.1 3.0 11.029 1 20 2200 2219 UUGGGAAAGGGAACAACUGA CCAAUUGUUUCUUUUCCCAA Clivagem 
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spe-miR9477-3p Sopen08g003550.2 3.0 10.754 1 20 2200 2219 UUGGGAAAGGGAACAACUGA CCAAUUGUUUCUUUUCCCAA Clivagem 
spe-miR9477-3p Sopen03g032070.1 3.0 10.663 1 22 47 68 UUGGGAAAGGGAACAACUGAUA UUUCGGUCGUUUCUUUUCUCAA Clivagem 
spe-miR9477-3p Sopen10g029300.1 3.0 19.182 1 21 260 280 UUGGGAAAGGGAACAACUGAU GUCAGGUGUUUGCUUUCUCAA Tradução 
spe-miR9477-3p Sopen03g018500.1 3.0 20.914 1 23 4566 4588 UUGGGAAAGGGAACAACUGAUAG UUCUCUCUUGGUCCCUUUCCCAA Clivagem 
spe-miR9477-3p Sopen01g029630.1 3.0 14.386 1 20 478 497 UUGGGAAAGGGAACAACUGA UCAACUGUUUCCUUUCCUAA Clivagem 
spe-miR9477-3p Sopen01g029630.2 3.0 14.386 1 20 478 497 UUGGGAAAGGGAACAACUGA UCAACUGUUUCCUUUCCUAA Clivagem 
spe-miR9477-5p Sopen03g022800.2 2.5 19.112 1 23 858 880 UAUCAGUUGUUCUCUUUUCCUAC GAAGGAAAGGAGAGUGACUGAUG Clivagem 
spe-miR9477-5p Sopen03g022800.1 2.5 19.112 1 23 855 877 UAUCAGUUGUUCUCUUUUCCUAC GAAGGAAAGGAGAGUGACUGAUG Clivagem 
spe-miR9477-5p Sopen05g002600.1 3.0 24.641 1 24 824 847 UAUCAGUUGUUCUCUUUUCCUACC GGUUGGAGAAGAAAAUGGCUGAUA Clivagem 
spe-miR9477-5p Sopen12g002660.1 2.5 20.147 1 22 964 985 UAUCAGUUGUUCUCUUUUCCUA UGGGAAAGGAGAAAAACUGGUG Tradução 
spe-miR9477-5p Sopen11g005080.1 2.5 19.507 1 23 971 993 UAUCAGUUGUUCUCUUUUCCUAC GAAGGAAAAGAGAGAAACUGGUG Tradução 
spe-miR9477-5p Sopen12g033960.1 2.0 17.14 1 21 1400 1420 UAUCAGUUGUUCUCUUUUCCU GGGAGAAGGGUACAACUGAUA Tradução 
spe-miR9477-5p Sopen12g032070.1 3.0 15.428 1 22 1054 1075 UAUCAGUUGUUCUCUUUUCCUA UGGAAAGAGAGAAUAACUGAUC Clivagem 
spe-miR9477-5p Sopen06g023990.1 3.0 17.069 1 22 472 493 UAUCAGUUGUUCUCUUUUCCUA UGUGAAAAGGGAAUGGCUGAUA Clivagem 
spe-miR9477-5p Sopen12g005240.1 2.5 19.861 1 20 211 230 UAUCAGUUGUUCUCUUUUCC GGAAAAGAGAAUAACAGAUG Clivagem 
spe-miR9477-5p Sopen00g011810.1 2.5 11.448 1 23 590 612 UAUCAGUUGUUCUCUUUUCCUAC GUUGGAAAAGAGCACUACUGAUG Tradução 
spe-miR9477-5p Sopen09g015460.1 3.0 17.467 1 21 50 70 UAUCAGUUGUUCUCUUUUCCU AGGAAGAGAGUACAACUGAAA Tradução 
spe-miR9477-5p Sopen10g013560.1 3.0 18.781 1 21 596 616 UAUCAGUUGUUCUCUUUUCCU GGGGAAAGAAAACAAUUGAUC Clivagem 
spe-miR9477-5p Sopen02g013560.1 3.0 16.998 1 20 752 771 UAUCAGUUGUUCUCUUUUCC GGAAAAGAGGAUACCUGAUG Clivagem 
spe-miR9477-5p Sopen02g026160.1 3.0 16.633 1 20 852 871 UAUCAGUUGUUCUCUUUUCC GGAGAAGAGGGCAGUUGGUA Clivagem 
spe-miR9477-5p Sopen02g034050.1 3.0 15.763 1 21 530 550 UAUCAGUUGUUCUCUUUUCCU AGGAAGAAAAAACAGCUGAUA Clivagem 
spe-miR9477-5p Sopen04g030340.1 3.0 17.672 1 21 5711 5731 UAUCAGUUGUUCUCUUUUCCU AGAAAGAGAGAAAAACUGAUG Tradução 
spe-miR9477-5p Sopen02g023090.1 3.0 18.249 1 21 2467 2487 UAUCAGUUGUUCUCUUUUCCU AAGAGAACAGAACAACUGAUG Clivagem 
spe-miR9477-5p Sopen04g004900.1 3.0 24.635 1 21 1394 1414 UAUCAGUUGUUCUCUUUUCCU AGGCAAAGAAAGCAGCUGAUA Clivagem 
spe-miR9477-5p Sopen11g024210.1 3.0 19.835 1 20 2694 2713 UAUCAGUUGUUCUCUUUUCC UGGCAAGAGGACAACUGAUA Clivagem 
spe-miR9477-5p Sopen11g001550.1 3.0 17.695 1 20 772 791 UAUCAGUUGUUCUCUUUUCC GGAGAAGAAAGCAAUUGGUA Clivagem 
spe-miR9477-5p Sopen11g004410.1 2.5 17.774 1 20 116 135 UAUCAGUUGUUCUCUUUUCC GGAAAGGAGAUAAACUGAUA Tradução 
spe-miR9477-5p Sopen12g003350.1 3.0 19.59 1 21 1370 1390 UAUCAGUUGUUCUCUUUUCCU GGGCACAGAGAACAGCUGAUG Clivagem 
 
 
 
 
